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S3 Figure, related to Figure 3. Efficiency of crRNA for nox1, nox4 and nox5. Analysis of genome editing efficiency in larvae injected
with control or nox1 (A), nox4 (B) and nox5 (C) crRNA/Cas9 complexes and quantification rate of non-homologous end-joining
mediated repair (NHEJ) showing all insertions and deletions (INDELSs) (https://tide.nki.nl/).
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