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Supplementary Figure 1:

Full-length blots for Figure 1B
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Supplementary Figure 2

A constructed network of 46 miRNAs and 1440 mRNAs in TGF-2-stimulated cultures.




Supplementary Table S1: Genes associated with enriched GO and KEGG terms in

the TGF-B2-treated group compared to the control group.
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Supplementary Figure 3: Full-length blots for Figure 5B
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