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¥ —general defect in L protein activity upon mutation observed in Lassa virus mini-replicon system
V —selective transcriptional defect of L protein upon mutation observed in Lassa virus mini-replicon system

V —no or weak effect on L protein activity upon mutation observed in Lassa virus mini-replicon system
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Vv —selective transcriptional defect of L protein upon mutation observed in Lassa virus mini-replicon system

(Lehmann et al. 2014)

¥ —no or weak effect on L protein activity upon mutation observed in Lassa virus mini-replicon system

(Lehmann et al. 2014)

v —general defect in L protein activity upon mutation observed in Lassa virus mini-replicon system

V —selective transcriptional defect of L protein upon mutation observed in Lassa virus mini-replicon system

V —no or weak effect on L protein activity upon mutation observed in Lassa virus mini-replicon system

Vv —intermediate effect on L protein activity upon mutation observed in Lassa virus mini-replicon system



