A 83r PYQO02663.1 permease; Acidobacteria bacterium AA34
78- PYQ25878.1 permease; Acidobacteria bacterium AA33
OLE67366.1 hypothetical protein; Acidobacteria bacterium 13 1 20CM 2 68 7
PYT33318.1 permease; Acidobacteria bacterium gp22 AA4
MBL8113847.1 ABC transporter permease; Acidobacteria bacterium MAG-257
MBL8113848.1 ABC transporter permease; Acidobacteria bacterium MAG-257
PYQ44031.1 permease; Acidobacteria bacterium AA-29
MBI3448150.1 ABC transporter permease; Acidobacteria bacterium NC groundwater 901 Pr1 S-0.2um 69 23
MBK5257710.1 ABC transporter permease; Vicinamibacteria bacterium 3_4_m_bin2
J6386 18290 Ca. Synoicihabitans palmerolidicus
J6386 18285 Ca. Synoicihabitans palmerolidicus
J6386 10935 Ca. Synoicihabitans palmerolidicus
J6386 10950 Ca. Synoicihabitans palmerolidicus
991 PYL32745.1 hypothetical protein; Verrucomicrobia bacterium AV125
PYK11347.1 hypothetical protein; Verrucomicrobia bacterium AvV48
TMP94482.1 FtsX-like permease family protein; Verrucomicrobia bacterium AV136
MBA4137126.1 hypothetical protein; Opitutus sp. WM.026
J6386 01720 Ca. Synoicihabitans palmerolidicus
WP 012374706.1 ABC transporter permease; Opitutus terrae
PTY04856.1 hypothetical protein; Opitutaceae bacterium EW11
MBK8476553.1 ABC transporter permease; Opitutaceae bacterium Hirt 18-Q3-R61-65 BAT3C.235
MBI5423655.1 ABC transporter permease; Opitutae bacterium NC groundwater 1784 Pr3 B-0.1um 66 48
MBI2513619.1 ABC transporter permease; Opitutae bacterium NC groundwater 448 Ag B-0.1um 66 33
J6386 14630 Ca. Synoicihabitans palmerolidicus
WP 012374502.1 ABC transporter permease; Opitutus terrae
J6386 11240 Ca. Synoicihabitans palmerolidicus
MBL9194085.1 ABC transporter permease; Opitutaceae bacterium MAG-3
WP 012375965.1 ABC transporter permease; Opitutus terrae
PTY04958.1 hypothetical protein; Opitutaceae bacterium EW11
WP 129047869.1 ABC transporter permease; Oleiharenicola lentus
WP 129045944.1 ABC transporter permease; Oleiharenicola lentus
J6386 22545 Ca. Synoicihabitans palmerolidicus
100 J6386 03365 Ca. Synoicihabitans palmerolidicus
— J6386 11255 Ca. Synoicihabitans palmerolidicus
NLF51602.1 hypothetical protein; Leptolinea sp. AS06rmzACSIP 266
J6386 13570 Ca. Synoicihabitans palmerolidicus
WP 191615480.1 ABC transporter permease; Pelagicoccus sp. NFK12
WP 191615482.1 ABC transporter permease; Pelagicoccus sp. NFK12
WP 200356230.1 ABC transporter permease; Pelagicoccus mobilis

65

EDY83584.1 efflux ABC transporter; Verrucomicrobiae bacterium DG1235

MAM90581.1 hypothetica protein; Opitutaceae bacterium EAC85

WP 107836486.1 ABC transporter permease; Opitutus sp. ER46

PAW63368.1 ABC transporter permease; Opitutae bacterium Tous-C1TDCM

MBL9213061.1 ABC transporter permease; Opitutaceae bacterium MAG-5

WP 129048460.1 ABC transporter permease; Oleiharenicola lentus

WP 069963450.1 ABC transporter permease; Lacunisphaera limnophila

J6386 19970 Ca. Synoicihabitans palmerolidicus

J6386 25090 Ca. Synoicihabitans palmerolidicus

J6386 02320 Ca. Synoicihabitans palmerolidicus

MBL9215557.1 ABC transporter permease; Opitutaceae bacterium MAG-2

MBI2515304.1 ABC transporter permease; Opitutae bacterium NC groundwater 447 Ag B-0.1um 66 19
MBI4621923.1 ABC transporter permease; Verrucomicrobia bacterium NC groundwater 1488 Ag S-0.65um 64 31
MBE36950.1 multidrug ABC transporter substrate-binding protein; Opitutaceae bacterium SAT155

74- MBK8856571.1 ABC transporter permease; Opitutaceae bacterium Lyne 18-Q3-R50-59 MAXAC.062

— NBB80681.1 purine nucleoside permease; Verrucomicrobia bacterium GSL.Bin9




74 MBA3377778.1 Chloroflexia bacterium MGR_bin68
NSW55643.1 Armatimonadetes bacterium Ch1
NLS91723.1 Planctomycetaceae bacterium AS06rmzACSIP_21
99— NQV35302.1 Phycisphaeraceae bacterium bin.83
I: WP 069962005.1 Lacunisphaera limnophila
100 J6386 03765 Ca. Synoicihabitans palmerolidicus
NDV63201.1 Puniceicoccales bacterium CK1056
RPJ58864.1 Acidobacteria bacterium maxbin2.0065
86 _|j J6386 22340 Ca. Synoicihabitans palmerolidicus
86 RKQ99295.1 Alteromonadaceae bacterium 2052S.S.stab0a
MBL9206126.1 Opitutaceae bacterium MAG-4
100 - MBL9191848.1 Opitutaceae bacterium MAG-3
WP 012375902.1 Opitutus terrae
WP 129048956.1 Oleiharenicola lentus
RMEG68376.1 Verrucomicrobia bacterium J108
MBE2212265.1 Opitutaceae bacterium VE3
WP 096056510.1 Nibricoccus aquaticus
[ MBN1950831.1 Bacteroidales bacterium Zod_Metabat.1236
100 ——— J6386 07400 Ca. Synoicihabitans palmerolidicus

100

0.50



