Figure S4. A multiple sequence alignment of the spike protein from pangolin-CoV_MP789 and

representative CoV strains from SARS-CoV-2 and CoVZC/Prc31 clusters showing the chimeric

nature of MP789 sequence. In this alignment, the polymorphic positions where the sequence of pangolin
CoV_MP789 is identical to that of CoVZC/PrC31 cluster of viruses are highlighted in yellow, whereas the
polymorphic positions where the sequence of pangolin-CoV_MP789 is similar to SARS-CoV-2r viruses are
highlighted in blue. Location containing Ssp1 restriction site is highlighted with red box and labelled.
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