
Farage SU-DHL-4 OCI-LY-10 SU-DHL-4 OCI-LY-10 
0

50000

100000

150000

EB
V 

D
N

A 
co

py
 n

um
be

r

EBV infection - - +- +

0.0
0.5
1.0
1.5
2.0
2.5
3.0

5
10

hsa_circ_0001449
 (chr4:148860976-148876525+)

0

5

10

15

20

25

R
el

at
iv

e
ci

rc
R

N
A

ex
pr

es
si

on

hsa_circ_0129945
(chr5:88243625-88244032+)

0

5

10

15

20

25

R
el

at
iv

e
ci

rc
R

N
A

ex
pr

es
si

on

circEAF2
(chr3:121563300-121591635+)

EBV+
EBV-

0.0

0.5

1.0

1.5

2.0

2.5

R
el

at
iv

e
ci

rc
R

N
A

ex
pr

es
si

on

hsa_circ_0104811
(chr15:87898780-87965267-)

0.0

0.5

1.0

1.5
5

10
15

R
el

at
iv

e
ci

rc
R

N
A

ex
pr

es
si

on

TCONS_00023770
(chr15:87898780-87966067-)

0

20

40

60

80

100100

200

R
el

at
iv

e
ci

rc
R

N
A

ex
pr

es
si

on
ENST00000556060

 (chr12:25170068-25179800+)
EBV+
EBV-

0

5

10

1515

30

R
el

at
iv

e
ci

rc
R

N
A

ex
pr

es
si

on

novel
(chr2:89476005-89544456-)

0.0
0.2
0.4
0.6
0.8
1.0
1.2
10
20
30

R
el

at
iv

e
ci

rc
R

N
A

ex
pr

es
si

on

hsa_circ_0128899
(chr5:35740021-35759821+)

Fara
ge

SU-D
HL-4

OCI-L
Y-10

SU-D
HL-4

 (E
BV+)

OCI-L
Y-10

 (E
BV+)

OCI-L
Y-7 DB

Tole
do

R
el

at
iv

e
ci

rc
R

N
A

ex
pr

es
si

on

Fara
ge

SU-D
HL-4

OCI-L
Y-10

SU-D
HL-4

 (E
BV+)

OCI-L
Y-10

 (E
BV+)

OCI-L
Y-7 DB

Tole
do

Fara
ge

SU-D
HL-4

OCI-L
Y-10

SU-D
HL-4

 (E
BV+)

OCI-L
Y-10

 (E
BV+)

OCI-L
Y-7 DB

Tole
do

Fara
ge

SU-D
HL-4

OCI-L
Y-10

SU-D
HL-4

 (E
BV+)

OCI-L
Y-10

 (E
BV+)

OCI-L
Y-7 DB

Tole
do

Fara
ge

SU-D
HL-4

OCI-L
Y-10

SU-D
HL-4

 (E
BV+)

OCI-L
Y-10

 (E
BV+)

OCI-L
Y-7

Tole
do

Fara
ge

SU-D
HL-4

OCI-L
Y-10

SU-D
HL-4

 (E
BV+)

OCI-L
Y-10

 (E
BV+)

OCI-L
Y-7 DB

Tole
do DB

Fara
ge

SU-D
HL-4

OCI-L
Y-10

SU-D
HL-4

 (E
BV+)

OCI-L
Y-10

 (E
BV+)

OCI-L
Y-7

Tole
do

Fara
ge

SU-D
HL-4

OCI-L
Y-10

SU-D
HL-4

 (E
BV+)

OCI-L
Y-10

 (E
BV+)

OCI-L
Y-7 DB

Tole
do DB

Figure S2. Verification of EBV-related circRNAs in B-lymphoma cell lines. 
(A). B-lymphoma cell line (SU-DHL-4 and OCI-LY-10) were successfully infected with EBV and 
showed  significantly higher of EBV DNA copy number. Representative sample of EBV-infected 
cell line (Farage) was used as positive control. (B). qRT-PCR was performed to verify the relative 
expression of the eight candidate circRNAs in B-lymphoma cell lines with or without EBV 
infection. All the data are shown as the mean ± S.D. 
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