Figure S1. Both starBase database and LncBase Predict v.2 database predicted that miR-577 was a target of FGD5-ASI. Lnc, long
non-coding; miR, microRNA.
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Figure S2. The expression levels of miR-577 in SW1990 cells
transfected with miR-577 mimic. “*P<0.001. miR, microRNA.
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Figure S3. FGD5-ASI regulates the metastasis of SW1990 cells in vivo, which was evaluated by hematoxylin and eosin staining.
si-, small interfering.

si-FGD5-AS1



