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All NGS data is available in the NCBI Sequence Read Archive under accession number PRJNA748771. Relevant plasmids are available from Addgene (detailed in the
plasmid construction section).

No statistical methods were used to predetermine or justify sample size, but each condition was performed in tripliate which is generally
accepted sample size for similar gene editing experiments.

No data were excluded.

Independent replicates (n=3) were performed. All attempts at replication were successful.

Not relevant to these experiments.

Not relevant to these experiments.

N2a (neuro-2a mouse neuroblastoma cells, CCL-131) and HEK293T (CRL-1573) were from ATCC, BEAR-mScarlet and BEAR-
GFP cell lines were cloned by us.

Cell lines were not authenticated as they were obtained directly from a certified repository or clone from those cell lines.

Cells were tested monthly for mycoplasma contamination with negative test results.

No commonly misidentified cell lines were used.




