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 AT3G14230 ESAEQAEKSSKRKRKNQYRGIRQRPWGKWAAEIRDP-----RKGSREWLGTFDTAEEAARAYDAAARRIRG--------------------TKAKVNFPEEKNPSV   191
 AT1G53910 GLDGDAEKSANRKRKNQYRGIRQRPWGKWAAEIRDP-----REGARIWLGTFKTAEEAARAYDAAARRIRG--------------------SKAKVNFPEE-NMKA   187
   JrERF01 ESNGQAEKSAKRKRKNQYRGIRQRPWGKWAAEIRDP-----RKGVRVWLGTFNTAEEAARAYDAEARKIRG--------------------KKAKVNFPDE--SAR   172
 AT1G72360 HHASGSASDGKKKQSSRYKGIRRRPWGRWAAEIRDP-----IKGVRVWLGTFNTAEEAARAYDLEAKRIRG--------------------AKAKLNFPNE-----   134
   JrERF28 GVHEEEKKPAKRQRKNLYRGIRQRPWGKWAAEIRDP-----RKGVRVWLGTFNTAEEAARAYDREARKIRG--------------------KKAKVNFPNEDKVDG   139
 AT2G47520 -VSEE--RDGKRERKNLYRGIRQRPWGKWAAEIRDP-----SKGVRVWLGTFKTADEAARAYDVAAIKIRG--------------------RKAKLNFPN------   107
   JrERF05 SQLAEKESKCQRTRKNVYRGIRQRPWGKWAAEIRDP-----HKGVRVWLGTYNTAEEAARAYDEAAKRIRG--------------------DKAKLNFAKL-----   147
 AT3G16770 EQATEPGK--RRKRKNVYRGIRKRPWGKWAAEIRDP-----RKGVRVWLGTFNTAEEAAMAYDVAAKQIRG--------------------DKAKLNFPDL-----   137
   JrERF06 --------EENPKKEKSYRGVRRRPWGKYAAEIRDST----RRGIRVWLGTFDSAEAAALAYDQAAFSMRG--------------------ALAVLNFPVEVVRES   172
 AT3G23240 ------------KSEKSYRGVRRRPWGKFAAEIRDST----RNGIRVWLGTFESAEEAALAYDQAAFSMRG--------------------SSAILNFSAERVQES   146
 AT2G31230 --------KVGIDEERSYRGVRKRPWGKFAAEIRDST----RNGIRVWLGTFDKAEEAALAYDQAAFATKG--------------------SLATLNFPVEVVRES   150
 AT1G06160 ---------------KSYRGVRKRPWGKFAAEIRDST----RKGIRVWLGTFDTAEAAALAYDQAAFALKG--------------------SLAVLNFPADVVEES   146
 AT1G04370 -----------------YRGVRRRPWGKYAAEIRDSR----KHGERVWLGTFDTAEDAARAYDRAAYSMRG--------------------KAAILNFPHEYNMG-    83
 AT3G23220 -----------------YRGVRKRPWGKYAAEIRDSA----RHGARVWLGTFNTAEDAARAYDRAAFGMRG--------------------QRAILNFPHEYQMMK    78
 AT3G23230 -------------KQARFRGVRRRPWGKFAAEIRDPS----RNGARLWLGTFETAEEAARAYDRAAFNLRG--------------------HLAILNFP-------    77
 AT4G18450 --------SRVSCKTRKYRGVRKRPWGKFAAEIRDST----RNGVRVWLGTFQTAEEAAMAYDKAAVRIRGT-------------------QKAHTNFQLETVIKA   175
 AT5G07580 QSVKKAERFEEEVDARHYRGVRRRPWGKFAAEIRDPA----KKGSRIWLGTFESDVDAARAYDCAAFKLRG--------------------RKAVLNFPLDAGKYE   174
 AT5G61590 SNRKKTKRFEET---RHYRGVRRRPWGKFAAEIRDPA----KKGSRIWLGTFESDIDAARAYDYAAFKLRG--------------------RKAVLNFPLDAGKYD   171
   JrERF27 GSIVKVSDCGYQQQGRHYRGVRRRPWGKFAAEIRDPT----RNGRRAWLGTFDTDVDAAKAYDCAAFKMRG--------------------RKAILNFPLEAGVST   178
 AT5G47230 TKP------VSEEEKKHYRGVRQRPWGKFAAEIRDPN----KRGSRVWLGTFDTAIEAARAYDEAAFRLRG--------------------SKAILNFPLEVGKWK   220
 AT4G17490 PVPV-----VAAEEKRHYRGVRMRPWGKFAAEIRDPT----RRGTRVWLGTFETAIEAARAYDKEAFRLRG--------------------SKAILNFPLEVDKWN   201
   JrERF38 SSLSSVEQNASFEAKKHYRGIRQRPWGKYAAEIRDPN----RRGSRVWLGTFDTAIEAAKAYDRAAFKLRG--------------------SKAILNFPLEVGNSD   248
 AT5G51190 ----------NDQ--RHYRGVRRRPWGKYAAEIRDPN----KKGVRVWLGTFDTAMEAARGYDKAAFKLRG--------------------SKAILNFPLEAGKHE   136
 AT5G61600 ----------KEEEERHYRGVRRRPWGKYAAEIRDPN----KKGCRIWLGTYDTAVEAGRAYDQAAFQLRG--------------------RKAILNFPLDVRVTS   152
 AT4G17500 T----------AAKGKHYRGVRQRPWGKFAAEIRDPA----KNGARVWLGTFETAEDAALAYDRAAFRMRG--------------------SRALLNFPLRVNSGE   212
 AT5G47220 T----------AVKAKHYRGVRQRPWGKFAAEIRDPA----KNGARVWLGTFETAEDAALAYDIAAFRMRG--------------------SRALLNFPLRVNSGE   181
   JrERF37 PSQKEAAPLVVPAKGKHYRGVRQRPWGKFAAEIRDPA----KNGARVWLGTFETAEDAALAYDRAAYRMRG--------------------SRALLNFPLRVNSGE   221
 AT2G44840 -----------RQKGMQYRGVRRRPWGKFAAEIRDPK----KNGARVWLGTYETPEDAAVAYDRAAFQLRG--------------------SKAKLNFPHLIGSCK   156
   JrERF41 PSSENVSNEETGERRRRYRGVRQRPWGKWAAEIRDP-----HKAARVWLGTFDTAEAAARAYDEAALRFRG--------------------SRAKLNFP-------   242
 AT5G50080 --------EEAREKKRRYRGVRQRPWGKWAAEIRDP-----HRAARVWLGTFDTAEAAARAYDEAALRFRG--------------------NKAKLNFP-------   133
   JrERF15 PAYEYNKETYTEEPRRRYRGVRQRPWGKWAAEIRDP-----FKAARVWLGTFDTAEAAAQAYDEAALRFRG--------------------NKAKLNFP-------   244
 AT1G43160 ---------------KKYRGVRQRPWGKWAAEIRDP-----HKATRVWLGTFETAEAAARAYDAAALRFRG--------------------SKAKLNFP-------   117
 AT5G64750 TASSETSSFSGDQPRRRYRGVRQRPWGKWAAEIRDP-----FKAARVWLGTFDNAESAARAYDEAALRFRG--------------------NKAKLNFP-------   241
   JrERF25 ---------------RHYRGVRQRPWGKWAAEIRDP-----KKAARVWLGTFDTAEDAALAYDRAALRFKG--------------------AKAKLNFP-------   112
 AT5G13330 ---------------RHYRGVRQRPWGKWAAEIRDP-----KKAARVWLGTFETAEEAALAYDRAALKFKG--------------------TKAKLNFP-------    95
 AT5G07310 ---------------RHYRGVRQRPWGKWAAEIRDP-----QKAARVWLGTFETAEAAALAYDNAALKFKG--------------------SKAKLNFP-------   148
 AT5G61890 ---------------RHYRGVRQRPWGKWAAEIRDP-----KKAARVWLGTFETAESAALAYDEAALKFKG--------------------SKAKLNFP-------   146
 AT1G12980 -----------------YRGVRRRPWGRYAAEIRDP-----MSKERRWLGTFDTAEQAACAYDSAARAFRG--------------------AKARTNFTYPTAVIM   120
 AT2G33710 -----------------YRGVRQRPWGKWAAEIRDP-----NKAARVWLGTFDTAEEAALAYDKAAFEFRG--------------------HKAKLNFP-------   126
 AT2G20350 -----------------HKGVRKKPSGKWAAEIWDP-----SLKVRRWLGTFPTAEMAAKAYNDAAAEFVG--------------------RRS------------   138
 AT5G67000 -----------------YKGVRKKPSGKWAAEIWDP-----RSKSRRWLGTFLTAEMAAQSYNDAAAEYR------------------------------------   168
 AT5G67010 -----------------HKGVRKKPSGKWSAEIWDP-----STRTRRWLGTFPTAEMAADAYDEAAAALVE--------------------KRS------------   141
   JrERF02 -----------KKEKRNYRGVRQRPWGKWAAEIRDP-----RRAVRVWLGTFATAEQAARAYDRAAIEFRG--------------------TRAKLNFP-------   177
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   JrERF24 KGKLPAEATKRRAKKY-YRGVRQRPWGKWAAEIRDP-----KRAIRVWLGTFNTAEEAARAYDKAAIDFRG--------------------PRAKLNFP-------   180
 AT4G34410 KAEGGGKIRKRKNKKNGYRGVRQRPWGKFAAEIRDP-----KRATRVWLGTFETAEDAARAYDRAAIGFRG--------------------PRAKLNFP-------   192
   JrERF04 ---RKPDTQRGGTRHPVFRGVRKRRWGKWVSEIREP-----RKKTRIWLGSFPAPEMAAKAYDVAAYCLKGR--------------------KAQLNFP-------   100
   JrERF08 ---KKPIRQR--RTDTRFRGVRKRSWGRYVSEIRLP-----RQKTRIWLGSFGSPEMAARAYDSAAFFLKGN--------------------SACLNFP-------   101
   JrERF07 ---KRPR--VDCSKHPVFRGVRMRSWGKWVSEIREP-----RKKSRIWLGTFSTPEMAARAHDVAALSIKGN--------------------SAVLNFP-------   115
   JrERF13 PDPKQPKRARDNSKHAVYRGVRMRSWGKWVSEIREP-----RKKNRIWLGTFSTPEMAARAHDVAALSIKGN--------------------SAILNFP-------   122
   JrERF39 ENKKRVK-SRDDGKHPTYRGVRIRQWGKWVSEIREP-----RKKSRIWLGTFSTPEMAARAHDVAALTIKGQ--------------------SAFLNFP-------   130
   JrERF11 SSRASSGQQAASGGSPKYRGVRSR-SGKWVSEIREP-----RKTTRIWLGTYPTPEMAAAAYDVAVLALKGP--------------------DTFLNFP-------   131
   JrERF35 SPKPAMASSSSSR-HPMYRGIRCR-SGKWVSEIREP-----RKTTRIWLGTFPTPEMAAAAYDVAALALKGG--------------------DAVLNFP-------   124
   JrERF09 S--------------PAYRGVRKRKWGKWVSEIRAP-----GKKTRIWLGSYEAPEMAAAAYDVAALHLRGR--------------------GTPLNFP-------    70
   JrERF10 ----GANTGASTSQQKKYKGVRQRKWGKWVSEIRVP-----GSQERLWLGSFATPEAAAVARDVAYYCLRGSS------------------TLDNLNFP-------    79
   JrERF22 KQMPSISASASASIKKKYKGVRMRSWGSWVSEIRAP-----NQKTRIWLGSYSTPEAAARAYDAALLCLKGS--------------------KANLNFP-------    87
   JrERF18 EREENRRKRGVEMCERPYKGIRMRKWGKWVAEIREP-----NKRSRIWLGSYSTPVAAARAYDTAVFYLRGP--------------------SARLNFP-------    82
   JrERF42 TSTSAEKRKQRQNQEKPYRGIRMRKWGKWVAEIREP-----NKRSRIWLGSYTTPVAAARAYDTAVFYLRGP--------------------SARLNFP-------    82
   JrERF33 ACTSSTSGYINPCKKKLYRGVRQRHWGKWVAEIRLP-----QNRMRVWLGTYDTAEAAAYAYDRAAYKLRGE--------------------YARLNFPNLTDPSM   174
   JrERF19 -MVKQTTEKPAERSDSKYKGVRKRKWGKWVSEIRLP-----NSRERIWLGSYDSAQKAARAFDAALFCLRGR--------------------TAKFNFPE------    74
   JrERF16 KTIPMKHVGTPSKPAKLYRGVRQRHWGKWVAEIRLP-----KNRTRLWLGTFDTAEEAALAYDKAAYKLRGE--------------------FARLNFPHLKHQGA   249
   JrERF26 KPIAMKHVGSPPKPTKLYRGVRQRHWGKWVAEIRLP-----KNRTRLWLGTFDTAEEAALAYDRAAYKLRGD--------------------FARLNFPNLRHQ--   249
   JrERF20 ----------MVQSK-KFRGVRQRHWGSWVSEIRHP-----LLKRRVWLGTFETAEEAARAYDQAAILMSGR--------------------NAKTNFPTTQTSTG    70
 AT1G15360 ----------MVQTK-KFRGVRQRHWGSWVAEIRHP-----LLKRRIWLGTFETAEEAARAYDEAAVLMSGR--------------------NAKTNFPLNNNNTG    70
 AT5G11190 ----------MVHSR-KFRGVRQRQWGSWVSEIRHP-----LLKRRVWLGTFETAEAAARAYDQAALLMNGQ--------------------NAKTNFPVVKSEEG    70
 AT5G25390 ----------MVHSK-KFRGVRQRQWGSWVSEIRHP-----LL---VWLGTFDTAETAARAYDQAAVLMNGQ--------------------SAKTNFPVIKSN-G    66
   JrERF30 ----------MVHSK-KFRGVRQRQWGSWVSEIRHP-----LLKRRVWLGTFETAEAAARAYDQAAILMSGQ--------------------NAKTNFPTANGR--    68
 AT5G25190 ----------MARPQQRFRGVRQRHWGSWVSEIRHP-----LLKTRIWLGTFETAEDAARAYDEAARLMCGP--------------------RARTNFPYNPNA--    69
 AT1G50640 -----------SVKEIRFRGVRKRPWGRFAAEIRDP-----WKKARVWLGTFDSAEEAARAYDSAARNLRGP--------------------KAKTNFPIDSSSPP    91
 AT3G20310 -----------SVKEPRYRGVRKRPWGRFAAEIRDP-----LKKSRVWLGTFDSAVDAARAYDTAARNLRGP--------------------KAKTNFPIDCS-PS    89
   JrERF36 -----------PGNEPRYRGVRKRPWGRFAAEIRDP-----WKKTRVWLGTFDSAEDAARAYDTAARNLRGP--------------------KAKTNFPLSPSSYF    99
   JrERF12 -----------IIKEVKFRGVRKRPWGRFAAEIRDP-----WKKTRVWLGTFDSAEDAARAYDAAALSLRGP--------------------KAKINFPLTAPQLA    99
   JrERF31 ------------AREGHYRGVRKRPWGRYAAEIRDP-----WKKTRVWLGTFDTPEEAALAYDGAARNLRGA--------------------KAKTNFPAPVTAGL    72
 AT1G28360 -----------CAREVHYRGVRKRPWGRYAAEIRDP-----WKKTRVWLGTFDTPEEAALAYDGAARFLRGI--------------------KAKTNFPSPLSLDL    75
   JrERF14 -----------KRMAVHFRGVRKRPWGRFAAEIRDP-----WRKTRKWLGTFDTAEEAALAYDEAAISLRGI--------------------KARTNFGLHGLVIT    94
   JrERF21 -----------KRREVHFRGVRKRPWGRFAAEIRDP-----WRKTRKWLGTFDTAEEAALAYDEAAISLRGI--------------------KARTNFGLRGLVIT    94
   JrERF17 -------------KEMHYRGVRKRPWGRYAAEIRDP-----GKKSRVWLGTFDTAEEAAHAYDAAAREFRGS--------------------KAKTNFPSP-----    87
   JrERF40 -------------KEIRFRGVRKRPWGRYAAEIRDP-----GKKTRVWLGTFDTAEEAARAYDSAAREFRGV--------------------KAKTNFPNPSSDLT    84
 AT3G15210 ------------AKEIRYRGVRKRPWGRYAAEIRDP-----GKKTRVWLGTFDTAEEAARAYDTAARDFRGA--------------------KAKTNFPTFLELSD    88
 AT1G53170 -----------AAKEIRYRGVRKRPWGRYAAEIRDP-----VKKTRVWLGTFDTAQQAARAYDAAARDFRGV--------------------KAKTNFGVIVGSS-    93
   JrERF32 -----------NGKEVHFRGVRKRPWGRYAAEIRDP-----GKKSRVWLGTFDTAEEAARAYDAAAREFRGA--------------------KAKTNFPFGSDNVD    86
 AT1G28370 -----------EGNGVRYRGVRKRPWGRYAAEIRDP-----FKKSRVWLGTFDTPEEAARAYDKRAIEFRGA--------------------KAKTNFPCYNINAH   121
 AT5G44210 -----------MRKEVHFRGVRKRPWGRYAAEIRDP-----GKKTRVWLGTFDTAEEAARAYDTAAREFRGS--------------------KAKTNFPLPGE---    93
 AT1G03800 -----VNDGGEKSKEVRYRGVRRRPWGRYAAEIRDP-----VKKKRVWLGSFNTGEEAARAYDSAAIRFRGS--------------------KATTNFPLIGYYGI   116
 AT1G12890 ----------------KYLGVRRRPWGRYAAEIRNP-----FTKERHWLGTFDTAEEAAFAYDVAARSISGS--------------------LATTNFFYTENTSL    84
 AT1G24590 -----SGAGASGVSTIRYRGVRRRPWGRYAAEIRDP-----LSKERRWLGTFDTAEEAACAYDCAARAMRGL--------------------KARTNFVYPMPSLD   121
 AT5G13910 -----------QVG-TRFLGVRRRPWGRYAAEIRDP-----TTKERHWLGTFDTAEEAALAYDRAARSMRGT--------------------RARTNFVYSDMPPS    83
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 AT5G18560 -----------QAEPGRFLGVRRRPWGRYAAEIRDP-----TTKERHWLGTFDTAHEAALAYDRAALSMRGT--------------------QARTNFVYTPTDVH   118
 AT1G28160 -----------HIEEIKYVGVRRRPWGRYAAEIRNP-----TTKERYWLGTFDTAEEAALAYDRAARSIRGL--------------------TARTNFVYSDMPRG   102
   JrERF29 KKTPLKAQQQCIPDIKRYRGVRQRPWGRWAAEIRDPL-----RRTRVWLGTYDTAEEAAMVYDRAAIRLRGP--------------------DALTNFVKPPLSSP   182
 AT2G46310 PAAAAENGGDLVKSVVKYRGVRQRPWGKFAAEIRDPS-----SRTRLWLGTFATAEEAAIGYDRAAIRIKGH--------------------NAQTNFLTP----P   158
 AT4G11140 --VPVVVTTAT----RKFRGVRQRPWGKWAAEIRDPS-----RRVRVWLGTFDTAEEAAIVYDNAAIQLRGP--------------------NAELNF--------   142
 AT4G23750 TVSPVVSATTTTTGEKKFRGVRQRPWGKWAAEIRDPL-----KRVRLWLGTYNTAEEAAMVYDNAAIQLRGP--------------------DALTNFSVTPTTAT   185
   JrERF34 ESHRVLKVPGA----RKFRGVRQRPWGKWAAEIRDPL-----RRIRLWLGTYDTAEEAAMVYDNAAIQLRGP--------------------DAFTNFA-------   171
 AT1G22985 --ASLLAARNTTANKKKFRGVRQRPWGKWAAEIRCGR--VKGRPERIWLGTFETAEEAALAYDNAAIQLIGP--------------------DAPTNFG-------   134
 AT1G71130 --AEFLKTAKT---EKKYRGVRQRPWGKWVAEIRCGRGACKGRRDRLWLGTFNTAEEAALAYDNASIKLIGP--------------------HAPTNFG-------   140
 AT4G27950 VQKP----SVSGQNQKKYRGVRQRPWGKWAAEIRDPE-----QRRRIWLGTFATAEEAAIVYDNAAIKLRGP--------------------DALTNFTVQP----   177
 AT5G53290 RQRPNNKVSVSGQ-IKKFRGVRQRPWGKWAAEIRDPE-----QRRRIWLGTFETAEEAAVVYDNAAIRLRGP--------------------DALTNFSIPPQEEE   188
   JrERF43 --------SSRRPSSSKYRGVRQRKWGKWAAEIRDP-----FKGARIWLGTFNTPEEASEAYEKKRLEFESAMAAN------------ANSEKSKNKAAVSSAAVS   196
   JrERF44 --------ARKRPSSSKYRGVRQRKWGKWAAEIRDP-----FKGARIWLGTYNTPEEASEAYQRKRLEFEAAMTAN------------AASKKSNNDAASSSSAVA   192
 AT1G25470 ----------STRQFKYPVGVRPRPSGKFAAEILNP-----FTKTKKWLGTYETPAEAEKAYVDKKVEYDALASSG------------S----AVSSSVVT--VTS   146
 AT1G68550 ----------PAVPRKKPVGVRQRKWGKWAAEIRDP-----IKKTRTWLGTFDTLEEAAKAYDAKKLEFDAIVAGN------------V----STTKRDVSSSETS   180
 AT3G25890 -------VGRSSTTVSKPVGVRQRKWGKWAAEIRHP-----ITKVRTWLGTYETLEQAADAYATKKLEFDALAAAT------------S----AASSVLSN-----   193
   JrERF23 ----------QPGGTMRYRGVRRRPWGRYAAEIRDP-----QSKERRWLGTFDTAEDAACAYDLAARAMRGLKARTNFVYPAPPPPSATDTFLPPFNFPRQSRRPA   109
 AT1G80580 -------GRKMPQKTGGFMGVRKRPWGRWSAEIRDR-----IGRCRHWLGTFDTAEEAARAYDAAARRLRGT--------------------KAKTNFVIPP----   175
 AT5G19790 -------------NKTKFVGVRQRPSGKWVAEIKDT-----TQKIRMWLGTFETAEEAARAYDEAACLLRGS--------------------NTRTNFANHFPNNS    85
 AT1G49120 -----------RKTSSGFKGVRRRPWGKFAAEIRNP-----FEKKRKWLGTFPTEEEAAEAYQKSKREFDERLG-------------LVKQEKDLVDLTKPCGVRK   157
   JrERF03 --KRHRRKLFQNQEPCLMRGVYYK-NMKWQAAIKVD-------KKQIHLGTVGSQEEAARLYDRAAFMCGRE-----------------------PNFELSE----   158
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