
Description of Additional Supplementary Files  

Supplementary Data 1. SARS-Cov-2 sequences isolated from minks and humans used in the 

phylogenetic analysis. Metadata include Virus.name, ENA and GISAID Accession ID, Cluster number, 

Host, Farm ID, Collect Date, Amino acid substitutions in Spike protein. 

 

Supplementary Data 2. The epidemiology metadata of mink farm NB1-68. Metadata include Farm ID, 

Epi-week, Mink cluster, Province, Human density (per sq km per town), Number of isolated sequences, 

Mink population, Days until final culling, Code for veterinary practice, feed company and personnel 

links. 

 


