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LASV_Bantou-289(lin4)_AZI95808
1 10 20 30 40 50 60 70 80

LASV_Bantou-289(lin4)_AZI95808 M                       Q             L EG KLLS   E  S     C  N     V   L        ED M  VKDLV K L   E LSR KLAFL Q EPRML M         I ID C AN   H SE KS E I  D GIL    D AC     S Y ADN R         V T         L    LC      N  G E    D    R  H H   T

LASV_Pinneo-NIG-1969(lin1)_AIT17835 M                       Q             L EG KLLS   E  S     C  N     V   L        EE I  VKDLV K L   E LSR KLAFL Q EPRML M         I VD C AN   H S  RS E I  E GIL    E AY     S Y SDD R         V T         L    LC      K  G E   NA    V  H L   T

LASV_Nig08-04(lin2)_ADU56613 M                       Q             L EG KLLS   E  S     C  N     V   L        EE I  AKDLI K L   E LSR KLAFL Q EPRML M         I ID C AN   H TE KT E I  D GVL    G AN     S Y VDN K         V T         L    LC      K  G E    D    S  N H   T

LASV_Nig08-A18(lin3)_ADU56617 M                       Q             L EG KLLS   E  S     C  N     V   L        EE I  VKDLV R L   D LSR KLAFL Q EPRML M         I VD C AN   H TE KS E I  D GIL    D AS     S Y IDN K         V T         L    LC      N  G E    N    G  H H   T

LASV_AV(lin5)_AAO59509 M                       Q             L EG KLLS   E  S     C  N     V   L        EE I  VKDLV K L   E LSR KLAFL Q EPRML M         I VD C AN   H SE KS E I  E GIL    D AY     S Y VDN R         V T         L    LC      N  G E    D    K  H C   T

LASV_KAK-428(lin6)_ANH09760 M                       Q             L EG KLLS   E  S     C  N     V   L        ED I  VKDLI K L   E LSR KIAFL Q EPRML M         I LD C AN   H SD KS E I  D GIL    D AY     A Y VDN K         L T         L    LC      K  G E    N    V  Q F   T

LASV_BEN/2016/3488(lin7)_QNC69562  M                       Q             L EG KLLS   E  S     C  N     V   L        EE I  VKDLV R L   E LTK KLAFL Q EPRML M         I ID C AN   H TE KS E I  E GIL    D AQ     S Y IDN R         V T         L    LC      R  G E    D    V  N S   T

LASV_G3278-SLE-2013_AIT17397 M                       Q             L EG KLLS   E  S     C  N     V   L        EE I  VKDLV K L   E LSR KLAFL Q EPRML M         I VD C AN   H SE KS E I  D GVL    D AC     S Y ANN R         V T         L    LC      N  G E    D    R  H H   T

MOBV_Acar_YP_516229 M                       Q             L EG KLLS   E  S     C  N     V   L        EE I  VKDII K L   D L K KLAFL Q EPKLL I         I ID C AN   H T   S E    E  VL    Q SE     S Y SND R A       V S         L    LC      E  G D   KEL   NF S NR  C

LCMV_Armstrong_ASD49942 M                       Q             L EG KLLS   E  S     C  N     V   L        DE I  LREL    I   E LSR KL FL Q EPRMV I         I ID    S   H  D KS E I  E GIV    I SE    CLNY EQD R      N  G R         L    RC     ADK G T  H D    T  V S   C

JUNV_XJ13_ACO52427 M                       Q             L EG KLLS   E  S     C  N     V   L        EE V  IK LI K       L   R IFL Q  P  L L         V LE C A      SD K  D I  D GIL    S NE  S  R HFPERQE AY  D   S HH SS     F    SL      E HA QI   Q F  V  S H   C

TACV_NP_694848 M                       Q             L EG KLLS   E  S     C  N     V   L        DE V  LKDLV K I       H K AFL       L           V LE C        T  K  D I  D GI     T SE     R H PNRHEFA   D   SHCHSGS  Q  F    NL      ESHA HL  CQ Y  V  S H  PC

OLVV_3229_YP_001649214 M                       Q             L EG KLLS   E  S     C  N     V   L        DE V  L DLL K     E ISR   V   Q E RMI           I LD C VN   H  E  T E I     IL    S SS F   R HFPAK E    IT VTS T M    T  F    LL      E  N S  K DL   A  SKDN  T

GTOV_S-26764_ALE15099 M                       Q             L EG KLLS   E  S     C  N     V   L        DE V  LKD I R V     LS  K A L Q E  MV           V IE C  N      E K  D I  E GVV    K IV   F R Q PDIPE  Y  E L S V AP   T  F    CL      RK S EC F Q F  T  S N   A

MACV_Carvallo_AIG51560 M                       Q             L EG KLLS   E  S     C  N     V   L        DE V  LK LI K I       H KV FL Q  P  L           V LE C A      TD R  D I  D GIL    Y QE  G  R H PERCEFG    T  S VH SP  T  F    SL      E HA QA   Q F  V  S N   C

LASV_Bantou-289(lin4)_AZI95808
90 100 110 120 130 140 150 160

LASV_Bantou-289(lin4)_AZI95808   L    PDG       L  LE FVR     FE K   D  KL     D         P  DGR          W     P    VV   YKLTGN  IL       SP N    Y        QLK  L  V INLI LI   TSF N  IPD VNDKL S CF           V     C   S  A   Q  IE FK  E   E  KS D             Y EQ         

LASV_Pinneo-NIG-1969(lin1)_AIT17835   L    PDG       L  LE FVR     FE K   D  KL     D         P  DGR          W     P    VV   FKLNGN  IL       SP N    Y        QLK  L  I INLI LI   TTF N  IPD VNDKL S CF           V     C   S  V   Q  LE LK  E   N  KS D             Y EQ         

LASV_Nig08-04(lin2)_ADU56613   L    PDG       L  LE FVR     FE K   D  KL     D         P  DGR          W     P    VV   YK TGN  IL       SP N    Y        QLK  L  V INLV LI   TTF N  IPD VNDKL A CF       F   V     C   S  V   Q  LE YK  E   G  ES G             Y EQ         

LASV_Nig08-A18(lin3)_ADU56617   L    PDG       L  LE FVR     FE K   D  KL     D         P  DGR          W     P    VV   YKLTGN  IL       SP N    Y        QLK  L  V ISLI LI   TSF N  IPD VNDKL S CF           I     C   S  A   Q  VE LK  E   D  RS D             Y EQ         

LASV_AV(lin5)_AAO59509   L    PDG       L  LE FVR     FE K   D  KL     D         P  DGR          W     P    VV   YKLTGN  IL       SP N    Y        QLR  L  V INLI LI   TSF N  LPD VNDKL S CF           V     C   S  A   Q  IE LK  E   E  KS D             Y EQ         

LASV_KAK-428(lin6)_ANH09760   L    PDG       L  LE FVR     FE K   D  KL     D         P  DGR          W     P    VV   FKLTGN  IL       SP N    Y        QLR  L  I INLI LI   TSF N  IPD VNDKL S CF           V     C   S  A   Q  IE LK  E   D  KS D             Y EQ         

LASV_BEN/2016/3488(lin7)_QNC69562    L    PDG       L  LE FVR     FE K   D  KL     D         P  DGR          W     P    VV   YKLTGN  IL       S  N    Y        QLK  L  V INLI LI   TTF N  IPD VNDKL A CF           V     C   S SA   Q  LE FK  E   S  ES N             Y DQ         

LASV_G3278-SLE-2013_AIT17397   L    PDG       L  LE FVR     FE K   D  KL     D         P  DGR          W     P    VV   YKLTGN  IL       SP N    Y        QLK  L  V INLI LI   TSF N  IPD VNDKL S CF           V     C   S  A   Q  VE FK  E   E  KS D             Y EQ         

MOBV_Acar_YP_516229   L    PDG       L  LE FVR     FE K   D  KL     D         P  DGR          W     P    VV   FKLNGN  MI       SP N    Y        SLK  L  V ITML LI   TNF T  LPE ANER  G PM           V     C   S  A   Q  RE LV  N   E  MT G             Q DR        F

LCMV_Armstrong_ASD49942   L    PDG       L  LE FVR     FE K   D  KL     D         P  DGR          W     P    II   YKL  N  IL       TP S    F         IR  L  A VTLV IV     Y N  MPE AN K  G PL        ID S     C   S  A   K  IE TN  AC  E  AV G          CD D SF      F F

JUNV_XJ13_ACO52427   L    PDG       L  LE FVR     FE K   D  KL     D         P  DGR          W     P    VI   FKLTG   IL       NP      W        NLK  L  A ITLV VV   SSY N  L D V ERV T PK          KT     T   V  DE  R  KS MS  L   S  LR G             S RF A   V   

TACV_NP_694848   L    PDG       L  LE FVR     FE K   D  KL     D         P  DGR          W     P    VI   FKLTG   IL       NP      W        NLK  L    ITLV VV   TNY N   PE V ERI T PK          KT     T   V  EE  R  KS MT  L   Q  LRSG             S RFT    V   

OLVV_3229_YP_001649214   L    PDG       L  LE FVR     FE K   D  KL     D         P  DGR          W          IV   Y L GN  IL       NP S    Y        SLK  L    ITLV LV   TNY N  V D V ER IA PR      S Y  V     T   V  S   Q  NQ MN  L   N  QLCG             Y KF D   I  F

GTOV_S-26764_ALE15099   L    PDG       L  LE FVR     FE K   D  KL     D         P  DGR          W     P    VI   YR      IL       NP      W        SLK  I    ITLV VV    NY T  LPD ATER  T PK       FFNKT     T   V  EE  K  KT MA  L   E  HRTG          G  N DL        F

MACV_Carvallo_AIG51560   L    PDG       L  LE FVR     FE K   D  KL     D         P  DGR          W     P    VI   FKLTG   IL       NP      W        NLK  L    VTLV IV   SNY N  V D V ERI T PK          KT     T   V  DE  K  KA MS  L   H  QKSG             N RF A   I   

LASV_Bantou-289(lin4)_AZI95808
170        180       190       200       210       220       230

LASV_Bantou-289(lin4)_AZI95808 R  L               E  EY RL  SL        G                                              LLR    S  L   ES  S      S T      VESL  L   R    E II     GI   L   EVK  I  DT FS   YAQE NS .F        CE   M SGRLS     NV LDN SSHY E  ASCHQ  NNK TAH   LQ E

LASV_Pinneo-NIG-1969(lin1)_AIT17835 R  L               E  EY RL  SL        G                                              LMK    S  L   ES  S      S S      IESI  L   R    D II     GI   M   EVK  I  DT FS   YAQE NS .F        CE   V TSRFS     NV LDK TNHF D  ASCHQ  NNK TAH   NQ E

LASV_Nig08-04(lin2)_ADU56613 R  L               E  EY RL  SL        G                                              LLK    S  L   ES  S        T      IESI  L   R    E LI     GI   L   DVK  I  DT FA   YSQE NA .F        CE  AL SGRLS     NA IDN ARHF E  SCCHQ  NNK SAH   SS E

LASV_Nig08-A18(lin3)_ADU56617 R  L               E  EY RL  SL        G                                              LLK    S  L   ES  S      S T      VESI  L   R    E II     GI   M   EVR  I  ET FS   FAQE NS .F        CE   M SGRLS     NI TDK ATHY E  TLCHQ  NNK SAH   TQ E

LASV_AV(lin5)_AAO59509 R  L               E  EY RL  SL        G                                              LLR    S  L   ES  S      S T      IESL  L   R    E II     GI   L   EVK  I  DT FS   YAQE NS .F        CE   M SGRLS     NT LDN SDHY E  ALCHQ  NNK TAH   LQ E

LASV_KAK-428(lin6)_ANH09760 R  L               E  EY RL  SL        G                                              LLR    S  L   ES         T T      IESM  L   R    E VI     GV   L   EVK  I  DT FS   FAQE NS .F     A  CE   T SSRLS     NV SDR SNHF D  AICHQ  DNK TAH   MS E

LASV_BEN/2016/3488(lin7)_QNC69562  R  L               E  EY RL  SL        G                                              LLK    S  L   ES  S      S T      IESI  L   R      II     GI   M   EVK  V  DT FS   FSQE NA .F        CE   M SGRLS     NV KDN TDHFTE  ANCHQ  NNK TSH   TM E

LASV_G3278-SLE-2013_AIT17397 R  L               E  EY RL  SL        G                                              LLK    S  L   ES  S      S T      VESL  L   R    E VI     GI   L   EVK  I  DT FS   YAQE NS .F        CE   M SGRLS     NA LDN SNHY E  ASCHQ  NNK TAH   LQ E

MOBV_Acar_YP_516229 R  L               E  EY RL  SL        G                                              LL     S  M   E   S      N S      IENI  L   R    D LL     GI   M   DVK  I  TL FS  AFSQE SR .F  A     CE   V GGKRS     NI SDH SEHF E  KLCHV  NNH SSL   RE I

LCMV_Armstrong_ASD49942 R  L               E  EY RL  SL        G                                              LL     N  V   ES           T      MDSM  L   R    D IM     GI   M   DV   I  DL FK  EYSNQ EK .F     F  CE  KT IDKRS     KI KDA STHN E  RMCHE  NPN SCD  VFG N

JUNV_XJ13_ACO52427 R  L               E  EY RL  SL        G                                              ILK       I   EQ  Q      S T      LENI  L        E L      GV   I    IR  L  WL ID   KSKFMQE NI        IH   N KNQSL     EC KKNSLGYD R NESLFV  RGD RESV  EE I

TACV_NP_694848 R  L               E  EY RL  SL        G                                              ILR    S  I   DQ  Q      S         ENI  L        D LA     GV   V    IR  L  WL IE   KSRS AE DI        IH   NVRNQSL F   EC KRNLLEYD R  KSLFV  KGD RESV  EE M

OLVV_3229_YP_001649214 R  L               E  EY RL  SL        G                                              IMK    S      E   Q      S         ENI  M        D L       L   M   EI   L  WL TQ   VAKE GES.I  L     VT   KLENQSL F   IK PQTGIDYR K KARMFAN SNK KES  NQS L

GTOV_S-26764_ALE15099 R  L               E  EY RL  SL        G                                              LLR       M   DQ         S T       ENI  L   H    E L       I   V    IR  L  WL ID   ESRGAPT EI     H  IH   K SNQSL F   EC KRV LNYE R NEQLLRD VGE RESK  EE I

MACV_Carvallo_AIG51560 R  L               E  EY RL  SL        G                                              ILK       I   DQ  Q      S        LENL  L        E L      GL   I    VR  L  WL IE   ASKSMLE DI        IH   NVKNQSL     EH KRNSLDYD R NESLFI  KGD REST  EE I

LASV_Bantou-289(lin4)_AZI95808
240       250       260       270       280       290       300       310

LASV_Bantou-289(lin4)_AZI95808                   F       L                                                        Q FR  L       Q     K   L     L         D I  L      A  IL  L                 EEY V  NR RKGEITG  LKVD SR  NDFNN YVDEVTATK N EH IYQFKR SP  RF YANIGEGNGEERHHTIK

LASV_Pinneo-NIG-1969(lin1)_AIT17835                   F       L                                                        Q FR  L       Q     K   L     L         D V  L      A  VL  L                 EEY I  NK RQGQIED  VKVD ER  KEFHC YDSEMVSNE G EE MYSFKR SP  KF YADLTNGVD..RSSPTN

LASV_Nig08-04(lin2)_ADU56613                   F       L                                                        Q FR  L       Q     K   L     L         E I  L      A  VL  L                 EEY I  NK RQGGIES  IKTD VK  EDFRN YNDKISTHD S EQ TFQFQR SP  KF YADLNSSE..EKPVDPQ

LASV_Nig08-A18(lin3)_ADU56617                   F       L                                                        Q FR  I       Q         M     L         D I  L      V  IM  L                 EEY I  NR RQGDIES  VRVDQED  YKFNN YGDEVVAQE T DC THQYKR SP  RF YADIKGGVN..KDVITT

LASV_AV(lin5)_AAO59509                   F       L                                                        Q FR  L       Q     K   L     L         E L  L      A  IL  L                 EEY V  NR RGGEIKC  MRVN DH  SEFNK YIDDGVVVE N EQ THQFKR SP  RF YSDIEGEEDRRNTQAIK

LASV_KAK-428(lin6)_ANH09760                   F       L                                                        Q FR          Q     K   L     M           V  L      A  IL  L                 EEY V  NRFKKGEINS  RKVD EK  SDFDT YSDEIIECG.C EE VFRFKR SP  RF YCELTSDED..NRKVGN

LASV_BEN/2016/3488(lin7)_QNC69562                    F       L                                                        Q FR  L       Q     K   L     L         D L  L      A  LL  L                 EEY T  NK RQGVIES  VATD EN  SRFSK YEGEIADYD N DQ VHQFKR SP  RF YAGLNEDAGRVRPAD.C

LASV_G3278-SLE-2013_AIT17397                   F       L                                                        Q FR  L       Q     K   L     L         D V  L      A  IL  L                 EEY V  NR RKGEIEG  LKVE NQ  NEFNN YADKVAE.K S EH THQFKR SP  RF YANISKGDNGEGNLIIG

MOBV_Acar_YP_516229                   F       L                                                        Q FR  L       Q     R   I     M         E L  L         LI  L                 QEF A  NK QNGVIER  LRVN EE  KAFNE YTLRVGDKP L DS LNDYYHSCP  TM YCELPNGKS....CQSD

LCMV_Armstrong_ASD49942                   F       L                                                        S FR  L       N         I     L         D I  L         LM  I                 SLF R  RD ESGKLKR  QKVNPEG  KEFSE YENLADS.. D LT SREAVESCP  RF TAETHGHER....GSET

JUNV_XJ13_ACO52427                   F       L                                                          FK  I             K   I     L              A      V  IA                    KLRFW  KE FDK.QLGK KFSQ SK  NDLIL GSHKDSDVPSCPFC NKLMDV YS  LHPIDEVN.MESQSDENSIS

TACV_NP_694848                   F       L                                                          YK  V             R   L     L         D    V      I  L   A                 KLRLW  KE FDK.NLGK RITN SE  NNLIR GKHEDNTTS CPFC NKFMDI YS TFT LKRQDREKSNSELDQYV

OLVV_3229_YP_001649214                   F       L                                                          F                 K   I                 M         V  I                     SLKLA DEAYNDESHLKK QKTN ED  FKLGQQINLSD.EKLSC SCSSKLFSI SS TQNRDKLDSHVMSVSNAKLWH

GTOV_S-26764_ALE15099                   F       L                                                        T YR  I       N     R   L     L         E              L                     KLK W  EE YRK.GLG  VQTD KS  QTLVL SAHSDSLAP CPMCCSKILDLCYQ S.TRIENQTSLKNSLDEPPLP

MACV_Carvallo_AIG51560                   F       L                                                          FK  V             R   L     L                     V  V                     KLKLW  DE FSK.GLGK KLTD RE  ESLSS GAHLDSDVSSCPFCNNKLMEI YN TFSCVERTDGVATVDQQFSTT

   ....... .....LASV_Bantou-289(lin4)_AZI95808
320 330 340 350 360 370 380

LASV_Bantou-289(lin4)_AZI95808                S  NK K     NTRR   L  D                            G      NDR      Q                 V SLRIL      L    ALIL     L                 L S  I V   LV LEC .......MQYWR FL             KL  IF     ..... ASIHDQTRHKC..SKGW   CF S      S 

LASV_Pinneo-NIG-1969(lin1)_AIT17835                S  NK K     NTRR   L  D                            G      NDR      Q                 V SLRIL      L    VMIL     L                 L S  I V   LV LSS .......MHCWR FL             KL  IF     ..... AYERDKIKCEDQAQEGW   SF S      S 

LASV_Nig08-04(lin2)_ADU56613                S  NK K     NTRR   L  D                            G      NDR      Q                 V SLRIL      L    VLIL     L                 L S  V V   LV LNG .......MQCWR FL             KL  VF     ..... ASRLDCLEHNNKYLVGW   CF S      S 

LASV_Nig08-A18(lin3)_ADU56617                S  NK K     NTRR   L  D                            G      NDR      Q                 V SLRIL      M    ILIL     L                 L S  V V   LV LED .......MQCWR FL             KL  VF     ..... ASRRDFMRNKCNNPKGW   SF S      S 

LASV_AV(lin5)_AAO59509                S  NK K     NTRR   L  D                            G      NDR      Q                 V SLRIL      L     LIL     L                 L S  V V   LV LEH .......MQCWR FL             KL  IF T   ..... ASKYDHIKQGC..LQGW   CF S      S 

LASV_KAK-428(lin6)_ANH09760                S  NK K     NTRR   L  D                            G      NDR      Q                 V SLRIL      L    VIIL     L                 L S  I V   LV LSD .......MQCWR FL             KL  VF     ..... AHRADRSRCGKEDSMGW   SF S      S 

LASV_BEN/2016/3488(lin7)_QNC69562                 S  NK K     NTRR   L  D                            G      NDR      Q                 I SLRIL      L     IIL     L                 L S    V   LV LDE .......MQCWR FL             KL  IF T   ..... ASRFDLSKSKQRFPSGW   SFES      S 

LASV_G3278-SLE-2013_AIT17397                S  NK K     NTRR   L  D                            G      NDR      Q                 V SMRIL      L    ALIL     L                 L T  V V   LV LEC .......MQCWR FL             KL  IF     ..... ASKHDQVRKKP..LRGW   CF S      S 

MOBV_Acar_YP_516229                S  NK K     NTRR   L  D                            G      NDR                        V SLRLI      M     ILL     L                 M S  L V   LV LISH.......VRGWR LL             KL  IF S   ..... AHMKDLSVNGHLVESEW   SF S      S 

LCMV_Armstrong_ASD49942                S  NK K     NTRR   L  D                            G      NDR                        V SLKLL      L    VL L                       V      V   LV  STE.......YERLL ML             RQ  NL   C .....SSLIKQSKFKGLKNDKHW  CCYSS      SF

JUNV_XJ13_ACO52427                S  NK K     NTRR   L  D                            G      NDR                        V  LKV       L    LVLL     L                 V Q  M V   LL IIDA...VERCYLQAL VC    G   F    NT  FL     NLLCD FKTHDDAIVRLRNAGIV   ML L      D 

TACV_NP_694848                S  NK K     NTRR   L  D                            G      NDR                        I  LKV       L    LIMV     L                 L Q    V   AL  VCP...HEKAYLGVL IC    G   F    NT  FL     NFLDD FTAKPEALDSLRRSGLI   MVTL      DF

OLVV_3229_YP_001649214                S  NK K     NTRR   L  D                            G      NDR      S                 I SAKIL      L    MIVL                       V Q    V      LHE GIANVNEYLRIL VC             NT  FL     NFIDDCWKNDPTILFQFKKSGLL   LAYF    FFD 

GTOV_S-26764_ALE15099                S  NK K     NTRR   L  D                            G      NDR      Q                 I   KV       L    LIIL     V                 I    L     VL ITT ...IERVYLSLL AC    GK  F    NT  FL     NFVAY YKTQPSEMETLRKAGLI  EML LS     D 

MACV_Carvallo_AIG51560                S  NK K     NTRR   L  D                            G      NDR      N                 I  LKV       L    LIMV     I                 V Q  M V   VL IHS ...IEKHYLSVL LC    G   F    NT  FL     NLMVD SDSCQDAIESLRKSGLI   MV L      D 

α1 η1 α2 α3 β1 α4 

β2 β3 α5 β4 

α6 α7 η2 β5 α8 

α9 β6 α10 α11 α12 

α13 α14 β7 β8 β9 

Endonuclease

Linker

Pyramid base

Pyramid

– general defect in L protein activity upon mutation observed in Lassa virus mini-replicon system
– selective transcriptional defect of L protein upon mutation observed in Lassa virus mini-replicon system
– no or weak effect on L protein activity upon mutation observed in Lassa virus mini-replicon system
– intermediate effect on L protein activity upon mutation observed in Lassa virus mini-replicon system



..LASV_Bantou-289(lin4)_AZI95808
  390         400          410       420       430       440       450

LASV_Bantou-289(lin4)_AZI95808    KR L K V                            M  K    A   L  V    E   I   V            EST  D E W GR..RQQSERSNTIQ...PPDKNQILIS FQ TILK TAA KD GISV HYK NME ICPD..SYDLIL

LASV_Pinneo-NIG-1969(lin1)_AIT17835    KR LKR V                            ML K    A   L  L    D   V   I            EYT  D   W DRRLQSECSKSASSTHSVRLDRNQILSC  Q TVTK ISA KD NVNV TYG DLT LDGH..VFSKVM

LASV_Nig08-04(lin2)_ADU56613    KR LKR I                            II K    A   L  V    D   I   I            EST  D   W DSR.KRARDKSASLPLS.IGGRNHELLT  N VLTR TNA KE GIEI SYG DLK LDCD..VYDTIM

LASV_Nig08-A18(lin3)_ADU56617    KR LRK M                            II K    A   L  V        I   I            EST  D   W ERRCRVVVSKSHTTASFPCLDKNQILGT  Q TIKK TSA AD GIDVSHYS DMD ITLQ..TYDDVL

LASV_AV(lin5)_AAO59509    KR LKK I                            II K    A   M  V        V   V            DST  D   W ER..RQQVESSKSTAPSQCLSKNQILSS  Q TIKR TAA ED GINMNHFG DMS IGLD..CYDSIM

LASV_KAK-428(lin6)_ANH09760    KR LKK L                            VI K    A   L  V    D   V   V            EST  D   W ERRLSSELKKHEGPTLSPSQHRNKILKS  Q ALAK NDA KD GVRP HYG DME LNCD..VYDAVM

LASV_BEN/2016/3488(lin7)_QNC69562     KR VKK I                            VI K    A   L  V        V   I            EST  D   W EGR.LTKNGGQRPRGVNRLSDRNETLLS  K TLDK IST KD GIEITMYK NMA FDCD..VFDTIM

LASV_G3278-SLE-2013_AIT17397    KK LKK V                            I  K    A   L  V    D   I   V            EST  D   W ER..RQQVERSRTMQSFQCPSKNQILNS FQ TISK TTA RD GISV HYK DME ICPD..GYDLIM

MOBV_Acar_YP_516229     K LK  L                            MV R    A   L  V        V   I            PATQ D  TW QRR......TNRLSHSHQSQSAYEVFST  N VLNK KEV LL NLTFKDYN DED LSES..SFTEMM

LCMV_Armstrong_ASD49942    K    R L                             I      I   L  V    E   L   L            HST EEFI L RNR........KKSKVFRKVSFEELFRAS SEFIAK QKC LV GLSF HYG SEH EQECHIPFTEFE

JUNV_XJ13_ACO52427     K IRK L                             L      L   L  L    D   L   A            LEAI L   K MTS................PKWVQVCSRT KNSHQD WSQ EK IKHP MDS MIL QALV........

TACV_NP_694848     K IKK I                            IL R    I   I       D   L   A            LEAV L   K ETN................VKWVENCSK  R SQQD WSQ SVWARYP LSK ISI QTIS........

OLVV_3229_YP_001649214    K  L K L                             I K        V       D   V                LLL EL S K KSS................PDWIHRCLCN R QEFFDISG EFWIRQP YES EELCCALE........

GTOV_S-26764_ALE15099    RR L K I                            LL K    L   V       D   L   A            LVA  L L K ESC................CNWLDRCRH  R EEPV WDC SEFTNVP FEL LSL EELC........

MACV_Carvallo_AIG51560     K IRK I                            IL R    I   L  L    D   L   A            LEAV L   K GTN................PNWVKNCSK  E SHPE WHH ST IKQP FNS ISI QHLV........

....LASV_Bantou-289(lin4)_AZI95808
460 470 480 490 500 510 520 530

LASV_Bantou-289(lin4)_AZI95808         P   Y                             LS   L   NSMKTS       N          V   E     GV   I  QR            V L    D    L    SLS ALV       T KL   E    RY    R K NFDVS  V T S   TEDEKFPFIMGG E LEST .... ER               S V  RQ  FGPA  Q.V  C  

LASV_Pinneo-NIG-1969(lin1)_AIT17835         P   Y                             LS   L   NSMKTS       N          V   E     GV   M  QK            V V    D    L    TLS ALV       T KL   E    RY    R K NCEAS  V T S   SDEGLFPYSMGT S SESA .... ER               S V  RQ  LGAA  Q.K  C  

LASV_Nig08-04(lin2)_ADU56613         P   Y                             LS   L   NSMKTS       N          V   E     GV   M  QK            V I    D    L    TLS ALI       T KL   E    RY    R K SIEVS  T T S   SQEDMFPYTLGV D LNAT .... ER               S V  RQ  FGPS  Q.V  C  

LASV_Nig08-A18(lin3)_ADU56617         P   Y                             LS   L   NSMKTS       N          V   E     GI   I  QK            V V    D    L    SLS ALI       T KI   E    RY    K K SFDVS  T T S   SEEEKFPYLMGT D MDSV .... ER               S V  RQ  FGAA  Q.V  C  

LASV_AV(lin5)_AAO59509         P   Y                             LS   L   NSMKTS       N          V   E     GV   I  QK            V L    D    L    SLS ALI       T KL   E    RY    R K NFDVT  T T S   SQEETFPYAMGV E SETT .... GR               S V  RQ  FGAA  Q.V  C  

LASV_KAK-428(lin6)_ANH09760         P   Y                             LS   L   NSMKTS       N          V   E     GV   M  QK            V V    D    L    SLS AIV       T KL   E    RY    R K DLEVS  T T N   SQDDRFPYEMGV D LDSA .... SR               S V  RQ  FGAA  Q.T  C  

LASV_BEN/2016/3488(lin7)_QNC69562          P   Y                             LS   L   NSMKTS       N          V   E     GI   M  QK            V L    D    L     V  ALI       T RL   E    RY    R K GFEMS  V T S   TQSEMFPYTLGV D EETI .... KR  V C          S V  RQ  FGPA  Q.Q  C  

LASV_G3278-SLE-2013_AIT17397         P   Y                             LS   L   NSMKTS       N          V   E     GV   I  QR            V L    D    L    SLS ALV       T KL   E    RY    K K DFDVS  T T S   SEEEAFPYIMGD D LKTT .... ER               S V  RQ  FGPA  Q.V  C  

MOBV_Acar_YP_516229         P   Y                             LS   L   NSMKTS       N          V   E     GV   I   K            M      D    L    SIS ALV       T KL   E    RY    R K SLEVN  E T N E NPIDRFSYNIQA DPDNQS .... KR               S V  RQ  HGKL  K.C  C  

LCMV_Armstrong_ASD49942         P   Y                             LS   L   NSMKTS       N          V   E     GA   M  TK              L         L    SV  AL          RL        RY      K NFMKI  H I Y   FED..YNFQPSTEQ KNIQS.... RR    C   T      SVA  RQ QIGSV  Q.V EC  

JUNV_XJ13_ACO52427                         P   Y                             LS   L   NSMKTS       N          V   E          M  T                    E         SIS ALV       S RL   E    RY    R R .....SDR V R  IDKEFEKICRHQPFSSLVEG QKKLFRI               F S  LI  REYS  FGN  L  

TACV_NP_694848                             P   Y                             LS   L   NSMKTS       N          V   E          M  S               M    E         SVS  LI       S RL   E    RY    R R .....SDR I R  AGGNFNTECKHKTFH MSDA QVEAFKI      S        F S  LI  KEYS  FGN  L  

OLVV_3229_YP_001649214                     P   Y                             LS   L   NSMKTS       N          V   E     PV   L   R            L L         L    SV   LV       T KM   E     F      K .....  K K Q C D...EDNHENHK D ADKDNYFTC SV    C G        F S  VI  KSPNN YGE EL  

GTOV_S-26764_ALE15099                      P   Y                             LS   L   NSMKTS       N          V   E          M                L      E          IS  LV       S RL   E    RY    R K .....SEK V H KPPSSLIGSCAHKD MSMSDG FESLFKC  H   S        F S  LV  KDYK  YGT  L  

MACV_Carvallo_AIG51560         P   Y                             LS   L   NSMKTS       N          V   E          M  S                    E         SIS  LI       S RL   E    KY    R R .....SDR I R  VERGSDKICRHKLFQEMSSF QMRLFKT      S        F S  LV  REFS  FGN  L  

LASV_Bantou-289(lin4)_AZI95808
540        550       560          570       580       590       600

LASV_Bantou-289(lin4)_AZI95808    Q           L YQKTGE S CY       G      SFY DPKR F   FS  VL      M  W          Y   F L                 K   I         EI         Y   I   E         IS V    EL  A C E L SG.AEFQ I      C    A NDNRV ...  C   A      PA   A   QTTVST     KDCS  EE

LASV_Pinneo-NIG-1969(lin1)_AIT17835    Q           L YQKTGE S CY       G      SFY DPKR F   FS  VL      M  W          Y   F I                 K   V         EV         F   I   E    V E  VS I    EL  A C Q F DG.VEYS L      C    A NNNLV ...  C   A      PA   S   TK V V     EDCS  KD

LASV_Nig08-04(lin2)_ADU56613    Q           L YQKTGE S CY       G      SFY DPKR F   FS  VL      M  W          Y   F V                 K   I         EV         F   V   D    V    VS I    EL  A C E F NK.IGFK L      C    A NNNVV ...  C   A      PA   S   QK VNV     EECS  SE

LASV_Nig08-A18(lin3)_ADU56617    Q           L YQKTGE S CY       G      SFY DPKR F   FS  VL      M  W          Y   F L                 K   I         EV         F   I   E      D  VS I    EL  A S D T DG.EDFQ L      C    A NNSSV ...  C   A      PA   A   HSTV V     EECT  VD

LASV_AV(lin5)_AAO59509    Q           L YQKTGE S CY       G      SFY DPKR F   FS  VL      M  W          Y   F L                 K   I         EV         Y   I   E      D  IT I    EL  A C E L DG.VKFQ V      C    A NNDKV ...  C   A      PA   A   QATV T     KDCN  EK

LASV_KAK-428(lin6)_ANH09760    Q           L YQKTGE S CY       G      SFY DPKR F   FS  VL      M  W          Y   F V                 K   I         EV         Y   I   D    V D  VS L    EL  A C E F DG.VNFK L      C    A NNFSV ...  C   A      PA   S   QK V V     ENCA  SD

LASV_BEN/2016/3488(lin7)_QNC69562     Q           L YQKTGE S CY       G      SFY DPKR F   FS  VL      M  W          Y   F I                 K   I         EV         F   I        V D  MS I    EL  A C S T DG.IEFK L      C    A NNNEV ...  C   A      PA   DS  QS V I     EDCI  KA

LASV_G3278-SLE-2013_AIT17397    Q           L YQKTGE S CY       G      SFY DPKR F   FS  VL      M  W          Y   F L                 K   I         EV         Y   I   E         IS I    EL  A C E S GE.TEFQ I      C    A NDNRV ...  C   A      PA   A   QTTVST     EDCN  EE

MOBV_Acar_YP_516229    Q           L YQKTGE S CY       G      SFY DPKR F   FS  VL      M  W          Y   F I                 K   V         EL         Y   I        M D  IS L    EL  A Y D L EG.HRLM I      C    S NDAVV ...  C   A      PA   DS  QE I T     TECS  KE

LCMV_Armstrong_ASD49942    Q           L YQKTGE S CY       G      SFY DPKR F   FS  VL      M  W          F     L                 R   I          L         F   I   E    M D  IS I    DL  V C VIK DS.EEYH L      S    S QG.PD ...H I   A      LP   D   YN I I     RSCP  KD

JUNV_XJ13_ACO52427    Q           L YQKTGE S CY       G      SFY DPKR F   FS  VL      M  W          Y   F L                 R   I         E          F   I   D    M E   S L    EL  C V R H TKNTFGL F      K    S YLSIN VLE QG   C      LP   E   IE C E T   DFSH  MT

TACV_NP_694848    Q           L YQKTGE S CY       G      SFY DPKR F   FS  VL      M  W          Y   F L                     I         E          F   I   E    M D   T L    DL  C Q R F TDGLIVI F      R G  S YTCED VLV KG   C      LP   Q   VE C E T   DFNS  MV

OLVV_3229_YP_001649214    Q           L YQKTGE S CY       G      SFY DPKR F   FS  VL      M  W          Y   F V                 R   I          I         F   I        M E  MS L        C C R Y SDEITGL F      K    S GVTMH SYKY G   C      LP   QV  FQ T E     PEEPSYKE

GTOV_S-26764_ALE15099    Q           L YQKTGE S CY       G      SFY DPKR F   FS  VL      M  W          Y   F L                 R   L         EL         F   I        M    LS L    EL  C V R F KEGLYGL F      K    S YLSDK NLV  G   S      LP   EF  LA CAE     DFDE  VD

MACV_Carvallo_AIG51560    Q           L YQKTGE S CY       G      SFY DPKR F   FS  VL      M  W          Y   F L                 R   V         E          F   V   E    M E   S L     L  C A R Y AESLVGF F      R    S YLSDN VMS QG   C      LP   D   AG C E T   DFDTG MN

LASV_Bantou-289(lin4)_AZI95808
610       620       630       640       650       660       670       680

LASV_Bantou-289(lin4)_AZI95808                 L  P KR Q   Q  RY  MA         L  K                               L  I    KMILVLI    S  S   L  L  FI  YVS YHH D I  LR   IT  E LL RLV  LV  IL     Q CN NSLT        AH      KL  N          D   K   D   EEL  DV F  Y   RA  NL  SED..

LASV_Pinneo-NIG-1969(lin1)_AIT17835                 L  P KR Q   Q  RY  MA         L  K                               I  I    KMILVLI    S      L  L  FI  FVS Y H D I  IK   IT  E LL RVV  LL  VL     D SS KVLT        TH    C KF  N          D Y K   N   EKL  DV Y  F   RA  ST  SPN..

LASV_Nig08-04(lin2)_ADU56613                 L  P KR Q   Q  RY  MA         L  K                               L  I    KMILVLI    S      L  I  FV  FVS FHH D I  IR   IT  E LL KLV  LL  IL     Q VT KLLT        TH    C KF  N          D   K   D   EDL  EV Y  Y   CH  GI  SEE..

LASV_Nig08-A18(lin3)_ADU56617                 L  P KR Q   Q  RY  MA         L  K                               I  I    KMIL LI    S  S   L  L  FV  YVS F H E I  LK   IT  E LL RLI  LL  VL     Q TN KSLT    T   AH      KL  N          D Y K   Q   ERL  EA F  Y   RA  NT  HKD..

LASV_AV(lin5)_AAO59509                 L  P KR Q   Q  RY  MA         L  K                               L  I    KMILVLI    S  S   L  L  FI  YVS YHH D M  IK   IT  E LL KLI  LI  IL     E TH KLLT        AH      KL  N          D   V   D   EKL  ET F  Y   RA  SL  CNE..

LASV_KAK-428(lin6)_ANH09760                 L  P KR Q   Q  RY  MA         L  K                               L  I    KMILVLI    S  S   L  V  FI  YVS YHH D I  VK   IT  E LL RLI  LL  VL     Q HT KMLT        AH      KL  N          D   K   E   EKL  DV F  Y   NM  KI  HKD..

LASV_BEN/2016/3488(lin7)_QNC69562                  L  P KR Q   Q  RY  MA         L  K                               L  V    KMILVIV    S      L  L  FI  FVS FHH D M  IK   IT  E IL KLV  LL  LL     K KA KLLT        VH    C KF  N          D   K   D   EDL  EA L  Y   RF  ET  SSD..

LASV_G3278-SLE-2013_AIT17397                 L  P KR Q   Q  RY  MA         L  K                               L  I    KMILILI    S  S   L  L  FI  YVS Y H D I  VR   IT  E LL RLL  LM  VL     Q DK RSLT        AH      KL  N          D Y K   D   EEL  DV F  Y   RT  GL  SED..

MOBV_Acar_YP_516229                 L  P KR Q   Q  RY  MA         L  K                               I  I    KMVVMVV    T      L  L  F   YVS YHH D L  LR   IT  E LL RI   IL  V      F KE KSLL        TN    I KF  N    T     E   K   E   EDL  NC F  Y  TRS  NI FNVN..

LCMV_Armstrong_ASD49942                 L  P KR Q   Q  RY  MA         L  K                               L  I    R LLLLM    T  N   V  V   V   VS F     M  LR   IT  E VV KLL  LI  I      C TD EVAL T      TN      KQ  S   L   I  D SSTS  D   EDL  PA K  Y   RF  KT FGTG..

JUNV_XJ13_ACO52427                 L  P KR Q   Q  RY  MA         L  K                                  I    RLLVLAV    S  N   L  L  FL  YAN  HH D M  LR   MS  E LI RMA  L   IL     MTRP ...L        CS      TF  G          QI  V   S   VDC  GS V  Q   VE FQT  GEGED

TACV_NP_694848                 L  P KR Q   Q  RY  MA         L  K                                       RLLLL I    S  N   L  L  FL  Y N FHH D L  LK   MS  E IV RLA  L   LL     ISKEK...L     S  CA      VF  G        S Q   V   S   VEC  GS V  Q   VD FQC  GEGVD

OLVV_3229_YP_001649214                 L  P KR Q   Q  RY  MA         L  K                               V       R LILML    S  N   L  M  FI  YVN FH  E M  L     S  E  V KL   LL  VL     P VAN...L K      CN      NF  G          Q  SV   S  EVPCK VS EC Q  TYN  VD  TKG.D

GTOV_S-26764_ALE15099                 L  P KR Q   Q  RY  MA         L  K                               V  L    KILVL I    T  N   L  L  FI  YVN  HH   M  L     S  D LI RL   IV  VL     A TP ...L     S  SS      TF  G          QA  VQ  S  AVECK SS V  Q  SVK  DM  NDGSD

MACV_Carvallo_AIG51560                 L  P KR Q   Q  RY  MA         L  K                                  I    RLLVLAI    S  N   L  L  FL  FAN  HH D    L     S  E VV RLA  L   LL     DTGP ...L        CS      TF  G          QI  I  TS  VVECK SS V  Q   VG FIR  SGESD

LASV_Bantou-289(lin4)_AZI95808
690 700 710 720 730 740 750 760

LASV_Bantou-289(lin4)_AZI95808         FK  LN SY CH  TKETPDRLTDQIKCFEKF EPK  F     NP                       K  V   MT R  FI  I  M   I                  L   L  G V I        T E    MV  A KF S    KSM  N             F                        E  H S   ADVA.. E ELDD  YN K  L  EG

LASV_Pinneo-NIG-1969(lin1)_AIT17835         FK  LN SY CH  TKETPDRLTDQIKCFEKF EPK  F     NP                       K  V   LT R  FV  I  M   I                  L   L  G V V          D    MV  A KF      TSM  N             F                        E  H S   LDHA..ES ELSE  YN K  LG EC

LASV_Nig08-04(lin2)_ADU56613         FK  LN SY CH  TKETPDRLTDQIKCFEKF EPK  F     NP                       K  V   MT R  FV  I  M   I                  L   L  G V V        S E    MI  A KF S    VSM  N             F                        D  H S   KDDA.. E ELHE  YN R  L  EC

LASV_Nig08-A18(lin3)_ADU56617         FK  LN SY CH  TKETPDRLTDQIKCFEKF EPK  F     NP                       K  V   LT R  FI  V  M   I                  L   L  G V V        T D    MI  A  F S    KSM  N             F                        D  H T   TDLA.. K EMDE  YN KM L  KG

LASV_AV(lin5)_AAO59509         FK  LN SY CH  TKETPDRLTDQIKCFEKF EPK  F     NP                       K  V   MT R  FI  V  M   I                  L   I  G V V        T E    MA  A KF S    KSM  N             F                        E  H S   ADIA.. E ELMD  YH K  L  EG

LASV_KAK-428(lin6)_ANH09760         FK  LN SY CH  TKETPDRLTDQIKCFEKF EPK  F     NP                       K  V   LT R  FI  I  M   I                  L   L  G V V          D    MV  A KF S    NSV  N             F                        E  H T   LDKA..EE ELQD  HN K  L  GT

LASV_BEN/2016/3488(lin7)_QNC69562          FK  LN SY CH  TKETPDRLTDQIKCFEKF EPK  F     NP                       K  I   MT R  FI  V  M   I                  L   L  G V V          E    MI  I RF      SSM  N             F                        D  H S   RDHP..EE ELED  HS R  LK DT

LASV_G3278-SLE-2013_AIT17397         FK  LN SY CH  TKETPDRLTDQIKCFEKF EPK  F     NP                       K  V   MT R  FI  I  M   I                  L   V  G V I        T E    MV  A KF S    KSM  N             F                        K  H S   ADTA.. E ELDD  YN K  L  GG

MOBV_Acar_YP_516229         FK  LN SY CH  TKETPDRLTDQIKCFEKF EPK  F     NP                       K  V   IT R  FI  L  L   I                  I   M    V V          E    LL  A KF S    TTM  N             L                        K DS N   LEPA..DQ ELRS  MS D  L  PD

LCMV_Armstrong_ASD49942         FK  LN SY CH  TKETPDRLTDQIKCFEKF EPK  F     NP                       K      LS K  FM  V  L   I                         G   V        T E        M RF S   EKVL  A             L                   F   SQ  .FF   KEAI.. P EECVFYEQ K  T  ..

JUNV_XJ13_ACO52427         FK  LN SY CH  TKETPDRLTDQIKCFEKF EPK  F     NP                       K  A      R  YL  V  L   V                  I   V    V V        T E    MI  L RF S    DLYFAR             L                        K DC V   PLSGSL L QEDT  RG D  F  E.

TACV_NP_694848         FK  LN SY CH  TKETPDRLTDQIKCFEKF EPK  F     NP                       K         R  YL  V  L   I                  I   I    V V        T      ML  L KF S   SDPYFAR             L                        D NC I   SLNGQL EAQEGM  DG D  Y  T.

OLVV_3229_YP_001649214         FK  LN SY CH  TKETPDRLTDQIKCFEKF EPK  F     NP                       K  V   MT K  F   V  L   I                  L   L    V I        T E    LL  I K       NEH  R    C        L                        K KS I   NLTGDL E QEEQ  NS E LLG G.

GTOV_S-26764_ALE15099         FK  LN SY CH  TKETPDRLTDQIKCFEKF EPK  F     NP                       K      MT K  FV  V  L   I                  M   L  G L V        S E    MI  V KF S   PDMH  R             L                        E  S I   SLNGLL K QEDV  KG E  F  E.

MACV_Carvallo_AIG51560         FK  LN SY CH  TKETPDRLTDQIKCFEKF EPK  F     NP                       K  A    S R  YL  V  L   I                  I   V  G A V        T D    MI  L KF S    SLFF R             L                        K  C V   SLNGKL V QEDI  NG K  F  S.

α15 α16 η3 α17 

β10 η4 α18 η5 η6 β11 

β12 β13 β14 β15 η7 α19 η8 

α20 α21 β16 α22 α23 

α24 η9 α25 β17 α26 

Pyramid

Helical region

Fingers

Pyramid base

– general defect in L protein activity upon mutation observed in Lassa virus mini-replicon system
– selective transcriptional defect of L protein upon mutation observed in Lassa virus mini-replicon system
– no or weak effect on L protein activity upon mutation observed in Lassa virus mini-replicon system

(G)



                                                                                LASV_Bantou-289(lin4)_AZI95808     
  770       780       790       800       810       820       830        840    

LASV_Bantou-289(lin4)_AZI95808                PG          S FN   L            P   S   TALDL SNKSVV  K    G     YD           K   VSK  LSL       G      EVK       VT                V    D  S V    F CTSIKGPDY K     RF   LT S  N S FKES   REIKD L   GCA     A       N YT .  R LN   N

LASV_Pinneo-NIG-1969(lin1)_AIT17835            PG          S FN   L            P   S   TALDL SNKSVV  K    G     YD           K   VSK  LSL       G      EVR        T                I    D    V    F CVESAEIRY K     KY   LT S  N S FKGK   KELKD LS  GCA     A       N YT . CR LN   N

LASV_Nig08-04(lin2)_ADU56613                  PG          S FN   L            P   S   TALDL SNKSVV  K    G     YD           K   VSK  ISL       G      EVK       IT                V    D  S V    F CADADKVRY K     KF   LV S  N S FKGK   KALLD L   GCA     A       N YT .  R LD   N

LASV_Nig08-A18(lin3)_ADU56617                 PG          S FN   L            P   S   TALDL SNKSVV  K    G     YD           K   ISK  LSL       G      EIK       IT                V    D  S V    F CAEVSRLSY K     KY   LA S  N S FKER   KEMKD L   GCA     A       N YT .  R LN   N

LASV_AV(lin5)_AAO59509                        PG          S FN   L            P   S   TALDL SNKSVV  K    G     YD           K   VSK  LSL       G      EVK       IT                V    D  S V    F CTAPRGPEY K     KF   LT S  N S FKEK   KELRD I   GCA     A       N YT .  R LN   N

LASV_KAK-428(lin6)_ANH09760                   PG          S FN   L            P   S   TALDL SNKSVV  K    G     YD           K   ISR  LSL       G      EVK       IT                V    D  T V    F CVDSNKIEY C     KY   LT S  N S FKGK   RELKD L   GCA     A       N FT .  R LN   N

LASV_BEN/2016/3488(lin7)_QNC69562             PG          S FN   L            P   S   TALDL SNKSVV  K    G     YD           K   VSK  LSL       G      EVK       IT                I    D  T V    F CTDGEGIKF K     KY   LT S  N S FKEK   RELKD L   GCA     A       N YT .  R LD   N

LASV_G3278-SLE-2013_AIT17397                  PG          S FN   L            P   S   TALDL SNKSVV  K    G     YD           K   VSK  LSL       G      EVK       IT                V    D  S V    F CTSAKGPSY K     KY   LT S  N S FKER   KEIKD L   GCA     A       N YT .  R LN   N

MOBV_Acar_YP_516229                           PG          S FN   L            P   S   TALDL SNKSVV  K    G     YD           K   VSR   SM       G      ELK       V                 V    D    I    Y CFGDEGILF T     KIF  MV S  N S FKQA   NGVKD L V GCA     A       N YT . DR IE   D

LCMV_Armstrong_ASD49942                       PG          S FN   L            P   S   TALDL SNKSVV  K    G     YD               VN    SL       G      E K        N                V         L    F ...EIDCQHTT    LEAF  MV S  N T IFKG K LNSLD MT  GCA     A       N HLN. ER LE   N

JUNV_XJ13_ACO52427                            PG          S FN   L            P   S   TALDL SNKSVV  K    G     YD               V K  LS        G      ELK       IT                I    E  N L      ..AKTSSDTQI   C EI  FCI L  R R KVTG   SNPYR N   ...     S       P LD L  I SV  KE

TACV_NP_694848                                PG          S FN   L            P   S   TALDL SNKSVV  K    G     YD           K   VS   LS        G      ELK       IT                V    E  N L      ..LKDCSDT L    NEL  YCI L  K K KVTG   NDPFK N   ...     S       P LD L  V SV  RE

OLVV_3229_YP_001649214                        PG          S FN   L            P   S   TALDL SNKSVV  K    G     YD               ISR  LSM               LK        T                I    E  N I    Y ..LQDINDSSE     EL   CI A  RDL RVNGK  NDPYK NF  ...     S       P LD L  P SK   E

GTOV_S-26764_ALE15099                         PG          S FN   L            P   S   TALDL SNKSVV  K    G     YD           K   VSR  LS        G       L         T                I    E    V      ..LLTVDDL R     EL  YCV L  K R RVNGT GTDPYR SF  ...     S       P LN V EI SE  KQ

MACV_Carvallo_AIG51560                        PG          S FN   L            P   S   TALDL SNKSVV  K    G     YD               V K  LN        G      ELK       IT                I    E  N L      ..LRDTEDVQT   C EL  YCV L  R K KVSG   NNPFR N   ...     S       P LD L  I ST  KE

                                                                                LASV_Bantou-289(lin4)_AZI95808     
   850       860       870       880        890          900         910        

LASV_Bantou-289(lin4)_AZI95808                E F  K                    L                                          KL    VSQL       GK  L  Q  DY V   MS  V                 DL  I           FD LK  V  TALA    T V SR   HL NK DY  K QQA  N  LG.PRQNKVGADE...A  DE LLDG..GASVY  Q  ET 

LASV_Pinneo-NIG-1969(lin1)_AIT17835            E F  K                    L                                          KL    VTQL       GKY L  Q  EY V   MS  V                 DL  I           FD LK  I  TALA    T V SR    L DK DY  K QQA  N  LG.SQGKDVETDR...A  DE LLEG..NAMSY  E  ET 

LASV_Nig08-04(lin2)_ADU56613                  E F  K                    L                                          KL    VTQL       GKY L  Q  DY I   MS  V                 DL  I           FD LR  V  TALA    T V AR    L NK DY  K QQA  N  LG.SKEGSSDINN...T  DE LLDG..GASEY  H  CT 

LASV_Nig08-A18(lin3)_ADU56617                 E F  K                    L                                          KL    VTQL       GK  L  Q  EY I   MS  V                 DL  A           FD LK  I  TALA    T T SR   HL NK DY  K QQA  N  LG.PKARTADIDS...T  DE LLDG..GASEY  Q  GT 

LASV_AV(lin5)_AAO59509                        E F  K                    L                                          KL    VTQL       GK  L  Q  EY V   MS  V                 DL  I           FD LR  V  TALA    T V SR   HL NR DY  K QQA  N  LG.SQQQGVNVDR...S  DE LLEG..SASLY  Q  ET 

LASV_KAK-428(lin6)_ANH09760                   E F  K                    L                                          RL    VTQL       GKF L  Q  DF V   MS  V                  L  I           FD LR  V  TALA    T V SR    L DK DY  K QQA  N  LG.KNQTNSNIDE...VN DE LLEG..GASIY  E  ET 

LASV_BEN/2016/3488(lin7)_QNC69562             E F  K                    L                                          KL    VTQL       GKY L  Q  DY I   MS  V                 DL  I           FE LR  V  TALA    T V SR    L NK DY  K QQA  N  LG.PDQQKVGIED...G  DD LFEG..GASEY  R  AT 

LASV_G3278-SLE-2013_AIT17397                  E F  K                    L                                          KL    VSQL       GK  L  Q  EY V   MS  V                 DL  I           F  LK  V  TALA    T V SR   HL NK DY  K QQA  N  LG.SKQHKGDADE...A  DE LLDG..GASTY NQ  ET 

MOBV_Acar_YP_516229                           E F  K                    L                                          KL    V QL       GKY L     DF I   MS  V                 EV  V           FD IK  V  VATA C  S V SR    V SKEDY  K QQI  D  IGRSKLHGSEIGLNSCE  DE LIEG..GAADY  S  QS 

LCMV_Armstrong_ASD49942                       E F  K                    L                                          KL    VSQI        KY L  S  EY V   VS  V                  L  I           F  L   V  LVSA    T S VR Q  K SH DY  K SKL  R  IG.SKGEETGRSE...DN AE CFDGE.EETSF KS EEK 

JUNV_XJ13_ACO52427                            E F  K                    L                                          KL    VSTM       GRY L     DY I   LT  V                 EL  M           FE IR  V  VSTC    A R KT    N DPDSM  L LKN  G  STGSRT......RTNQE  SV YESLTEDQVRA  G  ND 

TACV_NP_694848                                E F  K                    L                                          KM    VSSM       GRY I  S  DY I   LT  V                 EL  M           F  IK  V  ISSC    A R KT    N DP TL  L LKN  G  SIGSKT......QRDCE  SM FEGLTEEQAEA ND  NS 

OLVV_3229_YP_001649214                        E F  K                    L                                           L    I SM       GKY L  T  EF I   L   M                  L               E VK  VL VSSC A  A S KT    K DP SQ  L LKN YS  SKSKRDDHMKDSEDSKQN SSDLENLSEEQVLIL Q  RD 

GTOV_S-26764_ALE15099                         E F  K                    L                                          KL    ITSM       GRY L     DF I   LT  L                 EL  L           FE IK  V  VSTC    A R KT    N DPDTI  L MKN  N  SARKLD......SNKKE  SL YEHLSEDVMKA  E  YE 

MACV_Carvallo_AIG51560                        E F  K                    L                                          KL    VSSM       GRY L     DY I   LT  V                 EL  M           F  IK  V  VSAC    A R KT    N DPDST  L LKN  G  SAGPKA......KSTQE  SL YEALTEEQVES NE  HD 

                                                                                LASV_Bantou-289(lin4)_AZI95808     
920       930       940                    950         960       970       980   

LASV_Bantou-289(lin4)_AZI95808                                             L              I  E S H   DFD             II   RE                                D V      IR  L K  L    V     DVLP   Y  ER  DQY  PVKPGSNPNGGDQPS.............VND  E VPNKFY  ..   G   N M E   Y    GNF EE

LASV_Pinneo-NIG-1969(lin1)_AIT17835                                         L              I  E S H   DFD             IV   RD                                  I      IR  L K  L    V       LP   Y  EK  DQY  LKGPDQRSTTGEICS.............IDD NE VKEKLY  ..   G   N M E   YNT  DTF KE

LASV_Nig08-04(lin2)_ADU56613                                               L              I  E S H   DFD             II   RE                                D V      IR  L K  L    I     E LP   Y  DN  SQY  LPG.RQQQVDCSSPS.............ISD  K VEEKLF  ..   S   N M E   R T  EDQ VK

LASV_Nig08-A18(lin3)_ADU56617                                              L              I  E S H   DFD             II   KE                                E I      IR  L K  L    V     EILP   Y  EK  DQY  PVKSSSHMKSDGISL.............MSD  K VSNKFY  ..   S   N M E   Y    DNF KE

LASV_AV(lin5)_AAO59509                                                     L              I  E S H   DFD             IV   RE                                D L      IR  L K  L    V     EILP   Y  QK  DQY  PAGLGSMKGGNSEPS.............IND  E IPNKFH  ..   G   N M E   C    DSF KE

LASV_KAK-428(lin6)_ANH09760                                                L              I  E S H   DFD             IV   KE                                E V      IR  L K  L    V     EL P   Y  EK  DQY  PLKHHSNSQDTALPN.............ISD  K VQNKFH  ..   G   N M E   H  F EEF KE

LASV_BEN/2016/3488(lin7)_QNC69562                                          L              I  E S H   DFD             IV   RE                                E V      IR  L K  L    V     EILP   Y  DK  SQY  PNVEKNSLMGEGHPS.............VAD  R IDNKFY  ..   G   N M E   Y    EEF KG

LASV_G3278-SLE-2013_AIT17397                                               L              I  E S H   DFD             IV   RE                                D I      IR  L K  L    V     DVLP   Y  EK  DQY  PVKMGSGSNDGDQPS.............IND  E VSNKFY  ..   G   N M E   H    DKF EE

MOBV_Acar_YP_516229                                                        L              I  E S H   DFD             VM                                       A      LR  L R  L    V       LP   Y  DT  SKFSWSGSESSATLKSECS..............IDD SL LQDKAQ  ..   N   C M E   VMT  YDT EE

LCMV_Armstrong_ASD49942                                                    L              I  E S H   DFD              I   R                                   I          V    I    V       L       NTT ARY RGRRANDKGDGEKLTNTKG..........LHH QL LTGKMAHLRK  LS   F L E   PSC TNDDMKF

JUNV_XJ13_ACO52427                                                         L              I  E S H   DFD              L                                     E L      LR    K  V    V     DVL    Y  QMT AKMANSEGTKVEITKLKSKNLSVDER........ES  S WAPFGV  ..E  A   M E K   P   RSDV KE

TACV_NP_694848                                                             L              I  E S H   DFD             AM   KD                                E L      MR    R  V    V     DVL    Y  QL  VKM  SKSGDVNLSPNQKEGRVKSST........GT  E WGPFGI  ..E  T   L E K   P   ASDL KE

OLVV_3229_YP_001649214                                                     L              I  E S H   DFD             AL   RE                                  L      MK  I    V    I     DLI       NL  SKM  TKLKEKTEARQSSSGSSLKNQQKRQAELQER SE WSEFMC  ..  TV   L E K   P   DHTTLKS

GTOV_S-26764_ALE15099                                                      L              I  E S H   DFD              L   R                                 E V      LK  I R       I     DLLG   Y  EIT SKM LSRELECDHKKP..................CT  G WAPFNV  ..   S T V E R   P    EDV EK

MACV_Carvallo_AIG51560                                                     L              I  E S H   DFD             AL    D                                D L      MK    R  V    V     DVLP   Y  QV  AKMA NSVNTRTKNLGRADNSVKNGN........NP  N WSPFGV  ..E  A   L E K   P    PEV KE

                                                                                LASV_Bantou-289(lin4)_AZI95808     
    990      1000      1010      1020      1030      1040      1050      1060   

LASV_Bantou-289(lin4)_AZI95808                    F       C                   F C K            G   H     L          CD VY  N LK  Y     M   PI  L K V TRTY D EY   F  ILL M     M  Y         FK D  RLF  A  KN K  ER  YCGQ SQ   GE T A A    F Q   Q   S   I NANTL  R T YKSRN N  F MG  

LASV_Pinneo-NIG-1969(lin1)_AIT17835                F       C                   F C K            G   H     L          CD VY  Q  K  Y     M   PI  L K V TRTY D EY   F  ILL M     M  Y         FK D  KLF  I  HH EF QK  YCGP VS   GE T A V    S Q   L   S   L NGNRL  R T YKSKC N  F TD  

LASV_Nig08-04(lin2)_ADU56613                      F       C                   F C K            G   H     L          CE IY    LR  Y     M   PI  L K V TRTF D EY   F  ILL M     M  Y         FK D  KLI  S  GDET  DK  YTGP NS   GE T A V    L Q   Q   S   V NGNRL  K S YKSKC N  F TG  

LASV_Nig08-A18(lin3)_ADU56617                     F       C                   F C K            G   H     L          CD IY  S LK  Y     M   PI  L K V TRTY D EY   F  IML M     M  Y         FK D  RLF  T  ND E  DK  YCGS TG   GE T A A    L L   Q   S   L NGNKL  R S YKSRC N  F TS  

LASV_AV(lin5)_AAO59509                            F       C                   F C K            G   H     L          CD VY    MK  Y     M   PI  L K V TRTY E EY   F  VLL M     M  Y         FK D  KLF  N  SNHK  EK  YCGH SQ   GE S A T    F Q   Q   S   I NANKL  K S YRSRN N  F TG  

LASV_KAK-428(lin6)_ANH09760                       F       C                   F C K            G   H     L          CD VY    LK  Y     L   PI  L K V SRTY D EY   F  LLL M     M  Y         FK D  KLF  E  NNED  LK  YCGS GS   SE T A A    H C   Q   S   M NGNKL  K S YKTKN N  F TG  

LASV_BEN/2016/3488(lin7)_QNC69562                 F       C                   F C K            G   H     L          CD IY  S L   Y     M   PI  L K V TRTY E EY   F  ILL M     M  Y         FK D  RLF  S  DD D QKK  YSGP NS   GE T A V    L A   Q   S   V NANKL  R S YRAKC N  F TG  

LASV_G3278-SLE-2013_AIT17397                      F       C                   F C K            G   H     L          CD VY  S LK  Y     M   PI  L K V TRTY D EY   F  ILL M     M  Y         FK D  KLF  A  EN K  EK  YCGH SQ   GE T A S    L H   Q   S   I NANAL  K T YKSRN N  F MG  

MOBV_Acar_YP_516229                               F       C                   F C K            G   H     L          C  VY    LR  Y     L   PL  M   V TRTF D EY   F  LLL M        F         FK D  RLI KS  SDPS  SK  YLES ES   TK AQA C    H E   Q   S   Q NANKLS K N YKSKC N  L RD  

LCMV_Armstrong_ASD49942                           F       C                   F C K            G   H     L          CE V   T L   Y         GL  M K L  K F E DW      ILL M        Y         FK D  KLI  A EGS E SPL  TSVIKDQ   DE A N CR F S N   S M M   Q NANAYS K R MQRQG N  F WD  

JUNV_XJ13_ACO52427                                F       C                   F C K            G   H     L          CD VY  S  K  Y         PL  L K L T  Y E EF   F  LLI       L  Y         F  E  KLL  A  L. PF LT  LEAPQDI   GL L N T IA Q D   E   Y   QGHYDQK  S E RSRSR G SS VL  

TACV_NP_694848                                    F       C                   F C K            G   H     L          CD VY  S  K  Y     L   PL  L K L T  Y D EY   F  LLI       L  Y         F  E  RVL  V  Y. SS PE  LERP EV   GL L N T SA F E   E   Y   QGHYDQK  S E RSRSR G TN AL  

OLVV_3229_YP_001649214                            F       C                   F C K            G   H     L           D LY  S L   F     L   PL  L K M T SY E D    F   LI A     L  Y         FK E  KVML K  N. D ASE  LEEI NP   EF V N T S  L G L E   YT  S GFDQK  T E KNKTR G  Y AL  

GTOV_S-26764_ALE15099                             F       C                   F C K            G   H     L          C  VY  S LR  F     L   PL  L K L TKSY D EF   F  ILI A     L  Y            E  RLL VA  D. P  PT  LEKS DI   EL L N T    E D   D   Y   Q GFDQR  T E KNRSR GLSE AF  

MACV_Carvallo_AIG51560                            F       C                   F C K            G   H     L          CD VY  S  K  F     L   PL  L K L T SY D EY   F  LLI       L  Y         F  E  RLL  A  K. SE CN  LEGV DV   GL L N T S  V E   M   Y   QGHFDQK  S E KSRSR G TD TL  

                                                                                LASV_Bantou-289(lin4)_AZI95808     
   1070      1080      1090      1100      1110      1120      1130      1140   

LASV_Bantou-289(lin4)_AZI95808         R S R SNSE     L         L NLCFYS  SP          G LKF LSYKEQVG NRELY GDL TK   DDV I   E    AL K    T  TTAM K       E  QSYSS  PDT R                  I      M S      E        S A SL NC            Q        TG        S        G         R   F

LASV_Pinneo-NIG-1969(lin1)_AIT17835     R S R SNSE     L         L NLCFYS  SP          G LKF LSYKEQVG NRELY GDL TK    D  I   E    AL K    T  TTAM K       E  QSFNSV PDT R                  I      M ST T   E        S A SL NC            Q         G        S        G         R   F

LASV_Nig08-04(lin2)_ADU56613           R S R SNSE     L         L NLCFYS  SP          G LKF LSYKEQVG NRELY GDL TK   DDV I   E    AL K    T  TTAM K       E  QSYNS  PDT R                  I      M A      E        S A SL NC            Q        TG        S        G         R   F

LASV_Nig08-A18(lin3)_ADU56617          R S R SNSE     L         L NLCFYS  SP          G LKF LSYKEQVG NRELY GDL TK   ED  I   E    AL K    T  TTAM K       E  QSYNSI PDT R                  I      M S  T   E        S A SL SC            Q         G        S        G         R   F

LASV_AV(lin5)_AAO59509                 R S R SNSE     L         L NLCFYS  SP          G LKF LSYKEQVG NRELY GDL TK   DDV I   E    AL K    T  TTAM K       E  QSYNSV PDT R                  I      M S      E        S A SL NC            Q         G        S        G         R   F

LASV_KAK-428(lin6)_ANH09760            R S R SNSE     L         L NLCFYS  SP          G LKF LSYKEQVG NRELY GDL TK   DDV I   E    AL K    T  TTAM K       E  QSY SV PDT R                  I      M S      E        S A SL NC            Q      D  G        S        G         R   F

LASV_BEN/2016/3488(lin7)_QNC69562      R S R SNSE     L         L NLCFYS  SP          G LKF LSYKEQVG NRELY GDL TK   DDV I   E    AL K    T  TTAM K       E  QSYNSI PDT R                  I      M T      E        S A SL NC            Q         G        S        G         R   F

LASV_G3278-SLE-2013_AIT17397           R S R SNSE     L         L NLCFYS  SP          G LKF LSYKEQVG NRELY GDL TK   DDA I   E    AL K    T  TTAM K       E  QSYNSV PDT R                  I      M S      E        S A SL NC            Q         G        S        G         R   F

MOBV_Acar_YP_516229                    R S R SNSE     L         L NLCFYS  SP          G LKF LSYKEQVG NRELY GDL TK    E  I   E    AL K    T  TTAA K       E  QSYNS  PDT R                  I      M FN T   E        S A SL NC            Q        QG        S        G         R   F

LCMV_Armstrong_ASD49942                R S R SNSE     L         L NLCFYS  SP          G LKF LSYKEQVG NRELY GDL TK   EDV I   E     L K    T   SAA K       E  TSYTSV PDS R                  I      M E      E      S S A SL KCM           E         G        A        G         R   F

JUNV_XJ13_ACO52427                     R S R SNSE     L         L NLCFYS  SP          G LKF LSYKEQVG NRELY GDL TK   DEV L   E    AI      S  TNAA R       D  T FTSI   T                    V      L K      T        ADK DK YF            D    E    SSN  N   G        S         N   M

TACV_NP_694848                         R S R SNSE     L         L NLCFYS  SP          G LKF LSYKEQVG NRELY GDL TK   DEV L   E    AI      S  TNAA R       D  T FTSI   N                    V      L K      M        ADK DR YF            D    E    SSN  N   G        S         N   I

OLVV_3229_YP_001649214                 R S R SNSE     L         L NLCFYS  SP          G LKF LSYKEQVG NRELY GDL TK   EE  M   E    AI R    S  SN A R       E   SYS V  DT K                  V      L R  G   L        A R DR VF  S         D   I   H SS       G        S         N   M

GTOV_S-26764_ALE15099                  R S R SNSE     L         L NLCFYS  SP          G LKF LSYKEQVG NRELY GDL TK   EDV V        AI      S  TSAA R       E  T YT I P                      V      M K      N Q      ADR DK FF            E    E  C S NV N   G        S         N   M

MACV_Carvallo_AIG51560                 R S R SNSE     L         L NLCFYS  SP          G LKF LSYKEQVG NRELY GDL TK   DEV L   E    AI      S  TNAA R       D  T FTSI   S                    V      L K      I        ADK DK YF            E    E    SSN  N   G        S         N   M

α27 η10 η11 β18 

α28 α29 α30 

α31 

β19 α32 α33 β20 β21 β22 

‘Inhibitory 
peptide’ 

1092-1105

Fingers

⍺-bundle

Pendant

Pendant

Fingertips (F)

– general defect in L protein activity upon mutation observed in Lassa virus mini-replicon system
– selective transcriptional defect of L protein upon mutation observed in Lassa virus mini-replicon system
– no or weak effect on L protein activity upon mutation observed in Lassa virus mini-replicon system



                                                                                LASV_Bantou-289(lin4)_AZI95808     
   1150      1160      1170      1180      1190      1200      1210      1220   

LASV_Bantou-289(lin4)_AZI95808     TRL ED  E         CL    EF      M   V       S DHSKWGP M P  F                       I  Y  AL  QLS S  NNER  E AI   KLN S   VSY M            L LA LQNL   S      I         F   SL   G          N  LS      LAH            M C F    T    IFL KDLQAD KG

LASV_Pinneo-NIG-1969(lin1)_AIT17835 TRL ED  E         CL    EF      M   V       S DHSKWGP M P  F                       I  Y  AL TQ S S  N ER  E AI   KLN S   VSY M            L LA LQNL   T      A         F   T  F G    D     N  LS      QAH            M C F    T    ILL GDTQAD KG

LASV_Nig08-04(lin2)_ADU56613       TRL ED  E         CL    EF      M   V       S DHSKWGP M P  F                       I  Y  AL SQLT S  NNEK  D AI   KLN S   VSY M            L L  IQNL   S      L         F   T    G          N  LS      SAH            M C F   TI    ILL DDLQAD KG

LASV_Nig08-A18(lin3)_ADU56617      TRL ED  E         CL    EF      M   V       S DHSKWGP M P  F                       I  Y  AL  QLS S  NNEK  E AI   KLN S   VSY M            L LA LQNL   S      I         F   SL   G          N  LS      LAH            M C F    V    VFM KDLQAD KG

LASV_AV(lin5)_AAO59509             TRL ED  E         CL    EF      M   V       S DHSKWGP M P  F                       I  Y  AL  QLS S  NNEK  E AI   KLN S   VSY M            L LA LQNL   S      I         F   SL   G          N  LS      LAH            M C F    V    IFL KDLQAD KG

LASV_KAK-428(lin6)_ANH09760        TRL ED  E         CL    EF      M   V       S DHSKWGP M P  F                       I  Y  AI TQLT S  N ER  E AI   KLN S   VSY M            L LI LQNL   S      L         F   T    G    D     N  LS      LAH            M C F    T    ILL EDLQAD KG

LASV_BEN/2016/3488(lin7)_QNC69562  TRL ED  E         CL    EF      M   V       S DHSKWGP M P  F                       I  Y  AL  QLT S  NNEK  D AI   KLN S   VSY M            L LA LQNL   S      V         F   TG   G          N  LS      LAH            M C F    V    VLL KDLQAD KG

LASV_G3278-SLE-2013_AIT17397       TRL ED  E         CL    EF      M   V       S DHSKWGP M P  F                       I  Y  AL SQLS S  NNEK  E AI   KLN S   VSY M            L L  LQNL   S      I         F   S    G          N  LS      MAH            M C F   TV    IFL KDLQAD KG

MOBV_Acar_YP_516229                TRL ED  E         CL    EF      M   V       S DHSKWGP M P  F                       I  Y  AL SQ   S  N EH  E AV   K N S   LSY L            L LA LQNI   S      A         F   T  FKG    D     N  FS  F   LGL            M T F    T    NWP LDTLSD KS

LCMV_Armstrong_ASD49942            TRL ED  E         CL    EF      M   V       S DHSKWGP M P  F                       I  Y     S  S S  NNDK  E AI    IN     LNY M            L LM LQNL                    F SFS FF G          N  LS T   REGF            M C F    F    KLG..DDQYVRSG

JUNV_XJ13_ACO52427                 TRL ED  E         CL    EF      M   V       S DHSKWGP M P  F                       V  F  AV SSM  T  NSEK  E AI   KM  N   LS               L L  L TL   N      V         S   G   RY          R  CD   A  NGD  C Y       T S A   SF Y  ELK PRDRTK NL

TACV_NP_694848                     TRL ED  E         CL    EF      M   V       S DHSKWGP M P  F                       V  F  AV SSM  T  SSEK  D AI   KL  N   LS  L            L L  LQ L   T      I         A   G   RY          R  CD   A  NGD  C         T S A   TF  F ELR PKERNI NL

OLVV_3229_YP_001649214             TRL ED  E         CL    EF      M   V       S DHSKWGP M P  F                       I  F   V SNMN S  NSEK  E  V   KMS N   MNF L            I AA LQ L   Q      V         S S V    Y          RS ME      LGE            Y S V    F  G KLE GSMCTP SV

GTOV_S-26764_ALE15099              TRL ED  E         CL    EF      M   V       S DHSKWGP M P  F                       V  F  AV NSMN T  NSEK  E AI   KM  N   L   L            L  A    L          V         T   A    Y          R  CD   A  NGD CC         F S A  H FFGA KFKISKTGEQ DL

MACV_Carvallo_AIG51560             TRL ED  E         CL    EF      M   V       S DHSKWGP M P  F                       V  F  AV NSM  T  NSEK  E AI   KM  N   LS               L LA LQ L   T      I         S   G   KY          R  CD   A  NGD  C Y       T S A    L  M ELR PVDRSK DL

                                                                                LASV_Bantou-289(lin4)_AZI95808     
   1230      1240      1250      1260      1270      1280       1290      1300  

LASV_Bantou-289(lin4)_AZI95808            L WH HK  E P  V  A      K  L L         E              SH  S  D GQGIL N SD   LS L    M  MV I FN V   M   I  Q G      QSIT DFF S   I   VP  V  IL M     H T  RDY  T  T              S M KSF  A    KKKTT        Y NFQ G.V     S               

LASV_Pinneo-NIG-1969(lin1)_AIT17835        L WH HK  E P  V  A      K  L L         E              SH  S  D GQGIL N SD   LS L    M  MV I FN V   M   I  Q G      QTLT DFF S   L   VP  I  IL M     H T  KDY  T  A              S M KSY  A    RKSTS        Y NFH G.V     S               

LASV_Nig08-04(lin2)_ADU56613              L WH HK  E P  V  A      K  L L         E              SH  S  D GQGIL N SD   LS L    M  MV I FN V   M   I  Q G      QSVT DFF S       VP  I  IL M     H T  KDY  T  T              S M KSY  S    KKKTT        N NFQTG.T     S               

LASV_Nig08-A18(lin3)_ADU56617             L WH HK  E P  V  A      K  L L         E              SH  S  D GQGIL N SD   LS L    M  MV I FN V   M   I  Q G      QTAT DFF S   I   VP  I  IL M     H T  RDY  T  T              S M KSY  A    RKSTS        Y NFQ G.Q     S               

LASV_AV(lin5)_AAO59509                    L WH HK  E P  V  A      K  L L         E              SH  S  D GQGIL N SD   LS L    M  MV I FN V   M   I  Q G      QSIT DFF S   V   VP  V  IL M     H T  RDY  T  T              S M KSF  A    RKSTS        Y NFQ G.V     S               

LASV_KAK-428(lin6)_ANH09760               L WH HK  E P  V  A      K  L L         E              SH  S  D GQGIL N SD   LT L    M  MV I FN V   M   I  Q G      QTVT EFF S   V   VP  I  IL M     H T  RDY  T  T              S M KSY  A    RKTTS        Y NFR G.V     S               

LASV_BEN/2016/3488(lin7)_QNC69562         L WH HK  E P  V  A      K  L L         E              SH  S  D GQGIL N SD   LS L    I  MV I FN A   M   I  Q G       TVT DFF S   M   VP  I  VL M     H T  RDY  T  T              S M KSY  S    RKRTSR       Y NFQ G.V     S               

LASV_G3278-SLE-2013_AIT17397              L WH HK  E P  V  A      K  L L         E              SH  S  D GQGIL N SD   LS L    M  MV I FN V   M   I  Q G      QSIT DFF S   I   VP  I  IL M     H T  RDY  T  M              S M KSF  A    RKKTK        Y NFQ G.V     S               

MOBV_Acar_YP_516229                       L WH HK  E P  V  A      K  L L         E              SH  S  D GQGIL N SD   VS M    I  LV V FN V   M   I    G       TMT  FF     L   VP  I  IL         T  RDY  S  S              T M KSF  SK   KKNLSE    R  FEHFR G.K     S    K     Q    

LCMV_Armstrong_ASD49942                   L WH HK  E P  V  A      K  L L         E              SH  S  D GQGIL N SD   VS L    M  LV V F  V   M   V           TTVT   F Q   M   VP  I  LI M     H    KDH  T  T           P  N M KSY  SK K LRGSE     RI R YFE G.I     S            A  

JUNV_XJ13_ACO52427                        L WH HK  E P  V  A      K  L L         E              SH  S  D GQGIL N SD   MN I    L  VV V  N A       L  S G      TSV  EFF Q       VP  I  VL M     H T  EPV  .  K          I   E YCVGK  R    MGCDC   G    H YLQSRDQ     M               

TACV_NP_694848                            L WH HK  E P  V  A      K  L L         E              SH  S  D GQGIL N SD   LN V    L  VI V  N A       L  S G      SSV  EFF Q   V   IP  I  VL M     H    EPV  .  R          V   E YCTGN  R    MGCGS   G    H FMP QGE     M            M  

OLVV_3229_YP_001649214                    L WH HK  E P  V  A      K  L L         E              SH  S  D GQGIL N SD   IT L    I  VV V YN I   M   I  Q G      SS T  F              V  VL M     H T  EPI  .  S              H Y TGM  R    MSPGE  K  A IHRLLVDEREPL   M               

GTOV_S-26764_ALE15099                     L WH HK  E P  V  A      K  L L         E              SH  S  D GQGIL N SD   LN V    L  AV V  S A       L    G      QSV  EFF Q   L   VP  I  VL M     H S  GPV  .  K          I   E YCTGM  RR   MSLSC   C    H KLL EEG     M               

MACV_Carvallo_AIG51560                    L WH HK  E P  V  A      K  L L         E              SH  S  D GQGIL N SD    S I    L  VV V  N A       L  S G      TSLS EFF Q   L   IP  I  VL M     H T  DSVK .  K          I   E YCIGK  R    MGCGS        H TMQ NGQ     M               

                                     ..       .                                 LASV_Bantou-289(lin4)_AZI95808     
    1310      1320      1330        1340       1350      1360      1370         

LASV_Bantou-289(lin4)_AZI95808      Y L  E F                TSSDDQ                           F    S   NKF SPK   G F    IS   INYAI  I       Y      ISL      LTEL    D EEF  LI  H YM   L   V   SVI   F A    R      SC CGGTIDA          FDQ..V    MQ.R P   KT  E  Y   DQ            R 

LASV_Pinneo-NIG-1969(lin1)_AIT17835  Y L  E F                TSSDDQ                           F    S   NKF SPK   G F    IS   INYAV  V       Y      ISL      LTEL    D DEF  LL  H YM   L   V   SVI   F G    R      SC CGGQVDA          FDQ..N    MS.R Q   KT  E  Y   DQ            R 

LASV_Nig08-04(lin2)_ADU56613        Y L  E F                TSSDDQ                           F    S   NKF SPK   G F    IS   INFAV  V       Y      ISL      LT L    D EEF  LL  H YM   L   V   SAI   F A    R      KC SGGQIDA          FDQ..N  Q LS.R E   KT  E  Y   DQ            R 

LASV_Nig08-A18(lin3)_ADU56617       Y L  E F                TSSDDQ                           F    S   NKF SPK   G F    IS   INYAI  V       Y      ISM      LT L    D EEF  LL  H YM   L   V   SVI   F A    R      SC CDGSIDA          FDQ..N  M MT.R P   KT  E  L   DQ            R 

LASV_AV(lin5)_AAO59509              Y L  E F                TSSDDQ                           F    S   NKF SPK   G F    IS   INYAI  V       Y      ISL      LTDL    D EEF  LL  H YM   L   I   SVV   F A    R      SS CGGSIDA          FNQ..D    MQ.R P   KT  E  Y   NQ            R 

LASV_KAK-428(lin6)_ANH09760         Y L  E F                TSSDDQ                           F    S   NKF SPK   G F    IT   INYAI  V       Y      ISL      LTEL    D EEF  LL  H YM   L   V   SVV   F G    R      NC CGGQIDA          FDQ..N    MQ.R P   MI  E  Y   DQ            R 

LASV_BEN/2016/3488(lin7)_QNC69562   Y L  E F                TSSDDQ                           F    S   NKF SPK   G F    IS   INYAI  V       Y      ISL      LTEL    D EEF  LL  H YM   L   I   SVI   F A    R      KC CGGQIDA          FDQ..N    LS.R P   RT  E  Y   DQ            R 

LASV_G3278-SLE-2013_AIT17397        Y L  E F                TSSDDQ                           F    S   NKF SPK   G F    IT   INYAI  V       Y      ISL      LTEL    D EEF  LM  H YM   L   V   SVI   F A    R      SC CGGTIDA          FDQ..T    LH.R P   RA  E  Y   DQ            R 

MOBV_Acar_YP_516229                 Y L  E F                TSSDDQ                           F    S   NKF SPK   G F    IS   INY I  L       F      ISL      LSDL    D DEF  IL  H YL   L   I   SV    F G    R    C SC YEGNVDA          FDK..S    LE.K P   EY  E  N   DQ          K N 

LCMV_Armstrong_ASD49942             Y L  E F                TSSDDQ                           F    S   NKF SPK   G F    LS   INY I  I       Y      ITL      LSDL    D EE   LL     L   L   I   SVA   F G    R    C GV FGERPEA          FDR..R    VV.S P  VLV  E QSH  GL            R 

JUNV_XJ13_ACO52427                  Y L  E F                TSSDDQ                           F    S   NKF SPK   G F    IT   L YAL  L       Y      VSL      LSD     D  E   MV  H FL   L   I   SVI   L G    Q  C   DL YDVIPVT          IKI.PC   EKF.Q RT LLE  C  E   SK            T 

TACV_NP_694848                      Y L  E F                TSSDDQ                           F    S   NKF SPK   G F    IT   LNYVL  L       Y      VTL      ASD       DEW  ML  H YL   L   V   SVA   L G    Q      DL YDVIPTS          IKL.PC   DN..QVN   LE  C  E   SK            T 

OLVV_3229_YP_001649214              Y L  E F                TSSDDQ                           F    S   NKF SPK   G F    VT   INYAM  L       F      ITM      L DM        W  MI  H FI       V   TVI   L G    Q      RI YDVSMTS          VKLNED K  DNPEVISN ER  N  T   SKF           T 

GTOV_S-26764_ALE15099               Y L  E F                TSSDDQ                           F    S   NKF SPK   G F    IT   INY L  L       Y      IT       MS      D  DW  LL  H FL       V   SV    L G    Q    C DF FDVIPVS         TLKL.PT  LSEDGL GF  LE  C  D   SKF         S T 

MACV_Carvallo_AIG51560              Y L  E F                TSSDDQ                           F    S   NKF SPK   G F    IT   L YAL  L       Y      ITL      L       D  EW  MI  H FL   L   V   SVI   L G    Q  C   DL YDVIPVS          IKT.PS DIEGG.S AA  LE  C  E   SK            T 

                                                                                LASV_Bantou-289(lin4)_AZI95808     
1380      1390      1400      1410      1420      1430      1440      1450         

LASV_Bantou-289(lin4)_AZI95808      AEFKSRF V G E PL T FV A LHN KCK P QL ETIDTI DQ  ANGV          R   L  Y      PF V       Y W D V  L K  A A   I                   V    PV L N IQ  T S L    YP    L                                E H  A      I  S       H C L  K  L   Q AR  ID   

LASV_Pinneo-NIG-1969(lin1)_AIT17835  AEFKSRF V G E PL T FV A LHN KCK P QL ETIDTI DQ  ANGV          R   L  Y      PF V       Y W D V  L K  A A   V                   I    PV L N IQ  T N L    YP    L                                E H  A      I  S       S C L  K  L   K AR  ID   

LASV_Nig08-04(lin2)_ADU56613        AEFKSRF V G E PL T FV A LHN KCK P QL ETIDTI DQ  ANGV          R   L  Y      PF V       Y W D V  L K  A A   I                   V    PV L N IQ  T S L    YP    L                                E H  A      I  S       D C Q  K  L   C AK  ID   

LASV_Nig08-A18(lin3)_ADU56617       AEFKSRF V G E PL T FV A LHN KCK P QL ETIDTI DQ  ANGV          R   L  Y      PF V       Y W D V  L K  A A   I                   V    PV L N IQ  T S L    YP    L                                E H  A      I  S       H C L  L  L   Q AR  ID   

LASV_AV(lin5)_AAO59509              AEFKSRF V G E PL T FV A LHN KCK P QL ETIDTI DQ  ANGV          R   L  Y      PF V       Y W D V  L K  A A   I                   V    PV L N IQ  T S L    YP    L                                E H  A      I  S       H C L  L  L   Q AR  ID   

LASV_KAK-428(lin6)_ANH09760         AEFKSRF V G E PL T FV A LHN KCK P QL ETIDTI DQ  ANGV          R   L  Y      PF V       F W D V  L K  A     V                   V    PV L N IQ  T N L    YP    L                        S       E H  A      I  S       Q C L  I  L   Q AR  ID   

LASV_BEN/2016/3488(lin7)_QNC69562   AEFKSRF V G E PL T FV A LHN KCK P QL ETIDTI DQ  ANGV          R   L  Y      PF V       Y W D V  M K  A A   I                   V    PV L N IQ  T   L    YP    L                                E H  A      I  S       H C L  S  LA  H SR  LD   

LASV_G3278-SLE-2013_AIT17397        AEFKSRF V G E PL T FV A LHN KCK P QL ETIDTI DQ  ANGV          R   L  Y      PF V       F W D V  L K  A A   I                   V    PV L N IQ  T S L    YP    L                                E H  A      V  S       H C L  I  L   Q AR  ID   

MOBV_Acar_YP_516229                 AEFKSRF V G E PL T FV A LHN KCK P QL ETIDTI DQ  ANGV          R   L  Y      PF A       F W D V  L K  A     I                   V    PV L N VQ  T N L    YP    L                        S       E H  A      I  A       K C I  E  L   R AQ  ID   

LCMV_Armstrong_ASD49942             AEFKSRF V G E PL T FV A LHN KCK P QL ETIDTI DQ  ANGV          R   L  Y      PF A       Y W E V  L K    A   V                   I    PV L N IQ  T   L    FP    L                      S         E H  C      A  A       S V S  R  LD  K AN  LD   

JUNV_XJ13_ACO52427                  AEFKSRF V G E PL T FV A LHN KCK P QL ETIDTI DQ  ANGV          R   L  Y      PF V       F   E    L K    A   V                   I       I S IS    Q I    Y                M   T       S         T T  S      C  C     STH V K  I VN   R SG RET  G

TACV_NP_694848                      AEFKSRF V G E PL T FV A LHN KCK P QL ETIDTI DQ  ANGV          R   L  Y      PF V       F   E    L    A A   V                   V     V I S IS    Q I    F                M   T    Q            T T  S      C  C     S Q V K  Q VN   K SG KET  G

OLVV_3229_YP_001649214              AEFKSRF V G E PL T FV A LHN KCK P QL ETIDTI DQ  ANGV          R   L  Y      PF A       F W E V  L K    A   I                   V     V I S IS  T   V    FP    L                      S         T I  S      S  C     S E V C  N  NK  R SG  DN   

GTOV_S-26764_ALE15099               AEFKSRF V G E PL T FV A LHN KCK P QL ETIDTI DQ  ANGV          R   L  Y      PF V       F   E    L K    A   V                   V    GI I T IS      I    YP    L          M   T       S         T T  A      C  C       E V K  E VNR  R SG  QT   

MACV_Carvallo_AIG51560              AEFKSRF V G E PL T FV A LHN KCK P QL ETIDTI DQ  ANGV          R   L  Y      PF V       F   E    L K  A A   V                   I       I T IS    Q I    YG               M   T                 T T  S      C  C     STK V R  K VN   R SG  ET  G

                                                                                LASV_Bantou-289(lin4)_AZI95808     
1460      1470      1480        1490      1500      1510      1520      1530       

LASV_Bantou-289(lin4)_AZI95808          DV DW DG R YR  R  E            R          K G   E                          L   T  R  V  N    I   I  L  D      I S LRKLYN L T  L  EF  N LS E    L      L  E  NCE           S   M Q  R IP A..CGR   M      K    Q H   TT Y  S HLSS SNLCEL GV P

LASV_Pinneo-NIG-1969(lin1)_AIT17835      DV DW DG R YR  R  E            R          K G   E                          L   T  R  V  N    I   I  L  E      V S LRKLFN L T  L  EF  N LS E    L      M  E  NCN           S   M L  E AP A..CSK   M      K    E H   TT Y  G HVSS RNLCEL GT M

LASV_Nig08-04(lin2)_ADU56613            DV DW DG R YR  R  E            R          K G   E                          L   T  R  V  N    I   I  L  D      M S LR LFN L T  L  EF  N LS E    L      L  E  NCE           S   M Q  R VP A..CKK   M  I   K    E H   TT Y  G HMTS QNLFKL NI P

LASV_Nig08-A18(lin3)_ADU56617           DV DW DG R YR  R  E            R          K G   E                          L   T  R  V  N    I   I  L  E      I S LRRLFN L T  L  EF  N LS E    L      L  E  NCE           S   M Q  K AP S..CRR   M      R    E H   TT Y  G HLTS ENLSEM GV P

LASV_AV(lin5)_AAO59509                  DV DW DG R YR  R  E            R          K G   E                          L   T  K  V  N    I   I  L  E      I S LRKLFN L T  L  EF  N LS E    L      L  D  NCE           S   M Q  S IP A..CGK   M      K    Q H   TT Y  G HVSS KNLCII DV P

LASV_KAK-428(lin6)_ANH09760             DV DW DG R YR  R  E            R          K G   E                          L   T  R  V  N    I   V  L  D      V S LRKLFN L T  L  EF  N LS E    L      L  E  NCE           S   M Q  R IP G..CLK   M      K    E H   TT Y  G HKTS QNLCKL EC P

LASV_BEN/2016/3488(lin7)_QNC69562       DV DW DG R YR  R  E            R          K G   E                          L   T  R  V  N    I   I  L  D      V S LR LFN L T  L  EF  N LS E    L      L  E  NCD           S   M Q  R TP A..CKK   M  I   K    E H   TT Y  G HTAS RNLFKL DV P

LASV_G3278-SLE-2013_AIT17397            DV DW DG R YR  R  E            R          K G   E                          L   T  R  V  N    I   I  L  D      I S LRRLYN L T  L  EF  N LS E    L      L  E  NCE           S   M Q  G IP A..CSK   M      R    Q H   TT Y  S HLSS KNLCEL GV P

MOBV_Acar_YP_516229                     DV DW DG R YR  R  E            R          K G   E                          M   S  K  V  N    I   I  L         V S LRRLYN L T  L  EF    LS D    L         E  FCS           G   M N  M EPNG..TRK   F      N    L H   TAAY  G PYQS AKLSKIFDT I

LCMV_Armstrong_ASD49942                 DV DW DG R YR  R  E            R          K G   E                          L   T  K  L  S    I   I  L         V   VRKL   L N     EF     N D    I      L  E  NTN           G   Q L  E CPNE..TKV  KL    HHK    EFN   FLDLF R KKEA LQLGDL GL E

JUNV_XJ13_ACO52427                      DV DW DG R YR  R  E            R          K G   E                          A   Q  K  V  S    L   I  I  D      I N ARKVFN I    I  E   N IS      L      A     IEE           G   Q K  A FS DKETMF   C      D  R K F  NLI L  RGGDEA SGFLQY GCSE

TACV_NP_694848                          DV DW DG R YR  R  E            R          K G   E                          A   Q  K  V  T    L   I  I  D      I S AKRVFN I    V  E   S I  D    L            VEK           G   Q K  S FS DEMTGF   C      D  R K F  NLI L GR GDDA VGFLRYSSCSE

OLVV_3229_YP_001649214                  DV DW DG R YR  R  E            R          K G   E                                 K  V  N    L   I            V Q ARKVF  I S  I      N VQ D           V    SVENM          G   Q N  SHLEVDGCTRF   A     RN    K M QTLV L  E GDKAFQGFMKS DVSD

GTOV_S-26764_ALE15099                   DV DW DG R YR  R  E            R          K G   E                          A   Q  K     S    L   I            V   AKKV   I    V  EY  Q I  D    L      A  E  VEK      T    G   Q N  YYLQGSEQLEF  KC    LLK  K Q F   LV L GK GDDA KGFLSY GC S

MACV_Carvallo_AIG51560                  DV DW DG R YR  R  E            R          K G   E                          A   Q  K  V  S    L   I  I  D      I N ARKVFN I    I  E   N I       L      A     IED           G   Q K  A FH DKETSF   C      D  R R F  NLI L GRGGDEA TGFLQY GCSE

α34 α35 β23 α36 α37 

α38 β24 α39 α40 β25 

α41 β26 β27 α42 α43 β28 

β29 β30 β31 α44 α45 α46 

α47 α48 α49 π1 α50 

Fingers Palm

Fingernode

Thumb

– general defect in L protein activity upon mutation observed in Lassa virus mini-replicon system
– selective transcriptional defect of L protein upon mutation observed in Lassa virus mini-replicon system
– no or weak effect on L protein activity upon mutation observed in Lassa virus mini-replicon system

(A)

(B)

(C) (D)

(E)

(H)



                                                                                LASV_Bantou-289(lin4)_AZI95808     
1540      1550      1560      1570      1580      1590      1600      1610      

LASV_Bantou-289(lin4)_AZI95808               W NL      R VLR K              P      Q  L   F  G    L   IN SAFQS   SG      L F  L       L M   Q II S    LD E V TIVKTI NK S T TR A KL  E   K     SIA  P.SESD E S    AAHHP          Y GAVN  D K             S      Q   S A             

LASV_Pinneo-NIG-1969(lin1)_AIT17835           W NL      R VLR K              P      Q  L   F  G    L   IN SAFQS   SG      L    L       L M   Q VI      LD E I TIVKTI NK S T TR A KL  E   K     SIA  L.DDSD EIC    ATHHP          YAGAVS  D R             S      Q   S A             

LASV_Nig08-04(lin2)_ADU56613                 W NL      R VLR K              P      Q  L   F  G    L   IN SAFQS   SG      L F  L       L M   Q II S    LE D V TIVKTL NR S T TR A KL  E   K     SIA  L.SNSD E H    ATHYP          Y GAVN  D R             S      Q   S A             

LASV_Nig08-A18(lin3)_ADU56617                W NL      R VLR K              P      Q  L   F  G    L   IN SAFQS   SG      L    L       L M   Q II S    LD E I TVVKTI NK S T TR A KL  E   K     SIA  P.SKAD ELC    AAHHP          Y GAVN  D K             S      Q   S A             
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Link

CBD-like

627-like

– general defect in L protein activity upon mutation observed in Lassa virus mini-replicon system
– selective transcriptional defect of L protein upon mutation observed in Lassa virus mini-replicon system
– no or weak effect on L protein activity upon mutation observed in Lassa virus mini-replicon system
– intermediate effect on L protein activity upon mutation observed in Lassa virus mini-replicon system

– no or weak effect on L protein activity upon mutation observed in Lassa virus mini-replicon system 
(Lehmann et al. 2014)

– selective transcriptional defect of L protein upon mutation observed in Lassa virus mini-replicon system 
(Lehmann et al. 2014)


