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Figure S2| Spearman correlations between key OTUs associated with moderate alcohol consumption and pathways.
The pathways predicted by PICRUSt2 were significantly different between moderate drinkers with CAD and non-drinkers with CAD. 
The OTUs are highlighted in red (enriched in MD-CAD) or blue (depleted in MD-CAD). The pathways are highlighted in red (upregulated 
in MD-CAD) or blue (downregulated in MD-CAD). *P < 0.05, **P < 0.01.
  


