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Table S1. Demographic and Laboratory Data of Septic Patients and Healthy Volunteers, 

Related to Figure 1. 

 

  Control (n = 8) Sepsis (n = 10) 

Age, years 54 [46-65] 55 [49 – 66] 

Sex, male 6 (75%) 7 (70%) 

Ethnicity     

White 4 (50%) 5 (50%) 

Asian 0 (0%) 2 (20%) 

Black 4 (50%) 3 (30%) 

      

Hematology Labs     

INR (≤ 1.1) N/A 1.35 [1.1 - 2.1] 

PTT (25-38 sec) N/A 28 [25 - 40] 

Platelets (153-367x103/µL) N/A 164 [94 – 206] 

   

Plasma IL-6 (pg/ml) N.D.  1955.6 ± 2803.1 

Plasma TNFα (pg/ml) N.D. 11.39 ± 16.4 

Plasma RNA (ng/ml) 40.4 ± 6.1 109.2 ± 60.7* 

  

Patient demographics, coagulation parameters, and plasma markers were measured at 24 

hours after sepsis diagnosis. Data are displayed as median [interquartile range], number 

(percentage), or mean ± SD. N/A, not available. N.D., not detectable. * p<0.05. 

  

 

 

 

 

 



Table S2. Target genes and their function regulated by selected miRNAs identified in 

septic mice and humans, Related to Figure 1. 

 

 
Target Genes Functions References 

miR-146a-5p Irak1, Traf6 Macrophage activity (Boldin et al., 2011) 

 Hes1, Notch1 Macrophage polarization (Huang et al., 2016) 

 Relb Monocyte activity (Etzrodt et al., 2012) 

 Ifng, Nos2 Lymphocyte activity (Dai et al., 2008) 

 Egr1 B cell proliferation (Contreras et al., 2015) 

 Stat1 Treg activity (Lu et al., 2010) 

 

miR-22-3p Cdc25c, Erbb3, 

Mecom 

Breast cancer metastasis (Patel et al., 2011) 

 Irf8, Bcl2 Dendritic cell development (Li et al., 2012; Min et al., 

2013) 

 Ppara, Sirt1, 

Hdac4 

Cardiac hypertrophy (Gurha et al., 2013; Huang et 

al., 2013) 

 Max Cell cycle length (Berenguer et al., 2013) 

 

miR-122-5p Slc7a1 Amino acids transportation (Chang et al., 2004) 

 Noct Liver circadian (Kojima et al., 2010) 

 Hfe, Hjv, 

Bmpr1a, Hamp 

Systemic iron metabolism (Castoldi et al., 2011) 

 Klf6 Hepatocarcinogenesis (Tsai et al., 2012) 

 c-Myc Liver growth (Yarushkin et al., 2017) 

 

miR-10a-5p Hdac4 Smooth muscle cell 

differentiation 

(Huang et al., 2010) 

 Bim Apoptosis (Ho et al., 2011) 

 Klf4 Activate wnt signal (Stadthagen et al., 2013) 
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Table S3. Primer sequences, Related to Figure 2, Figure 3, Figure 4, and Figure 6.  

 

Genes (Mouse) Primer Sequence 

Gapdh Forward 5'-AACTTTGGCATTGTGGAAGG-3' 

Reverse 5'-GGATGCAGGGATGATGTTCT-3' 

Il-1β Forward 5'-GCCCATCCTCTGTGACTCAT-3' 

Reverse 5'-AGGCCACAGGTATTTTGTCG-3' 

Il-6 Forward 5'-AGTTGCCTTCTTGGGACTGA-3' 

Reverse 5'-TCCACGATTTCCCAGAGAAC-3' 

Il-10 Forward 5'-GCTCTTACTGACTGGCATGAG-3' 

Reverse 5'-CGCAGCTCTAGGAGCATGTG-3' 

Cxcl2 Forward 5'-CCGCTGTTGTGGCCAGTGAACTGCG-3' 

Reverse 5'-TTAGCCTTGCCTTTGTTCAGTAT-3' 

Tnfα Forward 5'-CTGGGACAGTGACCTGGACT-3' 

Reverse 5'-GCACCTCAGGGAAGAGTCTG-3' 

Irak-1 Forward 5'-GCCCACCTGAGTTCTATCACA-3' 

Reverse 5'-GCCCACCTGAGTTCTATCACA-3' 

Kim-1 Forward 5'-CATTTAGGCCTCATACTGC-3' 

Reverse 5'-ACAAGCAGAAGATGGGCATT-3' 

 

 

 










