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A: Differentially regulated gene expression analysis. 

 
 
 
 



 
 
B: Differential gene expression of protein coding genes with two major clusters. 
 
S. Figure 1. Differentially regulated gene expression analysis. 
 
 



 
S. Figure 2. Multidimensional scaling (MDS) plotting of Biological coefficient of variation (BCV) 
distances.  
 



 
 
S. Figure 3. Upregulated and down-regulated pathways. 
 
 

 
 
S. Figure 4. Annotated CVD genes. 
 



 
 
S. Figure 5. Gene enrichment analysis. 
  



 

 
 
 
S. Figure 6. Genes-diseases heatmap for the expression analysis of CVDs among all diseased and 
healthy control patients. 
 

 
 
S. Figure 7. Unsupervised gene expression analysis of HF protein-coding genes. 
 

 
 
S. Figure 8. Unsupervised gene expression analysis of HF protein-coding highly expressed genes. 
 
 
 



 
 
S. Figure 9. Unsupervised gene expression analysis of other CVD protein-coding genes. 
 

 
 
S. Figure 10. Unsupervised gene expression analysis of other CVD protein-coding highly expressed 
genes. 
 

 
S. Figure 11. Protein-coding genes related to HF in males. 
  



 
 
S. Figure 12. Highly expressed protein-coding genes related to HF in males. 
 

 
 
S. Figure 13. Protein-coding genes related to CVD in males. 
 

 
 
S. Figure 14. Highly expressed protein-coding genes related to CVD in males. 
 



 
 
S. Figure 15. Protein-coding genes related to HF in females. 
 

 
 
S. Figure 16. Highly expressed protein-coding genes related to HF in females. 
 



 
 
S. Figure 17. Protein-coding genes related to other CVD sin females. 
 

 
 
S. Figure 18. Highly expressed protein-coding genes related to other CVDs in females. 



 
 
S. Figure 19. Expressed protein-coding genes related to HF in White American. 
 

 
 
S. Figure 20. Highly expressed protein-coding genes related to HF in White American. 
 



 
S. Figure 21. Expressed protein-coding genes related to HF in Black or African American. 
 

 
S. Figure 22. Highly expressed protein-coding genes related to HF in Black or African American. 



 S. Figure 23. Expressed protein-coding genes related to HF in all other races. 
 

 
 
S. Figure 24. Highly expressed protein-coding genes related to HF in all other races. 
 
  



 
 
S. Figure 25. Expressed protein-coding genes related to other CVDs in White American. 
 

 
 
S. Figure 26. Highly expressed protein-coding genes related to other CVDs in White American. 
 



 
 S. Figure 27. Expressed protein-coding genes related to other CVDs in Black or African American. 
 

 
S. Figure 28. Highly expressed protein-coding genes related to other CVDs in Black or African 
American. 



 
S. Figure 29. Expressed protein-coding genes related to other CVDs in all other races. 
 

 
S. Figure 30. Highly expressed protein-coding genes related to other CVDs in all other races. 

 


