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HLA-G
TRIM31
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DPCR1

CFB
Céorf222
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IL22RA2
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RAETIL
TAGAP
MAS1
ALGIL5P
ILe
URGCP-MRPS24
AC004847.1
RAMP3
CcCL24
DLX6-AS1
ZAN
MUC3A
AC254629.1
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LEP
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Figure S2. All genes identified in differential gene expression analysis for CLAD versus non-CLAD LTRs. The 513 included genes had FDR p-value <0.05 and log2 fold-change > 1.5 or < -1.5.
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CLAD no ACR vs Non-CLAD no ACR CLAD ACR vs CLAD no ACR

Fold Change FDR p-value Fold Change FDR p-value
IDO1 15.82 9.27E-9 3.77 0.08
ADAMDEC1 4.53 3.04E-4 4.45 3.21E-3
TNFRSF6B 216.53 2.91E-11 1.82 0.83
SLC5A5 17.85 2.12E-8 -1.31 0.89
MMP9 6.06 1.43E-4 5.89 2.01E-3
SERPINA3 9.01 1.83E-5 -1.07 0.98
IGKC 7.69 1.69E-4 3.63 0.11
IGHA1 5.83 1.12E-3 1.97 0.58
BCL2L15 2.83 1.95E-9 131 0.98
MUC13 4.69 3.92E-7 1.27 0.83
C150rf48 3.94 9.85E-4 3.15 0.04
FCAR 6.81 9.82E-5 2.31 0.37
KRT6B 7.25 3.75E-7 -1.43 0.80
MIA 3.16 3.20E-5 1.29 0.79
IGHM 15.53 8.58E-6 4.05 0.15
CXCL9 6.51 1.59E-4 7.87 5.14E-4
CXCL13 15.47 2.19E-4 4.23 0.21
CXCR4 3.05 3.26E-3 3.71 2.84E-3
SAA2-SAA4 5.09 4.73E-6 1.75 0.48
CLC 4.91 0.01 9.81 4.13E-4
SAA2 6.27 3.22€-7 1.09 0.97
ATP10B 3.92 7.62E-6 1.37 0.73
CXCL8 3.63 4.53E-3 3.86 0.01
TCIM 4.19 5.00E-5 1.34 0.83
PTPRH 5.37 1.79E-5 1.30 0.84

Figure S3 — Differential gene expression by CLAD and acute cellular rejection (ACR): A comparison of
CLAD no ACR vs non-CLAD no ACR revealed findings very similar to the primary analysis for the top 25
genes. Comparing the CLAD ACR vs CLAD no ACR LTRs found 7/25 of the top genes were upregulated in
CLAD with ACR by FDR p-value.
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Figure S4: Gating strategy to analyze the allospecific CD8+ or CD4+ T cell alloimmune responses. Representative flow cytometric plots of gating strategy to analyze the
allospecific CD8+ or CD4+ T cells from LTR patient. Gating was done on BAL cells creating a lymphocyte gate on FSC and SSA plot and doublet exclusion based on a

FSC-A and FSC-H plot, with singlets inclusion, and live/CD3+ T cells, after we exclude the donor cells labeled with PKH-26 (PE channel) dye and gated on recipient live CD3+
labeled with CFSE (FITC channel) and subsequently, the subpopulations of CD4+ or CD8+ recipient T-cells, where the flow plot numbers indicate frequencies (%).

Plots are representative from the subset of n=6 LTRs, with CLAD and n=6 LTRs with non-CLAD. All cells were collected for flow cytometric analysis with a range of 0.5-1x106

total events/condition collected using LSR Fortessa-cytometer with a UV-Laser (BD Biosciences) Data analysis and graphic representations were done with
FlowJo v.10 (TreeStar, Ashland, OR).
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