Table S1. Strains and plasmids

Strains or plasmids Genotype or description Construction Reference
Pseudomonas aeruginosa

PAO1 Wild-type (Stover et al., 2000)
PAO1 hfg- hfqg::aadA (Sonnleitner et al., 2003)
PAO1 AersA markerless AersA (Ferrara et al., 2015)

P. aeruginosa RP73 Wild-type

(Bianconi et al., 2015)

P. aeruginosa RP73 AersA markerless AersA
(Ferrara et al., 2020)

Escherichia coli

mcrA A(mrr-hsdRMS-mcrBC)
@80lacZDM15 AlacX74 deoR

TOP10 recA1 araD139 A(ara-leu)7697 Invitrogen
galU galK rpsL endAl nupG
Plasmids
N (Qiu et al., 2008;
pGMO31 PHERD20T tde“A""’}“"e' Delvillani et al., 2014
BAD - 10, AD Ferrara et al., 2015)
pGM-ersA ESAASI923rderlvatIVe, ersA under (Ferrara et al., 2015)
PXG10-SF SIGFP reporter plasmid, (Corcoran et al., 2012)

lacZ::gfp under Piteto-1, Cm'
pXG10-SF derivative;

contains PCR

pXG10-anr::sfGFP - . product using this work
Prteto-1 -->anr::gfp, Cm' oligos 2 and 3
T contains PCR
pXG10-dnr::sfGFP gXGlC}fgn(:.e.:n;/atgsq,r product using this work
Leto-1 ~91p, oligos 4 and 5
pBBR1-MCS5 lacZ a, Gm’ (Kovach et al., 1995)

pBBR1-MCS5 derivative;

PBBR1- SfGFP Puteto-1 =->gffp, Gm'

(Ferrara et al., 2015)

PBBR1-MCS5 derivative; contains PCR

pBBR1-anr::sfGFP . .. product using this work
Pitero-1 -->anr::gfp, Gm’ oligos 6 and 7
s contains PCR

pBBR1-dnr::sfGFP 255?%:?(1?‘??9?;%%\/& product using this work
e e oligos 6 and 7
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