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Experimental design

Design type

Design specifications

The sample size was determined by the HCP S1200 release, which is 1113 subjects.

All subjects were included if they had completed brain scans of rsfMRI and dMRI in HCP S1200 release. We excluded 61 subjects because they
do not have completed rsfMRI or dMRI.

The main results were replicated on the same dataset with 1052 subjects using a different resolution functional parcellation. All attempts at
replication were successful.

The 1052 subjects were randomly divided into training (N=351), validation (N=350) and test (N=351) sets.

Blinding is not relevant to this study as no data collection was involved

See above

1113 young adult (ages 22-35) participants were recruited from families with twins and non-twin siblings in Human
Connectome Project (HCP). However, our lab was not personally involved in the recruitment. More information can be found
at https://www.humanconnectome.org/study/hcp-young-adult/project-protocol/recruitment.

Although the data was not collected by us, our study is approved by the National University of Singapore Institutional Review
Board (IRB).

HCP provided both resting-state fMRI and task fMRI. However, we only consider resting-state fMRI in our study

Each participant underwent 4 runs of resting-state and each rs-fMRI run was acquired with a repetition time (TR) of
0.72s at 2mm isotropic resolution and lasted for 14.4 min.




