Table S2. Oligonucleotides

Oligo

4 Oligo Name

Sequence (5" — 3')?

Utilization and Reference

1 5BIOTIN-SPA122

[BIO]JCCCGAGCTTCGTATGGGG

Biotinylated Northern-blot probe for
ErsA (modified from (Ferrara et al.,
2012)

2 -31ATG_anr_Nsil_for

GTTTTatgcatTGTTGTGCCTTTAACC
TAGCAAG

3 +66ATG_anr_Nhel_rev

GTTTTgctagcCGGGGCCAGACTGCA
ATC

Amplification of the 5' UTR and
beginning of anr with Nsil/Nhel
ends for cloning in frame with gfp
in pXG10-SF vector

4 -116ATG_dnr_Nsil_for

GTTTTatgcatTCCGCTCGCCGGACC
GAC

5 +96ATG_dnr_Nhel_rev

GTTTTgctagcGCTGCTGGCGAGCAG
TTC

Amplification of the 5' UTR and
beginning of dnr with Nsil/Nhel
ends for cloning in frame with gfp
in pXG10-SF vector

6 Ptet-O1_Clal_for

GTTTTatcgatTCCCTATCAGTGATAG
AG

7 sfGFP_TAA_Xbal_rev

TGATGCCtctagaTTATTTGTAGAGCT
C

Amplification from the Piieto-1
promoter to the stop codon of gfp
of pXG10-anr::gfp/ pXG10-dnr::gfp
with Clal/Xbal ends for cloning in
pBBR1-MCSS5 (Ferrara et al.,
2015)

8 sfGFP_+96_rev

TTGTGCCCATTAACATCACCATC

Reverse primer on gfp for
verification of constructs (Ferrara
et al., 2015)

9 T7_-31ATG_anr_for

CTAATACGACTCACTATAGGGTGT
TGTGCCTTTAACCTA

10 +66ATG_anr_rev

CGGGGCCAGACTGCAATC

Amplification of the 5' UTR and
beginning of anr in fusion with
RNA polymerase T7 promoter for
in vitro transcription

11 | T7_5'SPA0122_for

CTAATACGACTCACTATAGGGCGA
ATGGCTTCTTGAGCC

12 3'SPA0122_rev

AAAAAAAACCCCGAGCTTCGTATGG
GGAG

Amplification of ersA in fusion with
RNA polymerase T7 promoter for
in vitro transcription (Ferrara et al.,
2015)

13 16S_for TGTCGTCAGCTCGTGTCGTGA Amplification of 16S for real time-
14 | 16S_rev ATCCCCACCTTCCTCCGG T PCR analysis (Vitale et al., 2008)
15 gAnr_for GCCCAGGCCCTGGAAAC Amplification of anr for real time-
16 gAnr_rev ATCATCTGCTGGTCATCGCG PCR analysis (Tribelli et al., 2019)
17 gbnr_For AGCCAGCTGTTCCGTTTCTC Amplification of dnr for real time-
18 | gDnr_Rev GTGGCGTTCTTCAGGGAAAG PCR analysis (Jackson et al,

2013)

a [BIO]: Biotin. Lowercase: sites for restriction enzymes. Bold: T7 promoter sequence.
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