
 
S16 Fig. Enrichment of curated PAX6/Pax6 targets among differentially expressed 

genes in Walcher et al., 2013 [1] by tissue types. Targets are classified based on the 

reported cellular contexts. AUROCs and the corresponding p-values (Mann-Whitney U 

Test) are displayed in the panel. Color coding corresponds to categories of targets. 

Targets with experimental validation in primary CNS tissues are most enriched in the 

perturbation screen. No statistically significant enrichment is observed for targets 

tested in tissues or cell types other than the CNS or the eye. 
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