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S3 Fig. Principal coordinate analysis (PCoA) on microbiota B-diversity clustering based on Bray-
Curtis, Jaccard, Unifrac and Weighted Unifrac distances for comparison of the different

treatments. (A) Fecal samples at week 0. (B) Fecal samples at week 8. (C) lleum samples. (D)
Colon samples. (E) Adipose tissue (MAT) samples.



