4 1  MAR-PNVPKFGNWENDDNTPYTVYFEKARQTRGT-GKMMNPNDPE-——————— EN-———- 45
4 2 MAR-ANVPKFGNWGNEDNTPYTVVFENARKNRG--GKMINPNDPQ-——————— EN-———- 44
4 3 MAKHSQVPKFGEWESDEDVQYTTYFENAAKGKK--GSKMNPNDPQYLEAKVKGENGTDTV 58
AT MAR- SNVPKFGNWEAEENVPY@AYFDKARKTRAPGSKIMNPNDPE -------- YN-———— 46
**: . ***** * I ** *::* H . ***** *
4 1 e PDMFRNLAPPPEVAPQSKPKRQ -------- TEEPPI 73
. PDMF—————— PNVAPSSRPKTP-——————— PTEEPM 66
4 3 RQKPERIASRDDVELRKSTGSPMHPDTMG----- HKVPTYPSPQRHGAKYGGNKSESETM 113
AT SDSQSQAPPHPP———————— SSRTKP 64
* o
4 1  GRGGPARQTRDHRLSKEDGEFRQYANSPARKESVGRKGANEPSHQR----GRGSNSGRTG 129
4 2 G-METARQTNKRRVSKEDGDFR--ASSPARNEPT--—-—- THQRHGG----GRGSNSGRPS 114
4 3 KSTEILTPRHERRPSREEGYLRKPTDSPLRNENMGRRTPMESPHHRYGGLSGGATPKRAS 173
AT EQVDTVRRSREHMRSREESELKQFGDAGG -------- SSNEAANKR————————— QGRAS 107
* o * ] . *
4 1 RQSIGSEHSFDKSPLHPHYQAKVSNAGRGVASPAWEGKN ---------- NSYDSSHGTPG 179
4 2 RQSGGSDHSIAKSPLHPNSQAKIS--GRVAASPVWEGKNLYDSSHGTPGRSFESSHATPG 172
4 3  QQSVGPDRSIEHSPLHPHSHGRPGGKGGVVSSPSWERKASSE-———-—- GSHGLAPSTPG 226
AT QNNSYDN————KSPLHKNSYDGTG ------------------------------- KSRPK 132
: skkKkKx o *
4 1 RSKVK-———— QDKSDRGAAVPRFGEWDENDPQSADNYTHIFNKFREEKQGNPSGTPS——— 231
4 2 RHQMK---—- QESPDRGTVVPKFGGWDDNDPQDAENYTEVFNKVREQRHVDTGNMPAAGV 227
4 3  RSRLRPVAKGDDTPDDSPAVPKFGDWDENDPASAEGYTQIFNKVREEKQTGSAKVPSSST 286
AT PTNLR-——-ADESPEKVTVVPKFGDWDENNP@EADGY@ﬂIFNKVREERSSGANVSGSSRT 188
..... . ** ** **:*: .*: 'k* *** ** 3 .

4 1 RTSNNT- —QKHNSEEKQRKWCCCPW--- 254

4 2 RTSYST-QRQORNEKQKSCCFPLW-—-- 250

4 3 DTSYSNSQKRYGNDSGKGCLCFPWGRS 313

AT PTHQSS---RNPNNTS-SCCCFGFGGK 211
* . . e .

S7 Fig. Alignment of tomato RIN4s (4_1, 4_2, 4_3) and Arabidopsis RIN4 (AT).
Modifications in SIRIN4s were determined in vitro, modifications in AtRIN4 are from [1] (in
vitro and in planta). Residues acetylated by HopZ3 are bold and highlighted in yellow;
phosphorylation sites are underlined; known phosphorylation sites important for signaling
(S141, T166) in AtRIN4 [2] are highlighted blue; residues phosphorylated by RIPK in
AtRIN4 (T21, S160, T166) [3] are circled in red. * (asterisk) - fully conserved residues, :
(colon) - conservation between groups of strongly similar properties, . (period) -
conservation between groups of weakly similar properties.
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