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This study collected archived formalin-fixed paraffin-embedded (FFPE) tumor tissue specimens from the ADJUVANT/CTONG1104 trial. As a
retrospective biomarker analysis, only patients with sufficient and qualified tumor tissue samples were included in this study. For NGS testing,
we required a minimum of 5 FFPE sections or minimum DNA input of 250ng. Under this criteria, a total of 171 patients positive for EGFR by
NGS were included. For independent validation, we obtained 37 FFPE pretreatment samples at the Guangdong Provincial People’s Hospital
which we have access to. Of these, 29 patients were had enough samples for NGS testing and were therefore included in the final validation
cohort.

Samples tested negative for EGFR sensitive mutations were excluded to ensure a uniform cohort to analyze EGFR co-mutations.

No replication was applied to individual patient sample. Ten formalin fixed paraffin-embedded (FFPE) sections of each patient's surgical
sample was used for genomic DNA extraction.

No randomization was applied in this exploratory biomarker analysis. Patients were randomized to receive either adjuvant gefitinib or
adjuvant vinorelbine/cisplatin in the ADJUVANT trial. To demonstrate control of clinical covariates, multivariate analyses were performed with
the identified genomic biomarkers to show no affect on biomarkers' statistical significance.

Blinding was considered not appropriate for the design of this exploratory study.




