Figure 3b

Blot 1 - boxes indicate regions shown in figure, each image is either a different channel, antibody, or different exposure of the same blot
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Figure 3d.

Blot 1 - boxes indicate regions shown in figure, each image is either a different channel, antibody, or different exposure of the same blot
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Figure

3h.
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Extended Data Figure 9.

Blot 1 - boxes indicate regions shown in Extended Data Figure 9
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