


Figure S1: Reproducibility of deep sequencing data between replicates and PIWI 

proteins localization in thoc7 mutants, related to Figure2. 

A, B and C. Scatter plots compare the transposon expression (A), transposon mapping 

antisense small RNA abundance (B), sense small RNA abundance (C) and normalized 

ping-pong pairs (D) between two biological replicates in the indicated genotypes.  Solid 

circles highlight the overexpressed transposon in the mutants comparing to w1. 

F. Immunofluorescence images of stage six egg chamber and single nucleus stained 

with indicated PIWI proteins (Aub, Ago3 and Piwi). Scale bar: 5µm. 

  







Figure S3: SLAM-seq labels nascent transcripts, related to Figure3. 

A. Sequencing depth normalized quantification of RNA-seq reads with indicated number 

of “T to C” conversion per read pair in two time points of labeling (15mins and 60mins) 

and two conditions of chemical treatment (no treatment and IAA treated).  

B. Scatter plots comparing abundance of transposons (left two columns) and protein-

coding genes (right two columns) mapping RNA-seq reads with at least TWO “T to C” 

conversions per read pair normalized to sequencing depth between IAA treated RNA 

sample and no treatment control for indicated genotypes and labeling time points. 

C. Scatter plot compares fold-enrichment of H3K4me2 ChIP-seq signals (ChIP/input) 

mapping to the first two kilo-bases of transposon consensus between piwi2/NLS and 

thoc7d/Df.  The solid circles represent transposons overexpressed in piwi2/NLS comparing 

to thoc7d/Df (FC > 2, FDR<0.01). 

D. Scatter plot compares transposon expression between piwi2/NLS and thoc7d/Df.  The 

solid circles represent transposons overexpressed in piwi2/NLS comparing to thoc7d/Df. 

E. Scatter plot comparing ChIP-seq signal of annotated H3K4me2 peaks mapping to 

protein-coding gene promoters between thoc7d/Df and w1. 

  









Table S1: qPCR primer sequences. Related to STAR Methods: 
Target Sequences 
rp49 CCG CTT CAA GGG ACA GTA TCT G 

ATC TCG CCG CAG TAA ACG C 

sj AAC AGC TCC TCG CCC TTG  
TGAGTCAGACCTCGAAATCGT 

GFP1 GACGTAAACGGCCACAAGTT 
GTAGGTCAGGGTGGTCACGA 

GFP2 CGA CAA CCA CTA CCT GAG CA 
CCATGCCGAGAGTGATCC 

Gypsy CTT CAC GTT CTG CGA GCG GTC T 
CGC TCG AAG GTT ACC AGG TAG GTT C 

Blood CCA ACA AAG AGG CAA GAC CG 
TCG AGC TGC TTA CGC ATA CTG TC 

HeT-A CGC GCG GAA CCC ATC TTC AGA 
CGC CGC AGT CGT TTG GTG AGT 

TAHRE CTG TTG CAC AAA GCC AAG AA 
GTT GGT AAT GTT CGC GTC CT 

	


