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All available participants from the parent clinical trial contributed data and were included (280 participants) in the analysis, and this
determined the sample size.

No data were excluded from the analysis.

Quality control measures were replicated with each set of piperaquine assays conducted. If the quality control samples did not provide <10%
variability from prespecified piperaquine concentrations, then the concurrent assays were repeated using the same participant plasma
samples. Replication of all plasma piperaquine concentrations in the study was not possible as very small blood volumes were collected to
minimize harm for infant study participants and high costs of the assay. Similarly, for the genotyping of pfmdr1 and pfcrt conducted for this
manuscript, repetition of a genotype was conducted if the control samples did not provide expected results or the assay did not provide a
result. Replication of all results was not conducted to maintain costs within acceptable limits.

Participants were randomized to DP every 12 weeks or DP every 4 weeks by a parent clinical trial and not for the purposes of this analysis. The
parent clinical trial employed block randomization, with the exception that all children whose mothers received sulfadoxine-pyrimethamine
received DP every 12 weeks. This was to maximize the power of the parent study to determine if maternal malaria chemoprevention regimen
impacted childhood risk of malaria. To control for this, we evaluated maternal malaria chemoprevention regimen as a covariate in our PKPD
model.

All clinical and laboratory staff were blinded during collection of the clinical data and when obtaining the piperaquine concentrations and
genotype data described in this study. The first and last authors were unblinded to assist in obtaining and reporting preliminary results but
they were not involved in the clinical data collection.




