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Additional file 2: Files S1-S3 



File S1. Original gel of Coomassie-stained SDS-PAGE. Lanes 2-5 correspond to protein pro�les shown in Fig. 1D.
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File S2. Original autoradiograms. Lanes 3-4 of 14C-labelled proteins (a), monosaccharides (b), lipids (c), and 
fatty acids (d) are shown in Additional �le 1: Fig. S3A.
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File S3. Original western blots. Lanes 6-9, 1-4, 2-5, and 2-5 of immunodetected phosphoglucose isomerase (a), 
enolase (b), α-tubulin (c), and succinate dehydrogenase subunit I (d), respectively, are shown in Fig. 5.
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