Figure S1. Risk table of included trials.
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Domains: Judgement
D1: Bias due to randomisation.
D2: Bias due to deviations from intended intervention. . Low

D3: Bias due to missing data.
D4: Bias due to outcome measurement.
D5 Bias due to selection of reported result.
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Figure S2. Funnel plot.
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Figure S3. Net heat plot.
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Figure S4. Forest plot of odds Ratios comparing neuropathy.
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Figure S5. Forest plot of odds Ratios comparing vomiting.
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Figure S6. Forest Plot of Odds Ratios Comparing neutropenia.
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Figure S7. Forest Plot of Odds Ratios Comparing thrombocytopenia.
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Figure S8. Forest Plot of Odds Ratios Comparing anemia.
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