
Supplementary Table S1. Primers used in this study 

Primers Sequence (5′-3′) 

Primers for sequencing  

adeA-F ATGCAAAAGCATCTTTTACTTCCT 

adeA-R TCATGGTTGTGCCCCTTCAG 

adeB-F ATGATGTCACAATTTTTTATTCGTCG 

adeB-F2 TGGTTTGACCGTAGTTTC 

adeB-R TTAAGATGAGATTTTTTTCTTAGAGG 

adeB-R2 CATAAATGCTGTTGGCCA 

adeC-F ATGTCTAAATCGACAATCGTATCT 

adeC-R TTAGACTTTTGATATTCCTCCTCCT 

adeR-F ATGTTTGATCATTCTTTTTCTT 

adeR-R TTAGGCGTCATCTTTTACAG 

adeR-R2 ATAACACTCATGCCTTCACG 

adeS-F CTGTAAAAGATGACGCCTAA 

adeS-R AAAATAGCTTTAAAACGATCCAT 

adeS-R2 GCTTAAAGTCCGTAAGTC 

rpsJ-F GCAATAGAGTTCGTGGTCAAT 

rpsJ-R ATACCACATTTGCGACCGAC 

Primers for identification  

tet(X)-Fa ACGGAAGTTGAAGAAACAGG 

tet(X)-Ra ATTCCAAAATGCAATGCACC 

tet(X4)-F ATGTCGAGCAAGGAAGCAAA 

tet(X4)-R CATCTCCAAGTAGCGTCACC 

tet(X5)-F GGGCCAACCCTACACTTC 

tet(X5)-R TTGGTGATCCACATCTCGT 

Primers for qRT-PCR  

qadeB-F TGGTTTGACCGTAGTTTC 

qadeB-R CATAAATGCTGTTGGCCA 

qadeS-F CATGAGTTAAGAACGCCT 

qadeS-R GCTTAAAGTCCGTAAGTC 
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