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Legends for Movies S1 to S5 

 

Other supplementary materials for this manuscript include the following:  
 

Movies S1 to S5 
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Fig. S1. In vitro characterization of CAHS1-N and CAHS1-C. (A) The primary structure 
of CAHS1 protein with white and black boxes that indicate CAHS1-N and CAHS1-C, 
respectively. (B) 1H-15N HSQC spectra of CAHS1-N (left) and CAHS1-C (right). (C) CD 
spectra of CAHS1-N (left) and CAHS1-C (right). (D) Typical HS-AFM images of CAHS1-
N (left) and CAHS1-C (right). 
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Fig. S2. Fibril formation of the CAHS1 protein in E. coli. Cross-sectional TEM images 
of E. coli (A) with and (B) without overexpressed FALG-CAHS1 proteins (top). Enlarged 
views of the boxed areas of TEM images (bottom). 
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Fig. S3. Osmotic stress induced the CAHS1 protein particles in HeLa cells. The HeLa 
cells overexpressing the CAHS1-FLAG proteins were exposed to (A) mock or (B) 
hyperosmotic medium (0.5 M sorbitol) and stained with anti-FLAG antibody. 
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Movie S1 (separate file). HS-AFM video of a monomeric CAHS1 protein. Scan size, 
100 nm × 80 nm. Imaging rate: 0.15 s/frame. 

Movie S2 (separate file). HS-AFM video of CAHS1 protein fibril formation. Scan size, 
500 nm × 500 nm. Imaging rate: 0.3 s/frame (× 5 play). 

Movie S3 (separate file). HS-AFM observation of the disassembly of CAHS1 protein 
fibrils upon adding 50 mM KCl. Scan size, 200 nm × 160 nm. Imaging rate: 0.2 s/frame 
(× 2 play). 

Movie S4 (separate file). Real-time monitoring of the reversible particle formation of 
CAHS1-mEGFP protein by a sorbitol-induced osmotic shock.  CAHS1-mEGFP (left), 
mEGFP (middle), and Halo Tag-mEGFP (right). 

Movie S5 (separate file). Real-time monitoring of the reversible particle formation of 
CAHS1-mEGFP protein by a sodium chloride osmotic shock. CAHS1-mEGFP (left), 
mEGFP (middle), and Halo Tag-mEGFP (right). 
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