
Supplemental Figures 

 

Figure S1: Validation of mutations in genes KCQN3, NRCAM, SCN11A, and CSF2RB across breast cancer 

cell lines using Sanger sequencing protocol. The rightmost panel shows CSF2RB mutation (G>T) in 

KAIMRC1 cells but not in MDA-MB-231 and MCF-7 cells. The red arrow and asterisks point site of 

changes.



 



Figure S2: Conservation of amino acid residues in protein IL3RB_HUMAN. S230 is highly conserved 

across vertebrates. This diagram is the output from “mutationassessor” program. 


