15 ACE2 eQTL variants in Kuwait, Iran and Qatar.

dbSNP gene GME Kuwait Alldlranome |Qatar IAFR

A. eQTL variants downregulating ACE?2 expression

rs112171234 |ACE2 (exonic)/BMX (intronic)  NA NA NA 0.057 0.212
rs75979613 FANCB (exonic) NA NA NA 0.011 0
B. eQTL variants upregulating ACE?2 expression

rs12010448 MOSPD2,ASB9 (intergenic) NA NA NA 0.03 0.126
rs4646127 ACE2 (intron) NA NA NA 0.579 0.824
rs5936029 CA5BP1-CA5B (intron) NA NA NA 0.488 0.901
rs6632704 CLTRN(intron) NA NA NA 0.409 0.519
rs1996225 CA5BP1-CA5B(intron) NA NA 0.4217 0.386 0.566
rs6629110 ? NA NA NA 0.409 0.446
rs2158082 ? NA 0.5133INA 0.545 0.973
rs4830974 CLTRN NA 0.4723INA 0.477 0.745
rs5936011 CLTRN NA NA NA 0.5 0.902
rs4060 CA5BP1-CA5SB NA 0.0418 0.5019 0.443 0.692
rs4830983 CA5BP1-CA5B NA NA 0.511 0.975
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