EF469154

0.9622|0.9525|0.9546| KJ477685

0.9618/0.9517|0.9543| KJ477686

0.9614 0.9520 0.9538 KM607003

0.96160.9519 0.9541 | KM607002

0.95

. 085
0.9618/0.95210.9543| KJ477684
0.9618 0.9521 0.9543 MT984581
0.9618 0.9522 0.9543 HM137666
0.9622/0.9613 0.9614 0.9616 0.9618 0.9618 0.9618 0.9527 0.9575 LR597660
0.9525|0.9517|0.95200.9519 | 0.9521 |0.95210.9522 | 0.9527 0.9582| MT179807
0.95460.9543 | 0.9538 |0.9541 | 0.9543 | 0.9543 | 0.9543 |0.9575 | 0.9582 LR597657
¢ % 2 2 2 5§ z 2 § 3
Accession number GenBank Entry Title Reference
HM137666 Enterobacteria phage T4T, complete genome (Petrov et al 2010)
KJ477684 Enterobacteria phage T4 strain wild, complete genome  (Bryson et al 2015)
KJ477685 Enterobacteria phage T4 strain 147, complete genome  (Bryson et al 2015)
KJ477686 Enterobacteria phage T4 strain GT7, complete genome  (Bryson et al 2015)
KM607002 Enterobacteria phage RB55, complete genome (Yaung et al 2015)
KM607003 Enterobacteria phage RB59, complete genome (Yaung et al 2015)
EF469154 Enterobacteria phage JS98, complete genome (Chibani-Chennoufi et al
2004)
LR597660 Escherichia phage T4 ev151 genome assembly, NA
chromosome: 1
MT179807 Escherichia phage vB_EcoM_IMES37, complete NA
genome
LR597657 Escherichia phage T4 ev240 genome assembly, NA
chromosome: 1
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