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Field-specific reporting
Please select the one below that is the best fit for your research. If you are not sure, read the appropriate sections before making your selection.
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Life sciences study design
All studies must disclose on these points even when the disclosure is negative.
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Replication

Randomization
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Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response.

Materials & experimental systems

n/a Involved in the study

Antibodies

Eukaryotic cell lines

Palaeontology and archaeology

Animals and other organisms

Human research participants

Clinical data

Dual use research of concern

Methods

n/a Involved in the study

ChIP-seq

Flow cytometry

MRI-based neuroimaging

Antibodies
Antibodies used

sequence (GRCh37/hg19) may be downloaded from http://genome.ucsc.edu. The 1000 Genomes Project Phase 3 high coverage sequencing data of 99 CEU
individuals used in the variant age analysis can be downloaded from The International Genome Sample Resource website at https://www.internationalgenome.org/
data-portal/data-collection/30x-grch38. Ancestry Public Family Trees are available at the Ancestry.com Public Member Trees online database, searchable at: https://
www.ancestry.com/search/collections/1030/. While AncestryDNA cannot make the genealogical and genotype data available to the academic community in light of
our commitment to customer privacy, we will do our best to accommodate requests regarding methods and summary statistics for the purpose of reproducibility,
subject to applicable data use policies. AncestryDNA is interested in pursuing research collaboration opportunities. Please contact Dr. Barry Starr
(bstarr@ancestry.com) for methods and summary statistics requests, and for guidelines on submitting a research proposal for consideration.

This is an observational cohort study of a single family. For the AncestryDNA study, sample size (n=140,722) was dictated by number of
available research-consented samples sharing genetic relatedness with the single family cohort samples, providing an abundance of samples
for statisticalyl significant analysis.

No data were excluded from this study.

Describe the measures taken to verify the reproducibility of the experimental findings. If all attempts at replication were successful, confirm this 
OR if there are any findings that were not replicated or cannot be reproduced, note this and describe why.

Describe how samples/organisms/participants were allocated into experimental groups. If allocation was not random, describe how covariates 
were controlled OR if this is not relevant to your study, explain why.

Describe whether the investigators were blinded to group allocation during data collection and/or analysis. If blinding was not possible, 
describe why OR explain why blinding was not relevant to your study.

Set 1:

Mouse anti-Tra-1-60 IgM (Thermofisher Scientific, MA1-023)

Goat anti-mouse IgM-AF647 (Thermofisher Scientific, A21238)

Mouse IgM isotype control (Thermofisher Scientific, 14-4752-82)

Rabbit anti-Nanog IgG (Thermofisher Scientific, PA1-097)

Goat anti-rabbit IgG-AF488 (Thermofisher Scientific, A11034)

Rabbit IgG isotype control (Thermofisher Scientific, 02-6102)

Set 2:

Mouse anti-OCT4 IgG1 (Thermofisher Scientific, MA1-104)

Goat anti-mouse IgG-AF488 (Thermofisher Scientific, A11001)




