TB-positive

800000

800000

1500000

«» 600000 «» 600000 »
g 3 $ 1000000
S & 8
£ 400000 £ 400000 £
3 3 3
o 3] © 500000
© 200000~ © 200000~ °
0 0 0
0 20 40 60 80 100 120 140 160 180 200 0 20 40 60 80 100 120 140 160 180 200 0 20 40 60 80 100 120 140 160 180 200
fragment length (bp) fragment length (bp) fragment length (bp)
400000 04 600000 - 05 1000000 06
» 300000 " o 800000
Q @ 400000 Q
e e 2 600000~
2 200000+ 2 g
=] =] =]
400000
8 8 200000 8
© 100000+ ° ° 200000+
0 0 0
0 20 40 60 80 100 120 140 160 180 200 0 20 40 60 80 100 120 140 160 180 200 0 20 40 60 80 100 120 140 160 180 200
fragment length (bp) fragment length (bp) fragment length (bp)
800000 07 1500000 08 1500000 09
« 600000 ® ”
g 2 1000000~ $ 1000000
s s s
£ 400000 £ £
3 3 3
o © 500000 © 500000
© 200000- ° °
0 1 1 1 1 1 1 1 1 1 1 0 1 1 1 1 1 1 1 1 1 1 0 1 1 1 1 1 1 1 1 1 1
0 20 40 60 80 100 120 140 160 180 200 0 20 40 60 80 100 120 140 160 180 200 0 20 40 60 80 100 120 140 160 180 200
fragment length (bp) fragment length (bp) fragment length (bp)
TB-negative
400000 10 300000 11 300000 12
«» 300000 » @
3 2 200000~ $ 200000
s s 8
£ 200000 £ £
3 3 3
o © 100000 © 100000
© 100000~ °© °
0 0 0
0 20 40 60 80 100 120 140 160 180 200 0 20 40 60 80 100 120 140 160 180 200 0 20 40 60 80 100 120 140 160 180 200

fragment length (bp)

fragment length (bp)

fragment length (bp)

Supplemental Fig. S1: Fragment length distribution of cfDNA mapped to the human genome in each sample.



