
Figure S6. Spliceosome Inhibition Causes Differential Activation of Antiviral and Adaptive 
Immune Signaling in Therapy Sensitive TNBC GEMM Tumors, Related to Figure 6
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R-MMU-1169410: Antiviral mechanism by IFN-stimulated genes
R-MMU-202733: Cell surface interactions at the vascular wall
R-MMU-2029481: FCGR activation
mmu05169: Epstein-Barr virus infection
R-MMU-380108: Chemokine receptors bind chemokines
R-MMU-109582: Hemostasis
mmu04064: NF-kappa B signaling pathway
R-MMU-6798695: Neutrophil degranulation
mmu04380: Osteoclast differentiation
R-MMU-451927: Interleukin-2 family signaling
mmu04620: Toll-like receptor signaling pathway
mmu04662: B cell receptor signaling pathway
mmu04650: Natural killer cell mediated cytotoxicity
mmu05168: Herpes simplex infection
R-MMU-1280215: Cytokine Signaling in Immune system
mmu04514: Cell adhesion molecules (CAMs)
mmu04660: T cell receptor signaling pathway
mmu05340: Primary immunodeficiency
mmu04640: Hematopoietic cell lineage
R-MMU-1280218: Adaptive Immune System
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