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6KTL_Paracoccus_laeviglucosivorans

WP_015805526_Actinosynnema_mirum_actinobacteria

WP_035119487_Cohnella_panacarvi_bacilli

PRP87257_Planoprotostelium_fungivorum_variosea

WP_086821788_Allokutzneria_sp._actinobacteria

4HKT_Sinorhizobium_meliloti

WP_102227384_Dolosicoccus_paucivorans_bacilli

MBP07571_Marinovum_sp._rhodobacterales

WP_100294879_Aeromonas_cavernicola_aeromonadales

WP_097108889_Hoe�ea_halophila_rhizobiales

Pelo11053

WP_099125265_Xenorhabdus_stockiae_enterobacterales

WP_050934066_Vibrio_harveyi_vibrionales

MBE1403445_Bosea_sp._rhizobiales

MAV72355_Marinovum_sp._rhodobacterales

CBY13724_Oikopleura_dioica_eumetazoa

NRB23839_Shewanella_sp._alteromonadales

XP_033327252_Megalopta_genalis_eumetazoa

2GLX_Sinorhizobium_morelense

WP_149474964_Oceanobacillus_polygoni_bacilli

WP_107845477_Litoreibacter_ponti_rhodobacterales

EDI_106680_Entamoeba_dispar_archamoebae

3CEA_Lactobacillus_plantarum

TFJ80368_Nannochloropsis_salina_ochrophyta

WP_105374828_Neorhizobium_rhizobiales

WP_008549805_Pseudovibrio_rhodobacterales

WP_146288769_Devosia_ginsengisoli_rhizobiales

WP_158052941_Gulosibacter_chungangensis_actinobacteria

WP_011566568_Roseobacter_denitri�cans_rhodobacterales

XP_013791504_Limulus_polyphemus_eumetazoa

Pelo3967_Pelomyxa_archamoebae

WP_096994546_Vibrio_thalassae_vibrionales

XP_002286611_Thalassiosira_pseudonana_ochrophyta

WP_183482086_Martelella_radicis_rhizobiales

1H6A_Zymomonas_mobilis

Pelo13800

SDE30349_Bacillus_aryabhattai_bacilli

WP_197309731_Methylobrevis_sp._rhizobiales

WP_063088782_Unclassi�ed_thalassospira_rhodospirillales

OYW00207_Acidiphilium_sp._rhodospirillales

WP_118900681_Bombilactobacillus_bombi_bacilli

XP_005778861_Emiliania_huxleyi_haptophyta

XP_003743187_Galendromus_occidentalis_eumetazoa

WP_110144134_Legionella_qingyii_legionellales

RZO30805_Sar116_cluster_alphaproteobacteria

Pelo3265

WP_036583643_Paenibacillus_darwinianus_bacilli

WP_142833987_Paenimaribius_caenipelagi_rhodobacterales

WP_108851978_De�uviimonas_aquaemixtae_rhodobacterales
WP_121898925_Rhodophyticola_porphyridii_rhodobacterales

WP_108782694_Pontivivens_insulae_rhodobacterales

XP_005537672_Cyanidioschyzon_merolae_rhodophyta

WP_139974025_Ochrobactrum_sp._rhizobiales

OSX69689_Porphyra_umbilicalis_rhodophyta

3EZY_Thermotoga_maritime

RCL76924_Sar116_cluster_alphaproteobacteria

XP_033097870_Anneissia_japonica_eumetazoa

XP_009860374_Ciona_intestinalis_eumetazoa

WP_101533203_Cohaesibacter_celericrescens_rhizobiales

WP_119847863_Paenibacillus_lautus_bacilli

3EUW_Corynebacterium_glutamicum

WP_045775945_Elstera_litoralis_rhodospirillales

WP_102875853_Phaeobacter_inhibens_rhodobacterales

TDI95449_Caldithrix_sp._calditrichales

TYZ62879_Pythium_brassicum_oomycota

WP_106780765_Lysinibacillus_timonensis_bacilli

EHI_125740_Entamoeba_histolytica_archamoebae

WP_148986029_Bacillus_maris�avi_bacilli

WP_111085104_Curtobacterium_sp._actinobacteria

WP_058531434_Legionella_rubrilucens_legionellales

XP_026326790_Hyposmocoma_kahamanoa_eumetazoa

ODM94418_Orchesella_cincta_eumetazoa

EMO_026700_Entamoeba_moshkovskii_archamoebae

WP_003222657_Bacillus_bacilli

WP_134499338_Microvirga_pakistanensis_rhizobiales

AEQ50322_Pelagibacterium_halotolerans_rhizobiales

XP_033364925_Bombus_vosnesenskii_eumetazoa

WP_028672051_Saccharospirillum_impatiens_oceanospirillales

WP_076626628_Tateyamaria_omphalii_rhodobacterales

WP_054674287_Photobacterium_sp._vibrionales

CBN80215_Ectocarpus_siliculosus_ochrophyta

WP_081778236_Lactobacillus_sucicola_bacilli

WP_172289304_Brenneria_sp._enterobacterales

WP_129634384_Tropicimonas_sp._rhodobacterales

PIK55789_Apostichopus_japonicus_eumetazoa

m51a1_g7332_Mastigamoeba_balamuthi_archamoebae

RST94029_Vagococcus_salmoninarum_bacilli

WP_148868032_Thermosediminibacter_litoriperuensis_clostridia

WP_059044893_Paenibacillus_rubinfantis_bacilli

m51a1_g5305_Matigamoeba_balamuthi

KAF0690082_Aphanomyces_stellatus_oomycota

EWM21326_Nannochloropsis_gaditana_ochrophyta

WP_149775906_Ruegeria_intermedia_rhodobacterales

WP_152339092_Rhizobium_sp._rhizobiales

WP_119038446_Ochrobactrum_haematophilum_rhizobiales

TRY63127_Tigriopus_californicus_eumetazoa

ENU1_076000_Entamoeba_nuttalli_archamoebae

MAH95465_Pedosphaera_sp._verrucomicrobiae

XP_006813946_Saccoglossus_kowalevskii_eumetazoa

3NT4_Bacillus_subtilis

MBE7169355_Williamsia_sp._actinobacteria

WP_114088229_Thalassospira_profundimaris_rhodospirillales

OQR73395_Tropilaelaps_mercedesae_eumetazoa

100

100

100

59

27

35

92

38

99

100

62

45

32

34

99

33

25

33

96

50

99

32

35

72

83 56

99

36

82

46

34

99

87

47

74

32

44

94

36

69

34

85

52

40

81

79

99

27

40

59

98

26

71

50

94

14

75

39

58

51

44

36

38

28

59

62

100

70

99

56

29

43

35

30

38

66

40

45

25

67

53

10

56

36

55

92
99

100

100

46

99

12

61

99

87

100

53

100

34

92

32

Figure S8. Phylogenetic tree of IDHs including their accession numbers.


