* [ 1 | lactose and galactose degradation |

** **| palmitate biosynthesis Il (bacteria and plants)

* N10-formyl-tetrahydrofolate biosynthesis

* gluconeogenesis |
= * | cis—vaccenate biosynthesis
1 * | superpathway of L-serine and glycine biosynthesis |
* ADP-L-glycero—-beta-D-manno—-heptose biosynthesis

> tRNA processing

Al EE glucose and glucose—1-phosphate degradation
el superpathway of L-methionine biosynthesis (transsulfuration)
il I 5 I L—methionine biosynthesis |
i I T I superpathway of S—adenosyl-L-methionine biosynthesis

[cNoNoNoNoNoRONONONONONONONONC)
333333333333 3349
CcCcccccccccccccc
Al A A A a0 200N D
W_2NWOOaNNRRONNN OO
o a0 N - o

Spearman correlation coefficient
O 1]
S S ° Q 2

)
ES N >

Figure S2| Spearman correlations between key OTUs associated with moderate alcohol consumption and pathways.
The pathways predicted by PICRUSt2 were significantly different between moderate drinkers with CAD and non-drinkers with CAD.

The OTUs are highlighted in red (enriched in MD-CAD) or blue (depleted in MD-CAD). The pathways are highlighted in red (upregulated
in MD-CAD) or blue (downregulated in MD-CAD). *P < 0.05, **P < 0.01.



