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SUPPLEMENTARY FIG 1 Heat maps of the differentially expressed Immunoglobulin genes.

130 immunoglobulin genes including variable and constant regions of heavy and light chains

and pseudogenes are shown in the heatmap. IgG, IgA, IgM, IgE and IgD are shown in dotted

boxes. Gradient of high to low gene expression based on z-score normalized counts is

indicated from red to blue color. Genes that were significantly differential were only

considered and clustered subjects using ward.D2 method. Right side of heatmap are gene

name with common name in parenthesis, log2 fold change (LFC), average normalized counts

of naïve B cells (N) and average normalized counts of plasmablast (PB).
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SUPPLEMENTARY FIG 2 Heat maps of the differentially expressed genes (DEGs) pertaining

to select biological processes. Heatmaps show genes related to (A) Proliferation, (B)

Metabolism, (C) Antibody synthesis, glycosylation and secretion, (D) Growth factors, (E)

Transcription factors (TFs) – top 50 upregulated and top 50 downregulated and (F) Interferon

stimulated genes (ISGs). Gradient of high to low gene expression based on z-score normalized

counts is indicated from red to blue color. Genes that were significantly differential are

shown. Right side of heatmaps are gene name with common name in parenthesis, log2 fold

change (LFC), average normalized counts of naïve B cells (N) and average normalized counts

of plasmablast (PB).


