Supplementary Tables and Figures

Table S1. Demographics and sequencing characteristics of the rotavirus vaccine

breakthrough samples (n=102). Median age in months, mean number of raw reads,

mean number of QC (quality controlled) reads, total number of raw reads and total
number of QC reads are shown at the bottom. The samples marked with asterisks
were not part of the RT-gPCR analyses. IQR: interquartile range.

Year of e s Time.betwee.n I“."St lllumina .

Sample sample Sex sample Rotarix vaccination Sequencin Raw reads OC reads Rotavirus

ID coIIecF:ion collection and sample ?atform 9 genotype

(month) collection (month) P

F00325 2007-2008 F 15 12 NextSeq 5,453,778 4,406,536 G2P[4]
FO0371* 2007-2008 F 19 16 NextSeq 4,386,252 3,418,164 G1P[8]
F00372* | 2007-2008 M 20 15 NextSeq 3,497,962 2,778,664 G9P[8]
F00374* | 2007-2008 M 20 15 NovaSeq 7,839,812 6,335,850 G9P[8]
F00396 2007-2008 M 16 13 NextSeq 6,113,596 5,355,736 G2P[4]
F00440 2007-2008 F 12 8 NextSeq 6,464,652 4,286,022 G2P[4]
F00442 2007-2008 M 12 7 NextSeq 6,118,504 4,627,708 G2P[4]
F00450* | 2007-2008 F 20 15 NextSeq 4,864,644 4,049,438 G2P[4]
F00455 2007-2008 M 17 13 NextSeq 3,969,616 3,428,762 G2P[4]
F00495 2007-2008 M 10 5 NextSeq 6,128,198 5,217,640 G2P[4]
F01005 2008-2009 M 14 11 NextSeq 4,791,888 3,640,842 G2P[4]
F01097 2008-2009 F 11 8 NextSeq 7,554,272 5,545,898 G2P[4]
F01219 2008-2009 M 12 10 NextSeq 6,335,984 4,038,934 G9P[8]
F01223* 2008-2009 M 6 2 NextSeq 5,372,482 4,477,742 G9P[8]
F01260 2008-2009 F 24 21 NovaSeq 7,200,048 5,784,752 G3P[8]
F01269 2008-2009 F 21 17 NextSeq 6,119,802 5,235,520 G2P[4]
F01387* | 2008-2009 uUnk. 8 5 NovaSeq 11,694,442 10,047,412 G2P[6]
F01443 | 2008-2009 F 11 8 NextSeq 5,140,790 | 4,184,690 Glc'jz[f,][f]”d
F01450 2008-2009 M 21 17 NextSeq 5,819,420 4,647,978 G2P[4]
F01552* | 2008-2009 M 33 27 NextSeq 5,061,388 4,540,214 G2P[4]
F02114 2009-2010 M 20 17 NextSeq 7,047,886 5,400,544 G2P[4]
F02133 2009-2010 F 28 25 NextSeq 9,058,684 6,708,042 G2P[4]
F02146 2009-2010 M 14 10 NextSeq 6,050,646 5,212,260 G2P[4]
F02269* 2009-2010 F 21 18 NextSeq 4,627,172 3,914,954 G1P[8]
F02272 2009-2010 M 20 16 NextSeq 4,756,342 3,748,464 Glé‘Dz[lSD][Zl]nd
F02290 2009-2010 F 33 29 NextSeq 6,839,296 5,487,460 G1P[8]
F02335 2009-2010 M 24 21 NextSeq 3,331,466 2,854,282 G1P[8]
F02402 2009-2010 F 7 4 NovaSeq 11,067,480 9,607,244 G2P[4]
F02576 2009-2010 M 50 44 NextSeq 6,705,882 2,765,556 G4P[8]
F02577 2009-2010 M 21 16 NovaSeq 22,180,398 18,674,986 G3P[6]
FO3011* 2010-2011 F 10 6 NextSeq 5,080,516 4,382,778 G6P[14]
F03061 2010-2011 M 6 2 NextSeq 6,677,286 5,734,160 G2P[4]
F03069 2010-2011 M 9 4 NextSeq 6,312,878 1,187,446 G9P[8]
F03127 2010-2011 M 16 13 NextSeq 6,591,098 5,522,696 G3P[4]




F03146 | 2010-2011 F 8 5 NextSeq 5,179,074 | 4,101,312 G4P[8]
FO3159 | 2010-2011 F 6 2 NextSeq 5,613,578 | 2,050,852 G2P[4]
FO3160 | 2010-2011 F 14 10 NextSeq 4,325,616 | 3,405,244 G1P[8]
FO3165 | 2010-2011 M 13 8 NextSeq 4,921,070 | 4,132,782 G2P[4]
FO3173 | 2010-2011 M 11 8 NextSeq 6,084,476 | 5,103,188 GYP[8]
F03214 | 2010-2011 M 14 11 NovaSeq | 15,014,930 | 13,325,050 Glc'sz[i][j‘]”d
F03268 | 2010-2011 F 16 11 NextSeq 6,134,956 | 4,941,444 G2P[4]
F03297 | 2010-2011 F 59 55 NextSeq 5,729,534 | 5,042,012 G2P[4]
F03394 | 2010-2011 F 35 32 NextSeq | 14,066,080 | 11,724,442 G3P[8]
F04024 | 2011-2012 M 7 4 NextSeq 6,816,900 | 5,754,890 G2P[4]
F04047 | 2011-2012 M 21 18 NextSeq 5,306,444 | 4,404,828 G2P[4]
F04056 | 2011-2012 F 34 31 NextSeq 7,179,600 | 5,516,678 G12P[8]
F04071 | 2011-2012 M 28 25 NextSeq 4,663,996 | 3,569,374 G1P[8]
F04099 | 2011-2012 M 9 5 NextSeq 6,644,622 | 5,281,288 GOP[8]
F04114 | 2011-2012 M 20 17 NovaSeq | 22,482,210 | 19,971,762 G2P[4]
F04120 | 2011-2012 F 11 5 NextSeq 5,387,180 | 4,466,628 GOP[8]
F04189 | 2011-2012 M 21 16 NovaSeq 9,725,706 | 8,275,838 GOP[8]
F04226 | 2011-2012 F 13 8 NextSeq 4,152,008 | 3,290,596 G1P[8]
F04268 | 2011-2012 M 9 5 NextSeq 6,969,198 | 5,726,536 G3P[8]
F05025 | 2012-2013 M 11 7 NextSeq | 10,218,992 | 8,562,184 GOP[8]
FO5040 | 2012-2013 F 17 13 NextSeq 7,690,002 | 5,436,352 G4P[8]
FO5073 | 2012-2013 F 5 2 NextSeq | 13,942,494 | 11,052,346 anGdléFz’E[] 4
FO5189 | 2012-2013 M 38 36 NextSeq 6,809,540 | 5,499,944 G2P[4]
F05209 | 2012-2013 F 15 12 NextSeq 6,695,072 | 1,994,958 G3P[8]
FO5244 | 2012-2013 M 21 17 NextSeq 5,841,152 | 4,651,722 G3P[8]
F05339 | 2012-2013 F 27 24 NextSeq 3,816,188 | 2,889,080 G2P[4]
F05363 | 2012-2013 M 26 22 NextSeq 7,743,858 | 6,234,022 G3P[8]
F05466 | 2012-2013 M 33 26 NextSeq 6,864,914 | 5,804,456 G2P[4]
FO5504 | 2012-2013 M 11 6 NextSeq 4,564,188 | 3,549,558 G1P[8]
FO5527 | 2012-2013 F 11 8 NovaSeq | 14,360,232 | 12,150,506 G2P[4]
FO6011 | 2013-2014 M 52 49 NextSeq 5,716,808 | 4,761,210 G2P[4]
F06040 | 2013-2014 M 20 15 NextSeq 6,174,892 | 5,242,310 G1P[8]
F06047 | 2013-2014 M 14 11 NextSeq 3,930,536 | 2,916,644 G3P[8]
FO6083 | 2013-2014 F 57 54 NextSeq 6,916,620 | 4,956,514 G2P[4]
FO6088 | 2013-2014 M 8 16 NovaSeq | 22,844,448 | 19,708,014 G1P[8]
F06107 | 2013-2014 F 21 18 NextSeq 2,004,490 | 1,451,602 GOP[8]
FO6118 | 2013-2014 M 7 4 NextSeq 5,449,422 | 4,511,916 G2P[4]
FO6184* | 2013-2014 F 84 81 NextSeq 1,096,802 863,210 G12P[8]
FO7027 | 2014-2015 M 19 16 NextSeq 8,856,718 | 6,897,804 G4P[8]
FO7049 | 2014-2015 F 7 4 NextSeq 7,556,064 | 5,620,180 G3P[8]
FO7067 | 2014-2015 | Unk. 11 8 NovaSeq 7417542 | 6,367,122 G12P[8]
FO7135 | 2014-2015 11 8 NextSeq 6,640,530 | 5,445,126 G3P[8]
FO7168 | 2014-2015 25 22 NextSeq 6,726,600 | 5445596 G3P[8]
FO7215 | 2014-2015 24 20 NextSeq 7,969,816 | 6,258,304 G3P[8]




F07246 2014-2015 M 23 20 NextSeq 6,949,114 5,640,688 G4P[8]
FO07264 2014-2015 F 24 20 NextSeq 8,348,984 6,288,934 G12P[8]
F07312 2014-2015 M 15 12 NextSeq 4,228,800 2,829,952 G2P[4]
F09155 2016-2017 F 22 19 NextSeq 6,840,762 5,851,048 G9IP[8]
F09179 2016-2017 F 18 14 NextSeq 7,849,094 6,342,900 G2P[4]
F09181 2016-2017 F 23 18 NextSeq 8,196,978 7,327,100 G2P[4]
F09229 2016-2017 F 26 23 NextSeq 7,656,414 6,095,436 G2P[4]
F09256 2016-2017 F 12 8 NextSeq 7,595,214 6,277,476 G2P[4]
F09263 2016-2017 M 91 88 NextSeq 5,831,356 4,518,436 G2P[4]
F09271 2016-2017 M 34 31 NextSeq 5,229,632 4,193,560 G9IP[8]
F09274 2016-2017 M 24 21 NextSeq 6,071,442 4,745,648 GIP[8]
F09317 2016-2017 M 52 48 NextSeq 7,968,776 6,084,018 G1P[6]
F09648 2016-2017 M 17 14 NextSeq 6,046,962 4,949,710 G1P[8]
F09649 2016-2017 M 50 47 NextSeq 8,391,372 6,621,524 G9IP[8]
F09825 2016-2017 M 55 51 NextSeq 5,481,294 4,591,514 G3P[8]
F10090 2017-2018 F 56 53 NextSeq 12,728,862 | 10,796,262 G9P[8]
F10119 2017-2018 M 15 11 NextSeq 11,077,134 9,557,330 G2P[4]
F10168 2017-2018 F 46 42 NextSeq 8,113,250 6,504,822 G3P[8]
F10178 2017-2018 M 9 6 NextSeq 6,628,430 5,508,922 G3P[8]
F10181 2017-2018 F 27 24 NextSeq 6,507,094 4,721,984 G1P[8]
F10188 2017-2018 M 39 36 NextSeq 7,907,220 6,323,214 G4P[8]
F10257 2017-2018 F 26 23 NextSeq 5,812,968 1,264,090 G3P[8]
F10258 2017-2018 M 40 37 NextSeq 6,798,616 5,042,866 G3P[8]
F10324 2017-2018 M 48 45 NextSeq 8,274,204 6,110,782 G3P[8]
M(Ie((?i:?a;n Mean
20 (11-26) 7,225,820 | 5,723,461

Total

737,033,630 | 583,793,014




Table S2. Cq values of identified enteropathogens and internal controls by RT-qPCR assay per sample (n=92). The Cq values of the
enteropathogens are color-coded according to their clinical interpretation; strong positive to weak positive transitions from dark green to light
green (see below, Table S6). The given scores per pathogen are shown in brackets. IC: Internal control, PDV: Phocine distemper virus, IQR:
interquartile range

C. © Blasto- D G 18S PDV

EIETSILE jejuni | difficile | EAEC | EPEC | STEC | o qtis spp. | fragilis | lamblia | rRNAIC | IC

Rotavirus | Adenovirus Astrovirus Parechovirus | Norovirus | Sapovirus

F00325 [EERINE) 30.11 (1) 15.35 28.87

F00396 20.72 (3) 31.73 (1) - 22.09 31.65

F00440 IRRASNE) Sl 2492 | 3057

1)
F00442

F00455 2288 | 27.96
F00495 [EER:INE) 32.19 (1) 19.69 | 29.50
F01005 17.74 | 30.05
F01097 EPEERE) 19.81 | 31.22
F01219 IR:RE) 35.39 (1) 18.84 | 28.81

F01260 [EENNE) 32.22 (1) 2491 | 30.76

F01269 [PANENE) 27.20 30.78

F01443 EEERHE) 25.37 28.14

F01450 [EVIYNE) 20.91 28.47

Sl 1695 (3) 2630 | 3284
F02133 36.07 (1) -l 2214 | 30.74
F02146 [ERERERE) 3?33 1864 | 2822
F02272 [RERERE) 33.83 (1) 1?;)‘5 2041 | 27.84
F02290 BEEIAE) 2058 | 3127
=UREE 16.54 (3) 1850 | 29.36
F02402 2094 | 29.46

17.60
(©)

20.58
(©)

F02576 [PLRNAE) 26.62 30.63

F02577 31.60 (1) 19.73 | 30.66




REVI 18.98 (3) 20.98 | 29.89
F03069 ] 2105 | 3111
F03127 34.24 (1) 1823 | 26.34

F03146 ARGt E)) 26.98 26.53

F03159 [IEENENE)

18.98 29.10

34.08

F03160 [EEERLNE)) 21.91 (3) )

20.73 30.78

21.95 (3) 2410 | 29.53

ol 20923 IEEGEGEGE

F03173 [EEERERE)

16.80 30.05

F03214

22.11 28.60

F03268 [EEcRiZYE)) 23.95 28.60

F03297 [EEYACEEE)) 23.42 31.13

F03394

23.49 22.57

F04024 [MELNLNE) 35.54 (1) ) 2

26.50 28.41

F04047 [EEERREE)) 34.55 (1) 22.68 29.19

33.34 (1) 21.93 31.26

F04056 34.38 (1) -l 3?:'57 18.50 30.20

F04071 24.17 30.77

F04099 EIKERE)) 34.96 (1) - 2470 | 29.54

F04114 33.80 (1) 1((3;;8 2039 | 31.08
F04120 RS 2128 | 2891
F04189 32.39 (1) 3?5’2 2395 | 29.79
F04226 2760 | 30.46
Yl 19.15 (3) 2388 | 28.23
Fos025 ERIRPRON  33.64 (1) 27.40 | 29.20
F05040 2670 | 3111
F05073 36.30 (1) 1997 | 2041
F05189 33.90 (1) 31.94 (1) 2290 | 29.66
F05200 WO  34.49 (1) 3%5’1 2397 | 2655
FO5244 34.96 (1) | 2353(2) | 36.13 (1) 2334 | 30.20
F05399 2419 | 3315
el 19.22 (3) - 2330 | 29.84




F05466 36.03 (1) 2350 | 30.87
F05504 [EPSRIAE) 2420 | 30.48
Fos527 EERON 3110 (1) 2495 | 28.76
F06011 33.46 (1) 2450 | 31.83
Fo6040 ERAAON 3132 (1) 2527 | 30.38
F06047 36.56 (1) 7.92 (3) 1883 | 29.08
F06083 3%55 2584 | 3153
EYEN 18.17 (3) 1942 | 2653
F06107 3%34 2512 | 2827
VAN 2115 (3) 36.42 (1) 2229 | 26.60
F07027 QREION 3603 (1) 1633 | 29.41
F07049 35.94 (1) 2452 | 28.00
F07067 32.54 (1) 1811 | 29.44
R 2117 3) 35.56 (1) 2617 | 28.29
F07168 2615 | 29.71
PN 2148 (3) 2161 | 2831
For246 QEXCTON  32.36 (1) 35.63 (1) 2155 | 2451
F07264 33.76 (1) 33.23 (1) 2565 | 3031
F07312 2077 | 28.40
F09155 34.99 (1) 2558 | 31.05
F09179 2226 | 2853
STl 2081 (3) 32.91 (1) 3%53 2505 | 30.76
F09229 2826 | 34.81
F09256 2527 | 2924
F09263 2268 | 2958
SYrel 20.17 (3) | 26.06(2) | 2450 | 29.79
F09274 2347 | 28.79
F09317 26.14 | 29.34
EYIE N 17.41(3) 33.77 (1) 2304 | 29.02




F09649 2218 | 3119
F09825 2785 | 29.64
F10000 REEFON  32.90 (1) 3‘(‘35 2517 | 3001
STl 1565 (3) -I 17.62 | 2852
BEl 1755 (3) 30.99 (1) 31.96 (1) 2427 | 2567
F10178 BRCION  34.38 (1) 35.37 (1) 2351 | 29.31
BN 17.03(3) 2136 | 29.10
F10188 3‘(151 1927 | 2968
F10257 IRENON 2098 () 2592 | 30.70
F10258 ERTYRE) 2711 | 30.76
F10324 3%6 24.46 | 3142
Median (IQR)
23 (21- ég_
25)

31)




Table S3. Demographics of the patients harbouring the corresponding pathogens according to RT-qgPCR data

Blastocystis

D

C.

G

Characteristics Rotavirus  Adenovirus  Picornavirus EAEC  Astrovirus EPEC spp. Norovirus dif]‘ci:éile fragilis Sapovirus iejuni IamBIia STEC
Total (%) 92 (100) 29 (32) 20 (22) (ﬁ) 9 (10) 9 (10) 9 (10) 8 (9) 8 (9) 8 (9) 7 (8) 4 (4) 4 (4) 1(1)
Sex

Female (%) 36 (39) 10 (34) 10 (50) 1(8) 3(33) 4 (44) 4 (44) 3(38) 3(38) 4 (50) 3 (43) 1(25)  3(75) 1
Male (%) 55 (60) 18 (62) 10 (50) éé) 5 (56) 5 (56) 5 (56) 4 (50) 5 (62) 4 (50) 4 (57) 3 (75) 1(25)

Unspecified (%) 1(1) 1(3) 1(8) 1(12)

Age (m, median (SD)) | 20 (15) 16 (11) 20 (7) (fg) 13 (13) é% 23 (26) 24 (15) 9(4)  31(16) 179  13(8) 31(14) 56




Table S4. Enteropathogen prevalence. Panel A shows the prevalence of
enteropathogens by both RT-gPCR and NGS data. Panel B shows the prevalence of

multiple co-infections according to RT-gPCR data. Rotavirus is not shown as it was

present in all samples.

B. Co-infections

Prevalence

Blastocystis spp.
Parechovirus
Norovirus
C. difficile
D. fragilis
Sapovirus
C. jejuni
G. lamblia
STEC
Aichivirus
Cardiovirus

Rhinovirus

10%
9%
9%
9%
9%
8%
4%
4%
1%

A. Enteropathogen R(Tn-gngR (n’icl;c?z)
Rotavirus 100% 83%
Adenovirus 32% 5%
Enterovirus 15% 5%
EAEC 14%
Astrovirus 10% 7%
EPEC 10%

2%

1%

1%
1%
1%

AdV + EAEC
NoV + EV
AdV + EPEC
AdV + EV + PeV
AdV + PeV
EV + EAEC
PeV + EAEC
HAstV + NoV
AdV + C.jejuni
AdV + C. difficile
AdV + STEC
AdV + Blastocystis
NoV + C .difficile
SaV + D. fragilis
EV + C.difficile
PeV + C.jejuni
EV + EPEC
EAEC + EPEC
EPEC + Blastocystis
EPEC + D. fragilis
AdV + NoV + EV
AdV + SaV + C.difficile
AdV + NoV + EPEC
AdV + EV + Blastocystis
AdV + C.difficile + EAEC
AdV + C. jejuni + EAEC
HAstV + C. difficile + Blastocystis
HAstV + Blastocystis + G. lamblia
EV + EAEC + G. lamblia
EV + EPEC + D. fragilis
AdV + HAstV + NoV + EAEC
AdV + SaV + EV + C.difficile
HAstV + Blastocystis + C.difficile + EAEC

4%
2%
2%
2%
1%
1%
1%
1%
1%
1%
1%
1%
1%
1%
1%
1%
1%
1%
1%
1%
1%
1%
1%
1%
1%
1%
1%
1%
1%
1%
1%
1%
1%




Table S5. Discrepancies between NGS and RT-gPCR detection methods. The first
category shows samples (and the corresponding Cq value) in which a viral pathogen
was only detected using RT-gPCR. The Cq values are color-coded according to the
clinical interpretation; strong positive to weak positive transitions from dark green to
light green (see below, Table S6). The 2"? and 3" categories indicate samples (and
their raw read counts) in which only NGS analyses detected a viral pathogen.
‘Exptected’ indicates that the pathogen(s) was not included in the RT-qPCR panel,
and ‘not expected’ indicates that this pathogen would be expected to be also picked
up by the RT-gPCR assay.

Other

. . Rotavirus
Picornavirus

Categories | Sample | Adenovirus | Astrovirus | Enterovirus | Parechovirus | Norovirus | Sapovirus

ovizs EECE 0110

31.73,

F00396 36.26

F00495 32.19

F01219 35.39 (Gl)

F01260 32.22

F01269

F01450

F02133 36.07

F02146

F02272 33.83

28.70,

F02402 34.45

F03127 34.24

F03146

F03165

F032
only 03268

gPCR F04024 35.54

detection

counts <
100 F04056 34.38

excluded) | F04099 34.96

F04114 33.8

F04189 33.09

F05025 33.64

31.94
F05189 33.9 Gll)

F05209 34.49

F05244 34.96

F06011 33.46

F06040 31.32

F06047 36.5

36.42

F06118 (Gll)

FO07027 36.03

FO7067 32.54

F07135 31.8 35.56

F07168




FO7215
F07246
FO7264
FO7312
F09155
F09179
F09181
F09271
F09648
F10090
F10119
F10168
F10178

F10257

32.36

33.76

33.23
(Gll)

34.99

32.91

33.77

32.9

31.96 (GI)

34.38

35.37
(GlN)

30.98

Only NGS
detection
(expected)

F01005

F05504

F02114

F02402

F02577

2115676
(AiV1)

44978
(SAFV3)

31073
(VA2)

944964
(MLB1)

322
(MLB1)

Only NGS
detection
(not
expected)

F01097

8493
(HAstV1)




Table S6. Relationship between the Cq values and the clinical interpretation for the
viruses (a, d), bacteria (b, d) and parasites (c) detected by RT-gPCR

a. Cqg value inte(?grr]tla(t::tlion Score b. Cq value intecr:lp;p:t:;ltlion Score
<=22 Strong positive 3 <=24 Strong positive 3
> 22 and <= 30 Positive 2 > 24 and <= 32 Positive 2
>30and <40 Weak positive 1 > 32 and < 40 Weak positive 1
>= 40 Not detectable >= 40 Not detectable
c. Cqg value* intecr:g?:;:tlion Score d. Cq valuet intecr:lp;pé?:tlion Score
<202 Strong positive 3 <40 Positive 2
> 202 and <= 30P Positive 2 >=40 Not detectable
> 30° and < 40 Weak positive 1
>= 40 Not detectable

*For G. lamblia, 225 and P35
TFor Parechovirus and C. difficile
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RVA/Human-wt/BEL/F02272/2010/G1P[8]

o7 RVA/Human-wt/BEL/F03160/2011/G1P[8

RVA/Human-wt/ESP/SS454877/2011/G1P[8]

91 || RVA/Human-wt/BEL/F01443/2009/G1P[g]

100 | RVA/Human-wt/BEL/F02290/2010/G1P[8]

99 RVA/Human-wt/BEL/F07135/2015/G3P[8)

88 RVA/Human-wt/BEL/F07049/2015/G3P[8]

RVA/Human-wt/BEL/F03394/2011/G3P[g]

RVA/Human-wt/BEL/F04189/2012/G9P[8]

RVA/Human-wt/BEL/F01223/2009/G9P[8]

RVA/Human-wt/BEL/F01219/2009/G9P[8

RVA/Human-wt/BEL/F03146/2011/G4P[8

RVA/Human-wt/ZWE/MRC-DPRU1850/2011/G4P[8]

RVA/Human-wt/BEL/F10090/2018/G9P|

RVA/Human-wt/BEL/F02576/2010/G4P[8]

RVA/Human-wt/BEL/F05025/2013/G9P[8)
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RVA/Human-wt/BEL/F10181/2018/G1P
— RVA/Vaccine/lUSA/RotaTeq-WI79-4/19
95- RVA/Vaccine/USA/Rotarix-A41CB052A,
RVA/Human-tc/USA/Wa/1974/G1P[8]
RVA/Human-wt/MWI/OP354/1998/G
RVA/Human-wt/BEL/F05073/2013/G 2P|
RVA/Human-wt/BEL/F06011/2014/G 2P|
RVA/Human-wt/BEL/F05189/2013/G 2P|
71{ RVA/Human-wt/BEL/F01005/2009/G 2P
RVA/Human-wt/BEL/F01552/2009/G 2P|
59| RVA/Human-wt/BEL/F05527/2013/G 2P
RVA/Human-wt/HUN/ERN5644/2012/G 2P[4]

791 RVA/Human-wt/BEL/F09181/2017/G 2P[4]
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90| RVA/Human-wt/BEL/F00442/2008/G 2P[4] P[4]
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RVA/Human-wt/BEL/F03165/2011/G 2P[4]
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95| RVA/Human-wt/ITA/PA133/2011/G2P[4]
100 21| RVA/Human-wt/BEL/F04114/2012/G 2P[4]
RVA/Human-wt/BEL/F03214/2011/G 2P[4]
o8 RVA/Human-wt/BEL/F02146/2010/G 2P[4]
99 RVA/Human-wt/BEL/F02114/2010/G 2P[4]
89) RVA/Human-wt/BEL/F03268/2011/G 2P[4]
100 RVA/Human-wt/BEL/F03061/2011/G 2P[4]
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L RVA/Human-tc/USA/DS-1/1976/G2P[4]
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E RVA/Human-wt/BEL/BE1322/2009/G3P[6]
RVA/Human-wt/BEL/F01387/2009/G2P[6]
a9 RVA/Human-wt/BEL/F03011/2011/G6-G8 P[14]
100 RVA/Sheep-tc/ESP/OVR762/2002/G8 P[14] P[14]
RVA/Human-wt/ITA/111-05-27/2005/G6 P[14]
RVA/Human-wt/ITA/PR1973/2009/G8 P[14]
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Figure S1. The maximum likelihood tree of the VP4 gene of the detected rotavirus
sequences with reference rotavirus genomes. The reference genomes are marked in
bold. The genotypes and lineages are shown next to the branches. Only the
bootstrap values above 70% are shown. The branch lengths are drawn to scale and
represent the nucleotide substitutions per site.



81) RVA/Human-wt/BEL/F00325/2008/G2P[4]
RVA/Human-wt/BEL/F01443/2009/G2P[4]
RVA/Human-wt/BEL/F00440/2008/G2P[4]
RVA/Human-wt/BEL/F00442/2008/G2P[4]
RVA/Human-wt/BEL/F00455/2008/G2P[4]
o| RVA/Human-wt/BEL/F00396/2008/G2P[4]
RVA/Human-wt/BEL/F00450/2008/G2P[4]
99] RVA/Human-wt/BEL/F00495/2008/G2P[4]
RVA/Human-wt/BEL/F01097/2009/G2P[4]
97] L RVA/Human-wt/ZAF/3203WC/2009/G 2P[4]

% RVA/Human-wt/BEL/F03159/2011/G2P[4]

o8 RVA/Human-wt/BEL/F04047/2012/G2P[4]

RVA/Human-wt/BEL/F05466/2013/G2P[4]
RVA/Human-wt/BEL/F10257/2018/G3P[8]
RVA/Human-wt/BEL/F10324/2018/G3P[8]

RVA/Human-wt/BEL/F09825/2017/G3P[8]

RVA/Human-wt/THA/MS2014-0134/2014/G 3P[8]

100 RVA/Human-wt/BEL/F06040/2014/G1P[8]

RVA/Human-wt/BEL/F10178/2018/G3P[8]

L} RVA/Human-wt/BEL/F10168/2018/G3P[8]
RVA/Human-wt/BEL/F10258/2018/G3P[g]

0 RVA/Human-wt/BEL/F05073/2013/G2P[4]

. RVA/Human-wt/BEL/F06011/2014/G2P[4]

RVA/Human-wt/BEL/F05527/2013/G2P[4]

RVA/Human-wt/BEL/F05189/2013/G2P[4]

|, RVA/Human-wt/HUN/ERN5644/2012/G2P[4]
F8RVA/Human-wt/BEL/F09256/2017/G2P[4] R2

RVA/Human-wt/BEL/F10119/2018/G2P[4]
RVA/Human-wt/BEL/F09181/2017/G2P[4]
RVA/Human-wt/BEL/F01552/2009/G2P[4]
RVA/Human-wt/BEL/F01005/2009/G2P[4]

100 RVA/Human-wt/CMR/MRC-DPRU3016/XXXX/G2P[ 6]

29 RVA/Human-wt/BEL/F01387/2009/G2P[6]

RVA/Human-wt/BEL/F02577/2010/G3P[6]

RVA/Human-wt/ITA/PA133/2011/G2P[4]

RVA/Human-wt/BEL/F04114/2012/G2P[4]

RVA/Human-wt/BEL/F02114/2010/G2P[4]

RVA/Human-wt/BEL/F02146/2010/G2P[4]
RVA/Human-wt/BEL/F06118/2014/G2P[4]

RVA/Human-wt/BEL/F03214/2011/G2P[4]

RVA/Human-wt/BEL/F04024/2012/G2P[4]

RVA/Human-wt/BEL/F03268/2011/G2P[4]
RVA/Human-wt/BEL/F03061/2011/G2P[4]

°® RVA/Human-wt/BEL/F07312/2015/G2P[4]
RVA/Human-wt/RUS/557/2017/G 2P[4]

RVA/Human-wt/BEL/F03165/2011/G2P[4]

RVA/Human-wt/BEL/F03297/2011/G2P[4]

RVA/Human-wt/BEL/F02272/2010/G2P[4]

RVA/Human-wt/BEL/F01269/2009/G2P[4]

RVA/Human-wt/ITA/PA83/2007/G 2P[4]

RVA/Human-wt/BEL/F02402/2010/G2P[4]
RVA/Human-tc/USA/DS-1/1976/G 2P[4]

RVA/Roe_deer-wt/SLO/D110-15/2015/G6P[1 5]

RVA/Human-wt/BEL/F03011/2011/G6-G8P[14]

RVA/Human-tc/IND/69M/1980/G8P4[10]

RVA/Human-wt/BEL/F01450/2009/G2P[4]

RVA/H ITAIPR197 14

RVA/Human-wt/BEL/BE1/2000/G 2P[4]

RVA/Vacci RotaTeq-WI79-4/1992/G6P1A[8]
RVA/Human-wt/BEL/F05244/2013/G3P[8]
RVA/Human-wt/BEL/F05363/2013/G3P(8]

100] RVA/Human-wt/BEL/F05209/2013/G3P[8]

RVA/Human-wt/BEL/F06047/2014/G3P[8]

99ll RVA/Human-wt/BEL/F07168/2015/G3P[8]

100/l RVA/Human-wt/CHN/E2461/2011/G 3P[8]

ssfl RVA/Human-wt/BEL/F04268/2012/G3P[8]

RVA/Human-wt/BEL/F01260/2009/G3P[g]

— RVA/Human-wt/BEL/F10181/2018/G1P[8]

86— RVA/Human-wt/BEL/F05073/2013/G 12P[8]

29! RVA/Human-wt/BEL/F04056/2012/G 12P[8]
RVA/Human-wt/USA/CNMC17/2011/G12P[8]
RVA/Human-wt/BEL/F06088/2014/G1P[8]
RVA/Human-wt/BEL/F07215/2015/G1P[8]
RVA/Human-wt/BEL/BE00039/2008/G 1P[8]

E RVA/Human-wt/BEL/F00371/2008/G1P[8]
RVA/Human-wt/BEL/F04071/2012/G1P[8]

RVA/Human-wt/BEL/F10090/2018/G9P[8]

 RVA/Human-wi/BEL/F09271/2017/G9P8]

84|’  RVA/Human-wt/BEL/F09155/2017/GOP[8]
RVA/Human-wt/BEL/F09274/2017/G9P[8]

© RVA/Human-wt/BEL/F04120/2012/G9P8]

RVA/Human-wt/BEL/F04099/2012/G9P[8]

RVA/Human-wt/UGA/MRC-DPRU1944/2008/G 9P[8]

RVA/Human-wt/BEL/F00372/2008/G9P[8]

RVA/Human-wt/BEL/F00374/2008/G9P[8]

RVA/Human-wt/USA/SSCRTV_00014/2013/G 12P[8]

RVA/Human-wt/BEL/F07264/2015/G 12P[8] R1

RVA/Human-wt/BEL/F03173/2011/G9P[8]

RVA/Human-wt/BEL/F09648/2017/G1P[8]

RVA/Vaccine/USA/Rotarix-A41CB052A/1988/G1P1A[ 8]

RVA/Human-tc/USA/Wa/1974/G 1P[8]

RVA/Human-wt/BEL/F05504/2013/G 1P[g]

RVA/Human-wt/BEL/F07246/2015/G9P[8]

86| | RVA/Human-wt/BEL/F03146/2011/G4P[8]

29[l RVA/Human-wt/ZWE/MRC-DPRU1850/2011/G 4P[8]

" RVA/Human-wt/BEL/F10188/2018/G4P[8]
RVA/Human-wt/BEL/F02576/2010/G4P[8]

RVA/Human-wt/BEL/F05025/2013/G9P[8]
RVA/Human-wt/BEL/F02272/2010/G1P[8]
RVA/Human-wt/BEL/F02335/2010/G 1P[8]
RVA/Human-wt/BEL/F03160/2011/G1P[8]
RVA/Human-wt/BEL/F02290/2010/G1P[8]
RVA/Human-wt/BEL/F02269/2009/G1P[8]
RVA/Human-wt/BEL/F03069/2011/G9P[8]

7 RVA/Human-wt/BEL/F01443/2009/G1P[8]
RVA/Human-wt/ESP/SS454877/2011/G1P[8]
RVA/Human-wt/BEL/F07067/2015/G 12P[8]

RVA/Human-wt/BEL/F07135/2015/G3P[8]

%4 RVA/Human-wt/BEL/F07049/2015/G3P[8]

RVA/Human-wt/BEL/F03394/2011/G3P[g]

100 [ RVA/Human-wt/BEL/F01219/2009/G9P[8]

o8

9 RVA/Human-wt/BEL/F01223/2009/G9P[8]
RVA/Human-wt/BEL/F04226/2012/G1P[8]
RVA/Human-wt/GHA/M0094/2010/G 9P[8]
L RVA/Human-wt/BEL/F03214/2011/G1P[8]
RVA/Human-wt/BEL/F04189/2012/G9P(8]

Figure S2. The maximum likelihood tree of the VP1 gene of the detected rotavirus
sequences with reference rotavirus genomes. The reference genomes are marked in
bold. The genotypes and lineages are shown next to the branches. Only the
bootstrap values above 70% are shown. The branch lengths are drawn to scale and
represent the nucleotide substitutions per site.



RVA/Human-wt/ITA/PA133/2011/G2P[4]
RVA/Human-wt/BEL/F04024/2012/G 2P[4]
RVA/Human-wt/BEL/F02146/2010/G 2P[4]
RVA/Human-wt/BEL/F03214/2011/G 2P[4]
RVA/Human-wt/BEL/F03268/2011/G 2P(4]
RVA/Human-wi/BEL/F03061/2011/G 2P[4]
RVA/Human-wt/BEL/F02114/2010/G 2P[4]
RVA/Human-wi/BEL/F04114/2012/G 2P[4]
1°°RVA/Human-wt/BEL/F06118/2014/G 2P[4]
RVA/Human-wt/SKOR/CAU13-08/2013/G2P[4]
RVA/Human-wt/BEL/F03165/2011/G 2P[4]
RVA/Human-wt/BEL/F10178/2018/G 3P[8]
RVA/Human-wt/BEL/F10258/2018/G 3P[g]
RVA/Human-wt/BEL/F10168/2018/G 3P(g]
RVA/Human-wt/BEL/F10257/2018/G 3P(8]

00 RVA/Human-wt/BEL/F09825/2017/G 3P[8]
93 RVA/Human-wt/THA/MS2014-0134/2014/G 3P[8]
96

VP2 :

RVA/Human-wt/BEL/F10324/2018/G 3P[8]
RVA/Human-wt/BEL/F06040/2014/G 1P[8]
RVA/Human-wt/BEL/F04047/2012/G 2P[4]
RVA/Human-wt/BEL/F03159/2011/G 2P[4]

RVA/Human-wt/BEL/F05466/2013/G 2P[4]
RVA/Human-wt/BEL/F05073/2013/G 2P[4]

, ,RVA/Human-wt/BEL/F06011/2014/G 2P[4]
RVA/Human-wt/BEL/F05189/2013/G 2P[4]
RVA/Human-wt/BEL/F05527/2013/G 2P[4]

?'RVA/Human-wt/BEL/F09256/2017/G 2P[4]
RVA/Human-wt/BEL/F09181/2017/G 2P[4]

b

3

?°RVA/Human-wt/BEL/F10119/2018/G 2P[4]

RVA/Human-wt/HUN/ERN5644/2012/G2P[4] c2
s RVA/HUman-wt/BEL/F01552/2009/G 2P(4]
RVA/Human-wt/BEL/F01450/2009/G 2P(4]
RVA/Human-wt/BEL/F01005/2009/G 2P(4]
*°RVA/Human-wt/BEL/F01269/2009/G 2P[4]
9°RVA/Human-wt/BEL/F02272/2010/G 2P[4]
3 RVA/HUman-wt/BEL/F02402/2010/G 2P[4]
54 RVA/Human-wt/ITA/PA83/2007/G 2P[4]
RVA/Human-wt/RUS/557/2017/G 2P[4]
‘{ RVA/Human-wt/BEL/F07312/2015/G 2P[4]
RVA/Human-wt/BEL/F03297/2011/G 2P[4]
RVA/Human-wt/BEL/F01443/2009/G 2P[4]
RVA/Human-wt/BEL/F00325/2008/G 2P[4]
RVA/Human-wt/BEL/F00455/2008/G 2P[4]
RVA/Human-wt/BEL/F00440/2008/G 2P[4]
RVA/Human-wt/BEL/F01097/2009/G 2P[4]
RVA/Human-wt/BEL/F00442/2008/G 2P[4]
RVA/Human-wt/BEL/F00396/2008/G 2P[4]
RVA/Human-wt/BEL/F00450/2008/G 2P[4]
RVA/Human-wt/BEL/F00495/2008/G 2P[4]
RVA/Human-wt/ZAF/3203WC/2009/G 2P[4]
RVA/Human-wt/CMR/MRC-DPRU3016/XXXX/G 2P[6]
RVA/Human-wt/BEL/F02577/2010/G3P[6]
RVA/Human-wt/BEL/F01387/2009/G 2P[6]

/MLI/Mali-104

6]
RVA/Human-tc/USA/DS-1/1976/G 2P[4]
81— RVA/Human-wt/BEL/F03011/2011/G6-G8P[1 4]
100 ’ig RVA/Human-wt/ITA/PR1973/2009/G8P[1 4]
BEL/B10925/1997/G6P[1 4]
100 L "RvA/Sheep-t JOVR 14
JSA/RotaTeq-WI79-4/1992/G6P1A[8]
RVA/Roe_deer-wt/SLO/D110-15/2015/G8P[1 4]
RVA/Human-wt/BEL/F06047/2014/G 3P[8]
RVA/Human-wt/BEL/F07168/2015/G 3P[g]
99| RVA/Human-wt/BEL/F05363/2013/G 3Pg]
RVA/Human-wt/BEL/F05209/2013/G 3P(g]
RVA/Human-wt/BEL/F05244/2013/G 3P[8]
97|y RVA/Human-wt/BEL/F04268/2012/G 3P[g]
RVA/Human-wt/BEL/F01260/2009/G 3P[g]
P°RVA/Human-wt/CHN/E2461/2011/G 3P[8]
a0 E RVA/Human-wt/BEL/F03394/2011/G 3P[8]
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93

100|f; RVA/Human-wt/BEL/F00374/2008/G 9P(8]
RVA/Human-wt/BEL/F00372/2008/G 9P[g]
s|¢ RVA/Human-wi/BEL/F00371/2008/G 1P[3]
RVA/Human-wt/BEL/F07067/2015/G12P[8]

°? RVA/Human-wt/BEL/F04120/2012/G 9P[8]

2{[ RVA/Human-wt/BEL/F04099/2012/G 9P[g]
RVA/Human-wt/UGA/MRC-DPRU1944/2008/G 9P[8]

RVA/Human-wt/BEL/F03146/2011/G 4P[g]

RVA/Human-wt/BEL/F10188/2018/G 4P[8]

RVA/Human-wt/BEL/F05504/2013/G 1P[g]

RVA/Human-wt/BEL/F10181/2018/G 1P[g]

RVA/Human-wt/ITA/AV28/2010/G9P[8]
RVA/Human-wt/BEL/F07049/2015/G 3P[g]
RVA/Human-wt/BEL/F07135/2015/G 3P[8]
RVA/Human-wt/BEL/F10090/2018/G 9P[g]

RVA/Human-wt/BEL/F02576/2010/G 4P[g]

RVA/Human-wt/BEL/F04226/2012/G 1P(g]

RVA/Human-wi/BEL/F04189/2012/G 9P(8]

9% i /Rotarix-A41CB052A/1988/G1P1A[ 8] Cc1

L RVA/Human-tc/USA/Wa/1974/G 1P[8]

RVA/Human-wt/BEL/F05025/2013/G 9P[g]

961 RVA/Human-wt/BEL/F09648/2017/G 1P[8]

°41 RVA/Human-wt/BEL/F07215/2015/G LP[8]

o3 RVA/Human-wt/BEL/F03173/2011/G 9P[g]

7° RVA/Human-wt/BEL/F07246/2015/G 9P[8]

L RVA/Human-wi/BEL/F03069/2011/G 9P(g]
RVA/Human-wt/BEL/BE00039/2008/G 1P[8]
RVA/Human-wt/BEL/F03214/2011/G 1P[8]

L~ RVA/Human-wt/BEL/F04071/2012/G 1P[8]
RVA/Human-wt/BEL/F02335/2010/G 1P[g]
RVA/Human-wt/BEL/F02272/2010/G 1P[g]

RV A/Human-wt/BEL/F02290/2010/G 1P[g]
RVA/Human-wt/BEL/F03160/2011/G 1P[g]

93RVA/Human-wt/BEL/F02269/2010/G 1P[8]

£ RVA/Human-wt/BEL/F09274/2017/G 9P[8]
°* RVA/Human-wt/BEL/F09155/2017/G 9P(8]

HIRvA/HUman-wt/BEL/F09271/2017/G 9P[8]

RVA/Human-wt/BEL/F06088/2014/G 1P[g]

RVA/Human-wt/BEL/F01443/2009/G 1P[g]

RVA/Human-wt/ESP/SS454877/2011/G1P[8]

_TQR\/AIHuman-wtlBEL/F0121912009/G 9P[g)
RVA/Human-wt/BEL/F01223/2009/G 9P[8]

o7

F* RVA/Human-wt/BEL/F07264/2015/G12P[8]
100 ‘ RVA/H tIUSA 17/2011/G12P[8]

RVA/Human-wt/BEL/F04056/2012/G12P[8]
RVA/Human-wt/BEL/F05073/2013/G12P[8]

Figure S3. The maximum likelihood tree of the VP2 gene of the detected rotavirus
sequences with reference rotavirus genomes. The reference genomes are marked in
bold. The genotypes and lineages are shown next to the branches. Only the
bootstrap values above 70% are shown. The branch lengths are drawn to scale and

represent the nucleotide substitutions per site.



RVA/Human-wi/BELIF04024/2012/G 2P[4]
RVA/Human-wt/BEL/F04114/2012/G 2P[4]
RVA/Human-wt/ITAIPA133/2011/G2P[4]
RVA/Human-wt/BEL/F02114/2010/G 2P(4]
RVA/Human-wi/BEL/F02146/2010/G 2P[4]
RVA/Human-wt/BEL/F03214/2011/G 2P(4]
RVA/Human-wt/BEL/F03268/2011/G 2P[4]
T*RVA/Human-wt/BEL/F03061/2011/G 2P[4]
RVA/Human-wt/BEL/BE49/2009/G 2P[4]
RVA/Human-wi/BEL/F06118/2014/G 2P[4]
RVA/Human-wt/BEL/F03297/2011/G 2P[4]
RVA/Human-wt/BEL/F07312/2015/G 2P[4]

VP3 :

RVA/Human-wt/ITA/PR1973/2009/G8 P[14]
RVA/Human-wt/BEL/F03011/2011/G6-G8 P[14]
RVA/Human-wt/BEL/B10925/1997/G6 P[14]

RVA/Sheep-tc/ESP/OVR762/2002/G8 P[14]
WI79-4/1992/G6P1A[ 8]

RVA/Human-tc/USA/DS-1/1976/G 2P[4]
RVA/Human-wt/BEL/F00396/2008/G 2P[4]
RVA/Human-wt/BEL/F00325/2008/G 2P[4]
RVA/Human-wt/BEL/F00440/2008/G 2P[4]
RVA/Human-wt/BEL/F01443/2009/G 2P[4]
RVA/Human-wt/BEL/F00455/2008/G 2P[4]
RVA/Human-wt/BEL/F01097/2009/G 2P[4]
RVA/Human-wt/BEL/F00442/2008/G 2P[4]

4]

RVA/Human-wt/BEL/F00495/2008/G 2P[4]

RVA/Human-wt/BEL/F00450/2008/G 2P[4] Mz
RVA/Human-wt/BEL/F01269/2009/G 2P[4]
RVA/Human-wt/BEL/F02272/2010/G 2P[4]
RVA/Human-wt/BEL/F01450/2009/G 2P[4]
RVA/Human-wt/BEL/F02402/2010/G 2P[4]
RVA/Human-wt/BEL/F10168/2018/G 3P[8]

RVA/Human-wt/BEL/F10178/2018/G 3P[8]
RVA/Human-wt/BEL/F10258/2018/G 3P[8]

1IMali 18]

RVA/Human-wt/BEL/F01387/2009/G2P[6]
RVA/Human-wt/BEL/F02577/2010/G3P[6]

281 RVA/Human-wt/BEL/F04047/2012/G 2P[4]
7' RVA/Human-wyBEL/F03159/2011/G 2P[4]
RVA/Human-wi/BEL/F05466/2013/G 2P[4]
51, RVA/Human-wt/BEL/F10257/2018/G 3P[g]
gft RVA/Human-wt/BEL/F09825/2017/G 3P[8]
RVA/Human-wt/BEL/F10324/2018/G 3P[8]
RVA/Human-wt/THA/MS2014-0134/2014/G 3P[8]
— RVA/Human-w/BEL/F03165/2011/G 2P[4]
rooril RVA/Human-wiBELIF0G04012014/6 1P/g)
RVA/Human-wt/THA/LS-04/2013/G2P 8
RVA/Human-wt/BEL/F01005/2009/G 2P[4]
RVA/Human-wt/BEL/F09181/2017/G 2P[4]
1% RVA/Human-wt/BEL/F09256/2017/G 2P[4]
RVA/Human-wt/BEL/F10119/2018/G 2P(4]
&0 RVA/Human-wi/BEL/F05189/2013/G 2P[4]
RVA/Human-wt/BEL/F05073/2013/G 2P[4]
100 osft RVA/Human-w/BEL/F06011/2014/G 2P[4]
BEL/F05527/2013/G 2P[4]
| RVA/Human-wi/BEL/F01552/2000/G 2P[4)
12/G2P[4]
93 RVA/Human-wi/BEL/F09155/2017/G 9P[g]
RVA/Human-wi/BELIF09274/2017/G 9P[8]
RVA/Human-wi/BEL/F09271/2017/G 9P[8]
RVA/Human-wt/BEL/F10090/2018/G 9P[8]
RVA/Human-wt/BEL/F06088/2014/G 1P[8]
1P[8]
RVA/Human-wt/BEL/F05504/2013/G 1P[8]
RVA/Human-wt/BEL/F03160/2011/G 1P[8]
RVA/Human-wi/BEL/F02272/2010/G 1P[3]
RVA/Human-wi/BEL/F02335/2010/G 1P[8]
RVA/Human-wi/BEL/F02269/2010/G 1P[8]
RVA/Human-wt/BEL/F02290/2010/G 1P[g]
RVA/Human-wi/BEL/F03069/2011/G 9P[8]
RVA/Human-wt/BEL/F01443/2009/G 1P[8]
RVA/Human-wt/BEL/F03214/2011/G 1P[8]
RVA/Human-wt/BEL/F01219/2009/G 9P[8]
RVAIHuman-wl/BEL/F01223/2009/G 9P[g]
RVA/Human-wi/BELIF03146/2011/G 4P[8]
011/G 4P[8]
RVA/Human-w/BELIF04226/2012/G 1P[8]
RVA/Human-wt/BEL/F07049/2015/G 3P[8]
RVA/Human-wt/BEL/F03394/2011/G 3P[g]
RVA/Human-wt/BEL/F07135/2015/G 3P[8]
RVA/Vaccine/USA/Rotarix-A41CB052A/1988/G1P1A[ 8]
RVA/Human-wt/USA/Wal1974/G 1P[8]
RVA/Human-wi/BELIF04120/2012/G 9P[8]
RVA/HUman-wt/BEL/F04099/2012/G 9P[8] M1
oP 9P[8]

RVA/Human-wt/BEL/F00371/2008/G 1P[8]
RVA/Human-wt/BEL/F05209/2013/G 3P[8]
RVA/Human-wt/BEL/F05244/2013/G 3P(8]
RVA/Human-wt/BEL/F05363/2013/G 3P(8]
RVA/Human-wt/BEL/F06047/2014/G 3P[8]
RVA/Human-wt/BEL/F07168/2015/G 3P[8]
RVA/Human-wt/BEL/F01260/2009/G 3P[8]
RVA/Human-wt/BEL/F07246/2015/G 9P[8]
[1°°RVA/Human-wt/CHN/E2461/2011/G 3P[8]
RVA/Human-wt/BEL/F04268/2012/G 3P[8]
® RVA/Human-wU/BEL/F10188/2018/G 4pP[8]
RVA/Human-wt/BEL/F07067/2015/G12P[8]
RVA/Human-wt/BEL/F00374/2008/G 9P[8]
100 RVA/Human-wt/BEL/F00372/2008/G 9P[8]
[°7 RVAHuman-wi/BEL/F04071/2012/G 1P(5]
RVA/Human-wt/USA/CNMC20/2011/G 1P[8]

o7

100

RVA/Human-wt/BEL/F04056/2012/G 12P(8]
RVA/Human-wt/BEL/F05073/2013/G 12P[8]
RVA/Human-wt/USA/CNMC17/2011/G12P[8]
RVA/Human-wi/BEL/F07264/2015/G12P[g]

RVA/Human-wt/BEL/F03173/2011/G 9P[8]
1P[8]
i— RVA/Human-wt/BEL/F09648/2017/G 1P[8]

00 RVA/Human-wt/BEL/F02576/2010/G 4P[8]
7sF  RVA/Human-wi/BEL/F05025/2013/G 9P(8]
RVA/Human-wt/BEL/F04189/2012/G 9P[8]
{ RVA/Human-wi/BEL/F07215/2015/G 1P[8]
RVA/Human-wt/BEL/F10181/2018/G 1P[8]

Figure S4. The maximum likelihood tree of the VP3 gene of the detected rotavirus
sequences with reference rotavirus genomes. The reference genomes are marked in
bold. The genotypes and lineages are shown next to the branches. Only the
bootstrap values above 70% are shown. The branch lengths are drawn to scale and

represent the nucleotide substitutions per site.



71 RVA/Human-wt/BEL/F04024/2012/G 2P[4]
o0 RVA/Human-wt/BEL/F04114/2012/G 2P[4]
RVA/Human-wt/ITA/PA133/2011/G2P[4]
75| RVA/Human-wt/BEL/F02146/2010/G 2P[4]
9! RVA/Human-wt/BEL/F03214/2011/G 2P[4]
RVA/Human-wt/BEL/F02114/2010/G 2P[4]
soll RVA/HUman-wt/BEL/F03061/2011/G 2P[4]
RVA/Human-wt/BEL/F03268/2011/G 2P[4]
99[ - RVA/Human-wt/RUS/557/2017/G 2P[4]
['{ RVA/Human-wt/BEL/F07312/2015/G 2P[4]
RVA/Human-wt/BEL/F03297/2011/G 2P[4]
RVA/Human-wt/BEL/F10324/2018/G 3P[8]
RVA/Human-wt/BEL/F09825/2017/G 3P[8]

9 RVA/Human-wt/THA/MS2014-0134/2014/G 3P[8]
00| | RVA/Human-wt/BEL/F06040/2014/G 1P[8]
RVA/Human-wt/THA/LS-04/2013/G2P[ 8]
a7, RVA/Human-wt/ITA/PA83/2007/G 2P[4]

RVA/Human-wt/BEL/F02402/2010/G 2P[4]
RVA/Human-wt/BEL/F01450/2009/G 2P[4]
RVA/Human-wt/BEL/F02272/2010/G 2P[4]
RVA/Human-wt/BEL/F01269/2009/G 2P[4]

RVA/Human-wt/BEL/F10178/2018/G 3P[8]

100 4 RVA/Human-wt/BEL/F10258/2018/G 3P[8]

RVA/Human-wt/BEL/F10168/2018/G 3P[g]
RVA/Human-wt/CAN/RT125-07/2008/G 2P[4]
RVA/Human-wt/BEL/F00442/2008/G 2P[4]
RVA/Human-wt/BEL/F00455/2008/G 2P[4] 12
RVA/Human-wi/BEL/F00440/2008/G 2P[4]

RVA/Human-wt/BEL/F01097/2009/G 2P[4]
RVA/Human-wt/BEL/F01443/2009/G 2P[4]
RVA/Human-wt/BEL/F00450/2008/G 2P[4]
RVA/Human-wt/BEL/F00495/2008/G 2P[4]
< RVA/Human-wt/BEL/F00325/2008/G 2P[4]
RVA/Human-wt/BEL/F00396/2008/G 2P[4]
RVA/Human-wt/HUN/ERN5644/2012/G2P[4]
RVA/Human-wt/BEL/F01552/2009/G 2P[4]

8 RVA/Human-wt/BEL/F05189/2013/G 2P[4]
1 | RVA/Human-wt/BEL/F05073/2013/G 2P[4]
RVA/Human-wt/BEL/F06011/2014/G 2P[4]
95 RVA/Human-wt/BEL/F05527/2013/G 2P[4]
o RVA/Human-wt/BEL/F10257/2018/G 3P[8]
as| | RVA/Human-w/BEL/F09256/2017/G 2P[4]
RVA/Human-wt/BEL/F10119/2018/G 2P[4]
RVA/Human-wt/BEL/F09181/2017/G 2P[4]
ss| |' RVA/Human-wt/BEL/F01005/2009/G 2P[4]
{7 RVA/Human-wt/BEL/F04047/2012/G 2P[4]

o9f

RVA/Human-wt/BEL/F03159/2011/G 2P[4]

84) RVA/Human-wt/BEL/F05466/2013/G 2P[4]

96| E RVA/Human-wt/BEL/F06118/2014/G 2P[4]

, RVA/Human-wt/BEL/F03165/2011/G 2P[4]

1ol | RVA/Human-wt/MLIMali-104/2008/G2P[g]
RVA/Human-wt/BEL/F01387/2009/G 2P[6]

100 _{ RVA/Human-wt/BEL/F02577/2010/G 3P[6]

RVA/Human-wt/CMR/MRC-DPRU3016/XXXX/G 2P[6]

RVA/Human-wt/BEL/F03011/2011/G6-G8 P[14]

RVA/Roe-deer-wt/SLO/D38-14/2014/G6P[15]

RVA/Human-wt/ITA/PR1973/2009/G8 P[14]

RVA/Vaccine/USA/RotaTeq-WI79-4/1992/G6P1A[8]

RVA/Human-wt/BEL/BE67/2009/G2P[4]

RVA/Human-tc/USA/DS-1/1976/G 2P[4]

E’[} RVA/Human-wt/BEL/F09274/2017/G 9P[8]

94

ol RVA/Human-wi/BEL/F09155/2017/G 9P[8]
RVA/Human-wt/BEL/F07246/2015/G 4P[8]
22| | RVA/Human-wt/BEL/F03069/2011/G 9P[8]
98] | RVA/Human-wt/BEL/F00374/2008/G 9P[8]
w0of | RVA/Human-wt/BEL/F00372/2008/G 9P[8]
RVA/Human-wt/BEL/F04268/2012/G 3P[g]
RVA/Human-wt/BEL/F05025/2013/G 9P[8]
99, RVA/Human-wt/BEL/F04056/2012/G12P[8]
94[L  RVA/Human-wt/BEL/F05073/2013/G12P[8]
2° RVA/HUMan-wt/BEL/BE00039/2008/G 1P[8]
RVA/Human-wt/BEL/F03173/2011/G 9P[g]
3| [ RVA/Human-wt/BEL/F04226/2012/G 1P[8]
RVA/Human-wt/BEL/F07264/2015/G12P[8]
! RVA/Human-wt/BEL/F05363/2013/G 3P[g]
o

RVA/Human-wt/BEL/F05209/2013/G 3P[8]
RVA/Human-wt/BEL/F07168/2015/G 3P[8]
RVA/Human-wt/BEL/F06047/2014/G 3P[8]
RVA/Human-wt/BEL/F05244/2013/G 3P[8]
RVA/Human-wt/BEL/F01260/2009/G 3P[8]
RVA/Human-wt/CHN/E2461/2011/G 3P[8]
::[ RVA/Human-wt/BEL/F04099/2012/G 9P[8]
g

o1

98

RVA/Human-wt/BEL/F04120/2012/G 9P[8]
RVA/Human-wt/UGA/MRC-DPRU1944/2008/G 9P[8]
RVA/Human-wt/BEL/F00371/2008/G 1P[g]
RVA/Human-wt/BEL/F10090/2018/G 9P[8] "
RVA/Human-wt/BEL/F06088/2014/G 1P[8]
RVA/Human-wt/BEL/F09271/2017/G 9P[8]
RVA/Human-wt/BEL/F02272/2010/G 1P[g]
RVA/Human-wt/BEL/F02335/2010/G 1P[g]
RVA/Human-wt/BEL/F03160/2011/G 1P[8]
RVA/Human-wt/BEL/F02290/2010/G 1P[g]
RVA/Human-wt/BEL/F02269/2010/G 1P[g]
RVA/Human-wt/BEL/F05504/2013/G 1P[g]
RVA/Human-wt/BEL/F01443/2009/G 1P[g]
RVA/Human-wt/BEL/F03214/2011/G 1P[8]
RVA/Human-wt/ESP/SS454877/2011/G1P[8]
© RVA/Human-wt/BEL/F07049/2015/G 3P[8]
RVA/Human-wt/BEL/F07135/2015/G 3P[8]
RVA/Human-wt/BEL/F03394/2011/G 3P[g]
RVA/Human-wt/BEL/F01223/2009/G 9P[8]
RVA/Human-wt/BEL/F01219/2009/G 9P[8]
RVA/Human-wt/ZWE/MRC-DPRU1850/2011/G 4P[8]
RVA/Human-wt/BEL/F03146/2011/G 4P[8]
RVA/Human-wt/BEL/F04189/2012/G 9P[8]
°7 RVA/Human-wt/BEL/F10181/2018/G 1P[8]
100 - RVA/Human-wi/BEL/F02576/2010/G 4P[8]
P RVA/Human-wt/BEL/F07215/2015/G 3P[8]

o

10

86
99

RVA/Human-wt/BEL/F09648/2017/G 1P[8]
RVA/Human-wt/BEL/F04071/2012/G 1P[8]
RVA/Human-wt/BEL/F10188/2018/G 4P[8]

RVA/Human-wt/BEL/F07067/2015/G12P[8]
“~ RVA/Human-tc/USA/Wa/1974/G 1P[8]
L RVA/Vaccine/USA/Rotarix-A41CB052A/1988/G1P1A[ 8]

Figure S5. The maximum likelihood tree of the VP6 gene of the detected rotavirus
sequences with reference rotavirus genomes. The reference genomes are marked in
bold. The genotypes and lineages are shown next to the branches. Only the
bootstrap values above 70% are shown. The branch lengths are drawn to scale and
represent the nucleotide substitutions per site.



82) RVA/Human-wt/BEL/F05073/2013/G 2P[4]
RVA/Human-wt/BEL/F05189/2013/G 2P[4]
RVA/Human-wt/BEL/F06011/2014/G 2P[4]

82
87

RVA/Human-wt/HUN/ERN5644/2012/G2P[4]

RVA/Human-wt/BEL/F01552/2009/G 2P[4]
29| RVA/Human-wt/BEL/F10257/2018/G 3P[8]
o' RVA/Human-wt/BEL/F10324/2018/G 3P(8]
RVA/Human-wt/BEL/F05527/2013/G 2P[4]
RVA/Human-wt/BEL/F09256/2017/G 2P(4]
°lll RVA/Human-wt/BEL/F09181/2017/G 2P[4]
RVA/Human-wt/BEL/F10119/2018/G 2P[4]
o7 RVA/Human-wt/BEL/F01450/2009/G 2P[4]
99| RVA/Human-wt/BEL/F02402/2010/G 2P[4]
RVA/Human-wt/ITA/PA83/2007/G 2P[4]
100{ [} RVA/Human-wt/BEL/F02272/2010/G 2P[4]
RVA/Human-wt/BEL/F01269/2009/G 2P[4]
RVA/Human-wt/BEL/F00442/2008/G 2P[4]
RVA/Human-wt/BEL/F00396/2008/G 2P[4]
RVA/Human-wt/BEL/F00450/2008/G 2P[4]
RVA/Human-wt/BEL/F00440/2008/G 2P(4]
RVA/Human-wt/BEL/F00495/2008/G 2P[4]
RVA/Human-wt/BEL/F01443/2009/G 2P[4]
RVA/Human-wt/BEL/F00325/2008/G 2P[4]
9gRVA/HUMan-wt/BEL/F00455/2008/G 2P[4]
RVA/Human-wt/BEL/F01097/2009/G 2P[4]

o2||s; RVA/Human-wt/ZAF/3203WC/2009/G 2P[4]

- RVA/Human-wi/BEL/F06118/2014/G 2P[4] A2

f RVA/Human-wt/BEL/F03165/2011/G 2P[4]

7
9

101

76|[. RVA/Human-wt/ITA/PA150/2006/G2P[4]
°f RVA/Human-wt/BEL/F04047/2012/G 2P[4]
‘E“RVA/Humanrwl/BELIF03159/2011/GZP[A]
RVA/Human-wt/BEL/F05466/2013/G 2P[4]
RVA/Human-wt/BEL/F10168/2018/G 3P[8]
RVA/Human-wt/BEL/F10258/2018/G 3P(g]
RVA/Human-wt/BEL/F10178/2018/G 3P[8]
0% RVA/HUman-wt/BEL/F09825/2017/G 3P[8]
RVA/Human-wt/THA/MS2014-0134/2014/G 3P[8]
, RVA/Human-wi/BEL/F06040/2014/G 1P[g]
RVA/Human-wt/RUS/557/2017/G 2P[4]
RVA/Human-wt/BEL/F07312/2015/G 2P[4]
RVA/Human-wt/BEL/F03297/2011/G 2P[4]
19°RVA/HUman-wt/BEL/F03061/2011/G 2P[4]
RVA/Human-wt/BEL/F03268/2011/G 2P[4]
RVA/Human-wt/BEL/F03214/2011/G 2P(4]
RVA/Human-wt/BEL/F02146/2010/G 2P[4]
,,RVA/Human-wi/BEL/F02114/2010/G 2P(4]
RVA/Human-wt/BEL/F04024/2012/G 2P[4]
RVA/Human-wt/BEL/F04114/2012/G 2P[4]
RVA/Human-wt/ITA/PA133/2011/G2P[4]
100 RVA/Human-wt/MLI/Mali-104/2008/G2P[6]
”‘P RVA/Human-wt/BEL/F01387/2009/G2P[6]

99| RVA/Human-wt/BEL/F02577/2010/G3P[6]
RVA/Human-wt/CMR/MRC-DPRU3016/XXXX/G2P[ 6]
100 - RVA/Human-wt/BEL/F01005/2009/G 2P[4]
RVA/Human-wt/ITA/PAI11/1996/G 2P[4]
RVA/Human-tc/USA/DS-1/1976/G 2P[4]
RVA/Human-wt/BEL/F02269/2010/G 1P[8]
RVA/Human-wt/ESP/SS454877/2011/G1P[8]
RVA/Human-wt/BEL/F01443/2009/G 1P[8]
RVA/Human-wt/BEL/F02290/2010/G 1P[8]
RVA/Human-wt/BEL/F03160/2011/G 1P[8]
RVA/Human-wt/BEL/F02272/2010/G 1P[8]
RVA/Human-wt/BEL/F02335/2010/G 1P[8]
RVA/Human-wt/BEL/F01223/2009/G 9P[8]
RVA/Human-wt/BEL/F01219/2009/G 9P[8]
RVA/Human-wt/BEL/F04189/2012/G 9P([8]
RVA/Human-wt/ZWE/MRC-DPRU1850/2011/G 4P[8]
s RVA/Human-wt/BEL/F03146/2011/G 4P[g]
RVA/Human-wt/BEL/F04226/2012/G 1P[8]
S RVA/Human-wt/BEL/F10188/2018/G 4P[8]
RVA/Human-wt/BEL/F05025/2013/G 9P[8]
RVA/Human-wt/BEL/F02576/2010/G 4P[8]
RVA/Human-wt/BEL/F07135/2015/G 3P[8]
RVA/Human-wt/BEL/F03394/2011/G 3P[8]
RVA/Human-wt/BEL/F07049/2015/G 3P[8]
RVA/Human-wt/BEL/F05504/2013/G 1P[8]
0 RVA/Human-wt/BEL/F03214/2011/G 1P[8]
_{l RVA/Human-wt/BEL/F04120/2012/G 9P[8]

RVA/Human-wt/BEL/F04099/2012/G 9P[g]

RVA/Human-wt/KEN/MRC-DPRU2427/2010/G9P[8]

I~ RVA/Human-wt/BEL/F07067/2015/G12P[8]

- RVA/Human-wt/BEL/F00371/2008/G 1P[g] A1
RVA/Human-wt/BEL/F09274/2017/G 9P[g]

961 RVA/Human-wt/BEL/F09155/2017/G 9P[8]

29l RVA/Human-wt/BEL/F09271/2017/G 9P[g]

ss} RVA/Human-wt/BEL/F10090/2018/G 9P[8]
RVA/Human-wt/BEL/F06088/2014/G 1P[g]
RVA/Human-wt/BEL/F07246/2015/G 9P[8]
RVA/Human-wt/BEL/F03069/2011/G 9P[g]
RVA/Human-wt/BEL/F05073/2013/G 12P[8]
RVA/Human-wt/BEL/F04056/2012/G 12P[8]
RVA/Human-wt/USA/CNMC17/2011/G12P[8]

RVA/Human-wt/BEL/F05209/2013/G 3P[8]

RVA/Human-wt/BEL/F06047/2014/G 3P[g]

100 RVA/Human-wt/BEL/F05363/2013/G 3P[8]

RVA/Human-wt/BEL/F05244/2013/G 3P[g]

a7 RVA/Human-wt/BEL/F07168/2015/G 3P[g]

9% RVA/Human-wt/BEL/F00372/2008/G 9P[8]

100 RVA/Human-wt/BEL/F00374/2008/G 9P[g]
RVA 109131481 81

j[s( RVA/Human-wt/BEL/F04071/2012/G 1P[g]

RVA/Human-wt/BEL/F07215/2015/G 1P[g]
RVA/Human-wt/BEL/F03173/2011/G 9P[8]
RVA/Human-wt/BEL/F07264/2015/G 12P[8]

RVA/Human-wt/BEL/F09648/2017/G 1P[g]
100 & RVA/Human-wt/BEL/F10181/2018/G 1P[g]
RVA/Human-wt/BEL/F04268/2012/G 3P[8]
0 200 L RVA/Human-wt/CHN/E2461/2011/G 3P[8]
0 RVA/Human-wt/BEL/F01260/2009/G 3P[g]
RVA i ix-A41CB052A/1988/G1P1A 8]
L RVAMuman-tclUSA/WaI1974/G 1Ps]
9 /Vaccine/USA/RotaTeq-WI79-4/ 1A[8]
sl RVA/Human-wt/ITA/PR1973/2009/G8 P[14] A3
100 RVA/Cow-tc/THA/61A/1989/G10P[5]
RVA/Roe_deer-wt/SLO/D38-14/2014/G6P[1 5]
EF RVA/Human-wt/BEL/F03011/2011/G6-G8 P[14]
RVA/Human-wt/BEL/B10925/1997/G6 P[14]
75 RVA/Sheep-tc/ESP/OVR762/2002/G8 P[14]
100 RVA/Human-wt/BEL/F03011/2011/G6-G8P[14] A11
RVA/Human-wt/GHA/M0084/2010/G6 P[14]
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Figure S6. The maximum likelihood tree of the NSP1 gene of the detected rotavirus
sequences with reference rotavirus genomes. The reference genomes are marked in
bold. The genotypes and lineages are shown next to the branches. Only the
bootstrap values above 70% are shown. The branch lengths are drawn to scale and
represent the nucleotide substitutions per site.



98, RVA/Human-wt/BEL/F03268/2011/G2P[4]
RVA/Human-wt/BEL/F03061/2011/G2P[4]
RVA/Human-wt/BEL/F03214/2011/G2P[4]

RVA/Human-wt/BEL/F02146/2010/G2P[4]

? RVA/Human-wt/ITA/PA133/2011/G2P[4]

RVA/Human-wt/BEL/F04024/2012/G2P[4]

RVA/Human-wt/BEL/F04114/2012/G2P[4]

RVA/Human-wt/BEL/F02114/2010/G2P[4]

° RVA/Human-wt/RUS/557/2017/G 2P[4]

RVA/Human-wt/BEL/F07312/2015/G2P[4]

RVA/Human-wt/BEL/F03297/2011/G2P[4]

93 RVA/Human-wt/BEL/F09825/2017/G3P(8]
o4 RVA/Human-wt/BEL/F10257/2018/G3P[8]
RVA/Human-wt/THA/MS2014-0134/2014/G 3P[8]
0 RVA/Human-wt/BEL/F10258/2018/G3P[8]
°°fl RVA/Human-wt/BEL/F10178/2018/G3P[8]
RVA/Human-wt/BEL/F10168/2018/G3P(8]
RVA/Human-wt/BEL/F03165/2011/G2P[4]
EE RVA/Human-wt/BEL/F06040/2014/G1P[8]
RVA/Human-wt/BEL/F06118/2014/G 2P[4]

RVA/Human-wt/BEL/F04047/2012/G2P[4]

RVA/Human-wt/BEL/F03159/2011/G2P[4]

RVA/Human-wt/JPN/Tokyo17-16/2017/G 2P[4]

RVA/Human-wt/BEL/F05527/2013/G 2P[4]

RVA/Human-wt/BEL/F10324/2018/G3P[8]
RVA/Human-wt/BEL/F01552/2009/G 2P[4]
RVA/Human-wt/BEL/F05189/2013/G 2P[4]

RVA/Human-wt/BEL/F06011/2014/G2P[4]

RVA/Human-wt/BEL/F10119/2018/G2P[4] N2

RVA/Human-wt/BEL/F09256/2017/G2P[4]

RVA/Human-wt/BEL/F05073/2013/G2P[4]

RVA/Human-wt/BEL/F09181/2017/G2P[4]

95 RVA/Human-wt/BEL/F01005/2009/G2P[4]

RVA/Human-wt/BEL/F05466/2013/G2P[4]

98 RVA/Human-wt/BEL/F02272/2010/G2P[4]

RVA/Human-wt/BEL/F01269/2009/G2P[4]
RVA/Human-wt/BEL/F01450/2009/G 2P[4]
RVA/Human-wt/BEL/F02402/2010/G2P[4]
RVA/Human-wt/ITA/PA83/2007/G 2P[4]

RVA/Human-wt/BEL/F00495/2008/G 2P[4]

RVA/Human-wt/BEL/F00450/2008/G2P[4]

RVA/Human-wt/BEL/F00442/2008/G2P[4]

RVA/Human-wt/BEL/F01097/2009/G2P[4]

99 RVA/Human-wt/BEL/F00325/2008/G2P[4]

I RVA/Human-wt/BEL/F01443/2009/G2P[4]

4 RVA/Human-wt/BEL/F00440/2008/G2P[4]
= RVA/Human-wt/BEL/F00396/2008/G2P[4]
I_RVA/Human-w(/BEL/FOOASB/ZOOB/GZPH]

100 RVA/Human-wt/ZAF/3203WC/2009/G 2P[4]
RVA/Human-wt/BEL/F02577/2010/G3P[6]
RVA/Human-wt/CMR/MRC-DPRU3016/XXXX/G 2P[6]

95, RVA/Human-wt/BEL/B10925/1997/G6 P[14]

rlj— RVA/Human-wt/BEL/F03011/2011/G6-G8 P[14]

RVAIH t/HUN/BP1879/2003/G6P[14]

L 'RvA/Sheep-tc/ESP/OVR762/2002/G8 P[14]

RVAI t/ITA/PR1973/ /G8 P[14]

RVA/Roe_deer-wt/SLO/D38-14/2014/G6P[1 5]

RVA/HU tc/USA/DS-1/1976/G 2P[4]
100 RVA/Human-wt/BEL/F01387/2009/G 2P[6]
o8 o RVA/Human-wt/MLI/Mali-104/2008/G2P[6]
RVA/Calf-wt/MAR/S18/2012/G6 P[14]
RVA/Vaccine/USA/RotaTeq-WI79-4/1992/G6P1A[8]
RVA/Human-wt/BEL/F09274/2017/G 9P[8]
SZ‘I::R\/A/Human-w(/BEL/FOQ155/2017/6 9P[8]

NSP2

<

L

RVA/Human-wt/BEL/F09271/2017/G 9P[8]

RVA/Human-wt/BEL/F10090/2018/G 9P[8]

' RVA/Human-wt/BEL/F06088/2014/G 1P[8]

RVA/Human-wt/BEL/F03069/2011/G 9P[8]

- RVA/Human-wt/BEL/F07246/2015/G 9P[8]

RVA/Human-wt/ITA/JES11/2010/G9P[8]

ool RVA/Human-wi/BEL/F00374/2008/G SPIg]
RVA/Human-wt/BEL/F00372/2008/G 9P[8]

el RVA/Human-wt/BEL/F03394/2011/G 3P[8]

1 RVA/Human-wt/CHN/E2461/2011/G 3P[8]
RVA/Human-wt/BEL/F07168/2015/G 3P(8]
RVA/Human-wt/BEL/F06047/2014/G 3P[8]

2s||| RVA/Human-wt/BEL/F05244/2013/G 3P[8]
RVA/Human-wt/BEL/F05209/2013/G3P[ 8]
RVA/Human-wt/BEL/F05363/2013/G 3P[8]
RVA/Human-wt/BEL/F04268/2012/G 3P([8]
RVA/Human-wt/BEL/F01260/2009/G 3P[8]
% RVA/Human-wBEL/F07264/2015/G12P(8)
50 - RVA/Human-wt/ITA/IRG177/13/2013/G12P[8]
0o [ RVA/Human-wt/BEL/F07215/2015/G 1P[8]
a6 {[{ RVA/Human-wt/BEL/F09648/2017/G 1P[8]
RVA/Human-wt/BEL/F04071/2012/G 1P[8]
RVA/Human-wt/BEL/F10181/2018/G 1P[8]
99 RVA/Human-wt/BEL/F05073/2013/G12P[8]
95 RVA/Human-wt/BEL/F04056/2012/G12P[8] N1
RVA/Human-wt/USA/CNMC17/2011/G12P[8]
94 RVA/Human-wt/BEL/F03173/2011/G 9P[8]
RVA/Human-wt/BEL/F00371/2008/G 1P[g]
'— RVA/Human-wt/BEL/F07067/2015/G12P[8]
RVA/Human-wt/BEL/F10188/2018/G 4P[8]
RVA/Human-wt/RUS/Nov09-D100/2009/G 4P[8]
RVA/Human-wt/BEL/F03146/2011/G 4P[8]
RVA/Human-wt/BEL/F05504/2013/G 1P[8]
RVA/Human-wt/BEL/F04189/2012/G 9P[8]
RVA/H tc/USA/Wal1974/G 1P[8]
RVA/Human-wt/JPN/NT036/2013/G1P[8]
RVA/Human-wt/BEL/F05025/2013/G 9P[8]
RVA/Human-wt/BEL/F04226/2012/G 1P[8]
RVA/Human-wt/BEL/F02576/2010/G 4P(g]
RVA/V. USA ix-A41CB052A/1988/G1P1A[ 8]
RVA/Human-wt/BEL/F02335/2010/G 1P[8]
RVA/Human-wt/BEL/F03160/2011/G 1P[8]
RVA/Human-wt/BEL/F02290/2010/G 1P[8]
RVA/Human-wt/BEL/F02272/2010/G 1P[g]
RVA/Human-wt/BEL/F02269/2010/G 1P[8]
RVA/Human-wt/BEL/F01443/2009/G 1P(8]
RVA/Human-wt/ESP/SS454877/2011/G1P[8]
RVA/Human-wt/BEL/F01223/2009/G 9P[8]
RVA/Human-wt/BEL/F01219/2009/G 9P[8]
RVA/Human-wt/BEL/F03214/2011/G 1P[8]
RVA/Human-wt/BEL/F07049/2015/G 3P[8]
RVA/Human-wt/BEL/F07135/2015/G 3P[8]
RVA/Human-wt/BEL/F04099/2012/G 9P(8]
100 RVA/Human-wt/KEN/MRC-DPRU2427/2010/G9P[8]
RVA/Human-wt/BEL/F04120/2012/G 9P[8]
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Figure S7. The maximum likelihood tree of the NSP2 gene of the detected rotavirus
sequences with reference rotavirus genomes. The reference genomes are marked in
bold. The genotypes and lineages are shown next to the branches. Only the
bootstrap values above 70% are shown. The branch lengths are drawn to scale and

represent the nucleotide substitutions per site.



91y RVA/Human-wt/BEL/F03173/2011/G 9P[8]
RVA/Human-wt/BEL/F07067/2015/G12P[8]
RVA/Human-wt/BEL/BE00039/2008/G 1P[8]
RVA/Human-wt/BEL/F07264/2015/G12P[8]
RVA/Human-wt/BEL/F07215/2015/G 1P[8]
RVA/Human-wt/BEL/F07246/2015/G 9P[8]
RVA/Human-wt/BEL/F03069/2011/G 9P[8]
RVA/Human-wt/BEL/F05073/2013/G12P[8]
RVA/Human-wt/BEL/F04056/2012/G12P[8]
RVA/Human-wt/USA/CNMC17/2011/G12P[8]
RVA/Human-wt/BEL/F00371/2008/G 1P[8]
RVA/Human-wt/BEL/F04071/2012/G 1P[8]
100 RVA/Human-wt/BEL/F00374/2008/G 9P[8]
RVA/Human-wt/BEL/F00372/2008/G 9P[8]
RVA/Human-wt/BEL/F10181/2018/G 1P[8]
RVA/Human-wt/BEL/F04189/2012/G 9P[8]
RVA/Human-wt/BEL/F01260/2009/G 3P[8]
100 RVA/Human-wt/BEL/F03268/2011/G 2P[4]
RVA/Human-wt/BEL/F01219/2009/G 9P[8]
P RVA/Human-wt/BEL/F01223/2009/G 9P[8]
RVA/Human-wt/BEL/F04226/2012/G 1P[8]
- RVA/Human-wt/BEL/F10188/2018/G 4P[8]
96RVA/Human-wt/BEL/F03146/2011/G 4P[8]
95 RVA/Human-wt/ZWE/MRC-DPRU1850/2011/G 4P[8]
{ RVA/Human-wt/BEL/F02576/2010/G 4P[8]
L

NSP3

RVA/Human-wt/BEL/F05025/2013/G 9P[g]
RVA/Human-wt/BEL/F09648/2017/G 1P[8] T1
RVA/Vaccine/USA/Rotarix-A41CB052A/1988/G1P1A[ 8]
RVA/Human-tc/USA/Wa/1974/G 1P[8]
RVA/Human-wt/BEL/F02272/2010/G 1P[8]
RVA/Human-wt/BEL/F02335/2010/G 1P[g]
RVA/Human-wt/BEL/F03160/2011/G 1P[8]
RVA/Human-wt/BEL/F01443/2009/G 1P[8]
RVA/Human-wt/BEL/F02269/2010/G 1P[8]
98 RVA/Human-wt/ESP/SS454877/2011/G1P[8]
oRVA/Human-wt/BEL/F02290/2010/G 1P[g]
[{° RVA/Human-wt/BEL/F07049/2015/G 3P[g]
RVA/Human-wt/BEL/F07135/2015/G 3P[8]
_L RVA/Human-wt/BEL/F10090/2018/G 9P[8]

RVA/Human-wt/BEL/F09155/2017/G 9P[8]
RVA/Human-wt/BEL/F09274/2017/G 9P[8]
RVA/Human-wt/BEL/F09271/2017/G 9P(8]
RVA/Human-wt/BEL/F06088/2014/G 1P[8]
RVA/Human-wt/BEL/F05504/2013/G 1P[8]
RVA/Human-wt/BEL/F06047/2014/G 3P[8]
100 RVA/Human-wt/BEL/F05363/2013/G 3P[8]
RVA/Human-wt/BEL/F05244/2013/G 3P[8]
RVA/Human-wt/BEL/F07168/2015/G 3P[8]
96} RVA/Human-wt/BEL/F05209/2013/G 3P[8]
oo[| RVA/Human-wt/CHN/E2461/2011/G 3P[8]
RVA/Human-wt/BEL/F04268/2012/G 3P[8]
77| |l RVA/Human-wt/BEL/F03394/2011/G 3P(8]
*RVA/Human-wt/BEL/F04120/2012/G 9P[g]
RVA/Human-wt/BEL/F04099/2012/G 9P[8]
RVA/Human-wt/UGA/MRC-DPRU1944/2008/G 9P[8]

94 RVA/Vaccine/USA/RotaTeq-WI79-4/1992/G6P1A[8]
RVA/Roe-deer-wt/SLO/D38-14/2014/G6P[15]
99 RVA/Human-wt/ITA/PR1973/2009/G8 P[14] T6
100 RVA/Human-wt/BEL/F03011/2011/G6-G8 P[14]
RVA/Sheep-tc/ESP/OVR762/2002/G8P[14]

RVA/Human-wt/BEL/B10925/1997/G6P[14]
RVA/Human-wt/BEL/F09181/2017/G2P[4]
RVA/Human-wt/BEL/F10119/2018/G2P[4]
RVA/Human-wt/BEL/F09256/2017/G2P[4]

RVA/Human-wt/BEL/F05073/2013/G2P[4]
RVA/Human-wt/HUN/ERN5644/2012/G2P[4]

o3[ RVA/Human-wt/BEL/F05189/2013/G2P[4]
RVA/Human-wt/BEL/F05527/2013/G2P[4]
RVA/Human-wt/BEL/F06011/2014/G2P[4]
RVA/Human-wt/BEL/F01552/2009/G2P[4]

75| RVA/Human-wt/BEL/F01005/2009/G2P[4]
RVA/Human-wt/BEL/F01450/2009/G2P[4]

79[y RVA/Human-wt/MLI/Mali-104/2008/G2P[6]

94l RVA/Human-wt/BEL/F01387/2009/G2P[6]

%11 RVA/Human-wt/CMR/MRC-DPRU3016/XXXX/G 2P[6]

RVA/Human-wt/BEL/F02577/2010/G3P[6]
RVA/Human-wt/RUS/557/2017/G 2P[4]

F RVA/Human-wt/BEL/F07312/2015/G2P[4]

81

100

m

100

®

RVA/Human-wt/BEL/F06118/2014/G2P[4]
RVA/Human-wt/BEL/F03297/2011/G2P[4]
RVA/Human-wt/BEL/F03165/2011/G2P[4]
RVA/Human-wt/ITA/PA133/2011/G2P[4]
RVA/Human-wt/BEL/F04024/2012/G2P[4]
RVA/Human-wt/BEL/F04114/2012/G2P[4]
RVA/Human-wt/BEL/F02114/2010/G2P[4]
RVA/Human-wt/BEL/F03214/2011/G2P[4]
RVA/Human-wt/BEL/F02146/2010/G2P[4] T2
RVA/Human-wt/BEL/F03061/2011/G2P[4]

RVA/Human-wt/BEL/F10258/2018/G3P[8]
RVA/Human-wt/BEL/F10168/2018/G3P[8]

84 RVA/Human-wt/BEL/F10178/2018/G3P[8]
RVA/Human-wt/BEL/F01269/2009/G2P[4]
RVA/Human-wt/BEL/F02272/2010/G2P[4]

RVA/Human-wt/ITA/PA83/2007/G 2P[4]
RVA/Human-wt/BEL/F02402/2010/G2P[4]

“—— RVA/Human-tc/USA/DS-1/1976/G 2P[4]

RVA/Human-wt/BEL/F04047/2012/G2P[4]

RVA/Human-wt/BEL/F05466/2013/G2P[4]

RVA/Human-wt/BEL/F03159/2011/G2P[4]

RVA/Human-wt/BEL/F00325/2008/G2P[4]

RVA/Human-wt/BEL/F00495/2008/G2P[4]

RVA/Human-wt/BEL/F01097/2009/G2P[4]

RVA/Human-wt/BEL/F00396/2008/G2P[4]

RVA/Human-wt/BEL/F00450/2008/G2P[4]

RVA/Human-wt/BEL/F00440/2008/G2P[4]

100) RVA/Human-wt/BEL/F00442/2008/G2P[4]

RVA/Human-wt/ZAF/3203WC/2009/G 2P[4]

RVA/Human-wt/BEL/F01443/2009/G2P[4]

RVA/Human-wt/BEL/F00455/2008/G2P[4]
RVA/Human-wt/BEL/F06040/2014/G1P[8]

1[ RVA/Human-wt/BEL/F10257/2018/G3P[8]
RVA/H t/THA/LS-04/2013/G 2P[8]

RVA/Human-wt/BEL/F09825/2017/G3P[8]

RVA/Human-wt/THA/MS2014-0134/2014/G 3P[8]

~ RVA/Human-wt/BEL/F10324/2018/G3P[8]

©

90
71

©
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Figure S8. The maximum likelihood tree of the NSP3 gene of the detected rotavirus
sequences with reference rotavirus genomes. The reference genomes are marked in
bold. The genotypes and lineages are shown next to the branches. Only the
bootstrap values above 70% are shown. The branch lengths are drawn to scale and
represent the nucleotide substitutions per site.



RVA/Human-wt/HUN/ERN5644/2012/G2P[4]
RVA/Human-wt/BEL/F01552/2009/G2P[4]

RVA/Human-wt/BEL/F05527/2013/G2P[4]
RVA/Human-wt/BEL/F05189/2013/G2P[4]
80| RVA/Human-wt/BEL/F05073/2013/G2P[4]

RVA/Human-wt/BEL/F09181/2017/G 2P[4]
RVA/Human-wt/BEL/F10119/2018/G2P[4]
RVA/Human-wt/BEL/F09256/2017/G2P[4]
RVA/Human-wt/BEL/F06011/2014/G2P[4]

o] | RVA/Human-wt/ITA/PA133/2011/G2P[4]
RVA/Human-wt/BEL/F04024/2012/G2P[4]
RVA/Human-wt/BEL/F04114/2012/G2P[4]
RVA/Human-wt/BEL/F02114/2010/G2P[4]
RVA/Human-wt/BEL/F03268/2011/G2P[4]

RVA/Human-wt/BEL/F03061/2011/G 2P[4]
RVA/Human-wt/BEL/F02146/2010/G2P[4]
RVA/Human-wt/BEL/F03214/2011/G2P[4]
RVA/Human-wt/MWI/BID115/2012/G2P[4]

RVA/Human-wt/BEL/F01005/2009/G 2P[4]

82 RVA/Human-wt/BEL/B10925/1997/G6 P[14]

RVA/Human-wt/BEL/F03011/2011/G6-G8 P[14]

RVA/Sheep-tc/ESP/OVR762/2002/G8 P[14]

RVA/Human-wt/BEL/F02577/2010/G3P[6]

RVA/Human-wt/CMR/MRC-DPRU3016/XXXX/G 2P[6]

RVA/Human-wt/BEL/BE38/2007/G2P[4]

RVA/Roe-deer-wt/SLO/D38-14/2014/G6P[15]

RVA/Vaccine/USA/RotaTeq-WI79-4/1992/G6P1A[8]

RVA/Human-wt/BEL/F09825/2017/G3P[8] E2
100+ RVA/Human-wt/BEL/F10324/2018/G3P[8]
RVA/Human-wt/BEL/F10257/2018/G3P[g]
RVA/Human-wt/THA/MS2014-0134/2014/G 3P[8]
93 RVA/Human-wt/BEL/F10168/2018/G3P[8]
RVA/Human-wt/BEL/F10178/2018/G3P[8]
RVA/Human-wt/BEL/F10258/2018/G3P[8]
RVA/Human-wt/BEL/F03297/2011/G2P[4]
94 RVA/Human-wt/BEL/F06040/2014/G1P[8]
o RVA/Human-wt/THA/LS-04/2013/G 2P[8]
RVA/Human-wt/BEL/F06118/2014/G2P[4]
RVA/Human-wt/BEL/F07312/2015/G2P[4]

RVA/Human-wt/BEL/F00495/2008/G2P[4]

RVA/Human-wt/CAN/RT125-07/2008/G 2P[4]

RVA/Human-wt/BEL/F01097/2009/G2P[4]

1 RVA/Human-wt/BEL/F00325/2008/G 2P[4]

RVA/Human-wt/BEL/F00455/2008/G 2P[4]

RVA/Human-wt/BEL/F00450/2008/G 2P[4]

RVA/Human-wt/BEL/F00442/2008/G 2P[4]

RVA/Human-wt/BEL/F01443/2009/G2P[4]

RVA/Human-wt/BEL/F00396/2008/G 2P[4]

RVA/Human-wt/BEL/F00440/2008/G 2P[4]

RVA/Human-wt/ZAF/3203WC/2009/G 2P[4]

RVA/Human-wt/BEL/F02402/2010/G2P[4]

RVA/Human-wt/BEL/F01450/2009/G 2P[4]

RVA/Human-wt/BEL/F01269/2009/G2P[4]

RVA/Human-wt/BEL/F02272/2010/G2P[4]

RVA/Human-wt/BEL/F01387/2009/G 2P[6]

RVA/Human-wt/MLI/Mali-104/2008/G2P[6]

RVA/Human-wt/BEL/F03165/2011/G2P[4]

RVA/Human-wt/BEL/F04047/2012/G2P[4]

RVA/Human-wt/BEL/F03159/2011/G 2P[4]

RVA/Human-wt/BEL/F05466/2013/G2P[4]

L RVA/Human-tc/USA/DS-1/1976/G 2P[4]

5o 22r RVA/Human-wt/BEL/F07049/2015/G 3P[g]
RVA/Human-wt/BEL/F07135/2015/G 3P[8]

RVA/Human-wt/HUN/ERN5611/2012/G1P[8]

RVA/Human-wt/BEL/F03214/2011/G 1P[8]

RVA/Human-wt/BEL/F07067/2015/G12P[8]

RVA/Human-wt/BEL/F04189/2012/G 9P[8]

RVA/Human-tc/USA/Wa/1974/G 1P[8]

RVA/Vaccine/USA/Rotarix-A41CB052A/1988/G1P1A[ 8]

RVA/Human-wt/BEL/F10181/2018/G 1P[8]

100 | RVA/Human-wt/BEL/F03146/2011/G 4P[8]
. L 'RVA/Human-wt/ZWE/MRC-DPRU1850/2011/G 4P[8]

® RVA/Human-wt/BEL/F01219/2009/G 9P([8]
RVA/Human-wt/BEL/F01223/2009/G 9P[8]
I _RVA/Human-wt/BEL/F02576/2010/G 4P[g]
RVA/Human-wt/BEL/F05025/2013/G 9P[8]
L RVA/Human-wt/BEL/F04226/2012/G 1P[8]
RVA/Human-wt/BEL/F09274/2017/G 9P[8]
RVA/Human-wt/BEL/F09155/2017/G 9P[8]
RVA/Human-wt/BEL/F09271/2017/G 9P[8]
RVA/Human-wt/BEL/F06088/2014/G 1P[8]
RVA/Human-wt/BEL/F10090/2018/G 9P[8]
RVA/Human-wt/BEL/F02335/2010/G 1P[8]
RVA/Human-wt/BEL/F02269/2010/G 1P[8]
RVA/Human-wt/BEL/F05504/2013/G 1P[8]
RVA/Human-wt/BEL/F10188/2018/G 4P[8]
RVA/Human-wt/ESP/SS455348/2011/G1P[8]
RVA/Human-wt/BEL/F02290/2010/G 1P[8]
RVA/Human-wt/BEL/F03069/2011/G 9P[8] E1

84 RVA/Human-wt/BEL/F02272/2010/G 1P[8]

L RVA/Human-wt/BEL/F07246/2015/G 9P[8]

RVA/Human-wt/BEL/F03160/2011/G 1P[8]

RVA/Human-wt/BEL/F01443/2009/G 1P[8]

RVA/Human-wt/BEL/F03394/2011/G 3P[8]
RVA/Human-wt/BEL/F04268/2012/G 3P[8]

RVA/Human-wt/BEL/F01260/2009/G 3P[8]

RVA/Human-wt/BEL/F09648/2017/G 1P[8]
RVA/Human-wt/BEL/F00374/2008/G 9P[8]
RVA/Human-wt/BEL/F00372/2008/G 9P[8]

[_RVA/Human-w/BEL/F00371/2008/G 1P[g]

RVA/Human-wt/BEL/BE00039/2008/G 1P[8]

RVA/Human-wt/KEN/MRC-DPRU2427/2010/G9P[8]
RVA/Human-wt/BEL/F04099/2012/G 9P[8]
RVA/Human-wt/BEL/F04120/2012/G 9P[8]

RVA/Human-wt/BEL/F03173/2011/G 9P[8]
RVA/Human-wt/BEL/F04071/2012/G 1P[8]

82 RVA/Human-wt/BEL/F07215/2015/G 1P[8]

RVA/Human-wt/BEL/F05073/2013/G 12P[8]
RVA/Human-wt/BEL/F04056/2012/G12P[8]

RVA/Human-wt/BEL/F06047/2014/G 3P[8]

RVA/Human-wt/BEL/F05244/2013/G 3P[8]

RVA/Human-wt/BEL/F05363/2013/G 3P[8]

RVA/H /BEL/F07168/2015/G 3P[8]
RVA/Human-wt/BEL/F05209/2013/G 3P[8]
RVA/Human-wt/CHN/LL10131400/2010/G9P[8]

97 _~ RVA/Human-wt/ITA/IRG176/13/2013/G1 2P[8]

RVA/Human-wt/BEL/F07264/2015/G12P[8]

Figure S9. The maximum likelihood tree of the NSP4 gene of the detected rotavirus
sequences with reference rotavirus genomes. The reference genomes are marked in
bold. The genotypes and lineages are shown next to the branches. Only the
bootstrap values above 70% are shown. The branch lengths are drawn to scale and

represent the nucleotide substitutions per site.



RVA/Human-wt/BEL/F09155/2017/G 9P[8]
RVA/Human- wl/BEL/FlDOQO/ZDlB/G sp[s]
RVA/Human-wt/BEL/F09271/2017/G 9P[8]
RVA/Human- wtlEsP/55454877/2011/G1P[3]

RVA/Human-wt/BEL/F06088/2014/G 1P[8]
RVA/Human-wt/BEL/F02272/2010/G 1P[8]
RVA/Human-wt/BEL/F02335/2010/G 1P[8]
RVA/Human-wt/BEL/F02290/2010/G 1P[8]

RVA/Human-wt/BEL/F03160/2011/G 1P[8]

RVA/Human-wt/BEL/F02269/2010/G 1P[8]
RVA/Human-wt/BEL/F09274/2017/G 9P[8]
RVA/Human-wt/BEL/F07049/2015/G 3P[8]
RVA/Human-wt/BEL/F03394/2011/G 3P[8]

RVA/Human-wt/BEL/F07135/2015/G 3P[8]

RVA/Human-wt/BEL/F03214/2011/G 1P[g]

88 RVA/Human-wt/BEL/F04099/2012/G 9P[8]
RVA/Human-wt/BEL/F04120/2012/G 9P[8]
RVA/Human-wt/UGA/MRC-DPRU1944/2008/G 9P[8]

RVA/Human-wt/JPN/OT029/2013/G 9P[8]
RVA/Human-wt/BEL/F05244/2013/G 3P[8]
RVA/Human-wt/BEL/F07067/2015/G12P[8]
RVA/Human-wt/BEL/F05363/2013/G 3P[8]
RVA/Human-wt/BEL/F05209/2013/G 3P[8]
RVA/Human-wt/BEL/F06047/2014/G 3P[8]

RVA/Human-wt/BEL/F00374/2008/G 9P(8] H1

RVA/Human-wt/BEL/F00372/2008/G 9P[8]

RVA/Human-wt/BEL/F07168/2015/G 3P[8]

RVA/Human-wt/BEL/F04268/2012/G 3P[8]

RVA/Human-wt/BEL/F01260/2009/G 3P[8]

RVA/Human-wt/BEL/F00371/2008/G 1P[8]

RVA/Human-wt/USA/CNMC17/2011/G12P[8]

RVA/Human-wt/BEL/F04056/2012/G12P[8]
RVA/Human-wt/BEL/BE00039/2008/G 1P[8]
RVA/Human-wt/BEL/F03069/2011/G 9P[8]
RVA/Human-wt/BEL/F04071/2012/G 1P[8]
RVA/Human-wt/BEL/F07215/2015/G 1P[8]

RVA/Human-wt/BEL/F10188/2018/G 4P[8]
RVA/Human-wt/BEL/F07264/2015/G12P[g]
RVA/Human-wt/BEL/F03173/2011/G 9P[8]
RVA/Human-wt/CHN/E2461/2011/G 3P[8]
RVA/Human-wi/BEL/F04189/2012/G 9P[S]

—— RVA/Vaccine/USA/Rotarix-A41CB052A/1988/G1P1A[ 8]
L RVA/Human-tc/USA/Wal1974/G 1P[8]

RVA/Human-wt/BEL/F07246/2015/G 9P[8]
RVA/Human Wt/BEL/F05504/2013/G 1P[8]
RVA/Human-wt/BEL/F10181/2018/G 1P[8]
RVA/Human-wt/BEL/F09648/2017/G 1P[8]
RVA/Human-wt/BEL/F01223/2009/G 9P[8]
RVA/Human-wt/BEL/F01219/2009/G 9P(8]

RVA/Human-wt/BEL/F04226/2012/G 1P[8]
R\/A/Human wt/BEL/F02576/2010/G 4P[8]
RVA/Human- wl/BEL/F03146/2011/G P[8]

RVA/Human-wt/ZWE/MRC-DPRU1850/2011/G 4P[8]
RVA/Human-wt/BEL/F05025/2013/G 9P[8]
RVA/Human-wt/BEL/BE38/2007/G2P[4]

RVA/Roe-deer-wt/SLO/D38-14/2014/G6P[15]
RVA/Vaccine/USA/RotaTeq-WI79-4/1992/G6P1A[8] H 3
RVA/Human-wt/BEL/3011/2011/G6-G8 P[14]
RVA/Human-wt/BEL/B10925/1997/G6P[14]
RVA/Human-wt/ITA/PR1973/2009/G8 P[14]
RVA/Human-wt/BEL/F05073/2013/G2P[4]

RVA/Human-wt/BEL/F06011/2014/G2P[4]
RVA/Human-wt/BEL/F05189/2013/G2P[4]
RVA/Human-wt/BEL/F10257/2018/G3P[8]
RVA/Human-wt/BEL/F05527/2013/G2P[4]

NSP5S

RVA/Human-wt/BEL/F10324/2018/G3P[8]
RVA/Human-wt/HUN/ERN5644/2012/G2P[4]
RVA/Human-wt/BEL/F01552/2009/G2P[4]
RVA/Human-wt/BEL/F09256/2017/G2P[4]
RVA/Human-wt/BEL/F10119/2018/G2P[4]
RVA/Human-wt/BEL/F09181/2017/G2P[4]
RVA/Human-wt/BEL/F01005/2009/G2P[4]
RVA/Human-wt/BEL/F04024/2012/G2P[4]
RVA/Human-wt/BEL/F03268/2011/G2P[4]
RVA/Human-wt/BEL/F03061/2011/G2P[4]
RVA/Human-wt/ITA/PA133/2011/G2P[4]
RVA/Human-wt/BEL/F02114/2010/G2P[4]
RVA/Human-wt/BEL/F03214/2011/G2P[4]
RVA/Human-wt/BEL/F02146/2010/G2P[4]
RVA/Human-wt/BEL/F04114/2012/G2P[4]
RVA/Human-wt/BEL/F07312/2015/G2P[4]
RVA/Human-wt/RUS/557/2017/G 2P[4]
RVA/Human-wt/BEL/F03297/2011/G2P[4]
RVA/Human-wt/BEL/F03159/2011/G2P[4]

RVA/Human-wi/BEL/F04047/2012/G2P[4]
RVA/Human-wt/BEL/F05466/2013/G2P[4] H2

1

RVA/Human-wt/BEL/F06118/2014/G2P[4]
RVA/Human-wt/BEL/F03165/2011/G2P[4]
RVA/Human-wt/THA/LS-04/2013/G 2P[8]
RVA/Human-wt/BEL/F06040/2014/G1P[8]
RVA/Human- wl/BEL/F09525/2017/G3P[8]
98 RVA/H MLI/Mali-
RVA/Human wl/BEL/FDl387/2009/GZP[G]
RVA/Human-wt/CMR/MRC-DPRU3016/XXXX/G 2P[6]
RvA/Human -wt/BEL/F02577/2010/G3P[6]

RVA/Human-wt/ITA/PA83/2007/G 2P[4]

RVA/Human-wt/BEL/F02402/2010/G2P[4]

RVA/Human-wt/BEL/F10258/2018/G3P[8]
RVA/Human-wt/BEL/F01450/2009/G2P[4]

98, RVA/Human-wt/BEL/F10168/2018/G3P[8]
RVA/Human-wt/BEL/F10178/2018/G3P[8]
RVA/Human-wt/BEL/F01269/2009/G2P[4]

81 _ A/lHuman-tc/USA/DS-1/1976/G 2P[4]
RVA/Human-wt/BEL/F00455/2008/G2P[4]
RVA/Human-wt/BEL/F00396/2008/G2P[4]
RVA/Human-wt/BEL/F00440/2008/G2P[4]
RVA/Human-wt/BEL/F01097/2009/G2P[4]

71 RVA/Human-wt/BEL/F00442/2008/G 2P|

RVA/Human-wt/BEL/F00450/2008/G2P[4
RVA/Human- wl/BELIFOO325/2008/GZP 4]
RVA/Human-wt/BEL/F00495, P[4]
RVA/Human-wl/ZAFISZOBWCIZODQlG2’

RVA/Human-wt/BEL/F01443/2009/G2P[4]

RVA/Human-wt/BEL/F02272/2010/G2P[4]

he]
=
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Figure S10. The maximum likelihood tree of the NSP5 gene of the detected rotavirus
sequences with reference rotavirus genomes. The reference genomes are marked in
bold. The genotypes and lineages are shown next to the branches. Only the

bootstrap values above 70% are shown. The branch lengths are drawn to scale and

represent the nucleotide substitutions per site.



