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Supplementary Figure 1. Whole-transcriptome sequencing data summary. (a-c) Transcripts
annotation from IncRNA-seq, SRNA-seq and circRNA-seq. (d-f) Length density plot of mRNA,

IncRNA and circRNA. (g-j) Expression abundance of four class of transcriptomes across six
developmental stages.
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Supplementary Figure 2. Upset plot of intersected transcripts in six stages. (a-c) Overlapped

61 37 21 13 7

13438

mRNA

EEREEE RIS I
C
IncRNA 2 miRNA

o
N
2]
c
S
k<1
@
2
)
£

IncRNA, mRNA and miRNA numbers in different stages.



