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S20 Fig. Enrichment of curated PAX6/Pax6 targets among differentially expressed

genes in Narayanan et al., 2018 [1] by tissue types. AUROCs and the corresponding p-

values (Mann-Whitney U Test) are displayed in the panel. Color coding corresponds to

categories of targets. Only the targets experimentally verified in the CNS show

statistically significant enrichment.
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