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Frame_Shift_Del
In_Frame_Del
In_Frame_Ins

TP53 [22]
APC [19]

HOXA3[ 2]
HNF1A[ 2]
GNAS[2]
CTNNB1[2]
CREBBP[ 2]
CHD1[ 2]
BRCA1[2]
ARID2 [ 2]
MAP3K1 [ 3]
BRAF [ 3]
SOX9[ 4]
EPHA3[ 4]
NF1[5]
KMT2D [ 5]
KRAS [ 9]
FBXW?7 [ 9]
ARID1A [12]
RB1[17]

APC [19] .

TP53 [22]

Missense_Mutation
Nonsense_Mutation = K\/Im
= Mu

RB1[17]

= Del

ARID1A [12]
FBXW?7 [9]
KRAS [9]

IFt)i_Hit

= SNV+CNA

KMT2D [5]
NF1 [5]

Cell_type

= large cell
= small cell

EPHAS3 [4]
SOX9 [4]

MSI
= Nno

= yes

BRAF [3]

MAP3K1 [3]
ARID2 [2]

—log10(P-value)

BRCAT [2]
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« P<0.01
. P<0.05

>3 (Co-occurence)

> 3 (Mutually exclusive)

HOXA3 [2]



