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MATERIALS AND METHODS 

Sample acquisition and patients 

Samples and clinical data from COVID-19 patients were collected from consented hospitalized 

patients at the Washington University Medical Center under an institutional review board 

approved protocol to study immunological, genetic and clinical predictors of SARS CoV-2 infection 

(IRB ID # 202003085) between March and May 2020.  SARS-CoV-2 was confirmed using an FDA 

approved PCR test and detailed clinical metadata has been describedS1.    Clinical data were 

extracted from electronic health records by the Institute of Informatics and provided in a 

deidentified manner.  The clinical diagnosis of AKI incorporates modified guidelines from the 

Kidney Disease Improving Global Outcomes (KDIGO) for selecting samples from patients with 

AKI (rise in serum creatinine (SCr) by 0.3 mg/dL over 48 hours, OR 50% rise in SCr from baseline 

during current hospitalization OR decrease in urine output by 0.5 ml/kg/hour for 6 hours)S2, S3.  

Urine from healthy volunteers was obtained from the Kidney Translational Research Center 

(KTRC) (Table S1). 

 

Urine processing and storage 

Urine samples were collected within first 3 days during hospital visit in a sterile cup as convenient 

and transported by the hospital staff twice a day to the laboratory, stored at 4 °C until ready for 

processing on the same day.  All samples were processed and stored in less than 24 hours.  Urine 

was filtered through a 40µm mesh followed by a 2,000xg centrifugation for 12 minutes. The cell 

pellet was preserved in RNAlater and the supernatant immediately aliquoted into cryovials and 

stored at -80 °C until ready for experimental analysis.  Where possible, samples were serially 

collected with first day of collection (typically first day of hospitalization) designated as day (D) 0.  

To initially determine the quality of specimens we checked the presence of various analytes 

including several kidney injury and proinflammatory markers using the Meso Scale Discovery 



(MDS) platform services offered by the George M. O’Brien Center at the Johns Hopkins University 

(Table S1).   The adequacy of the COVID-19 urine samples was confirmed by measuring several 

markers of AKI and inflammation prior to proceeding with urine proteome studies (Table S1 and 

not shown).   

 

Proteomics sample preparation  

Proteins in each 150 µL aliquot of urine were denatured by mixing with 117 mg urea (final 8M). 

Samples were incubated at 60°C for 30 min with constant shaking at 800 rpm after adding 

dithiothreitol (DTT, 5 mM). Samples were then cooled to room temperature, alkylated by the 

addition of 40 mM iodoacetamide (IAA), and were incubated at room temperature for 30 min in 

the dark. Samples were then diluted 8-fold in volume with 100 mM NH4HCO3 buffer (pH 8.0) 

containing 1 mM CaCl2. Sequencing-grade modified porcine trypsin (Promega) was added at a 

1:20 (w/w) trypsin-to-protein ratio to digest proteins at 37˚C for 5 h with shaking at 500 rpm. The 

digestion process was stopped by adding to a concentration of 1% trifluoroacetic acid (TFA) and 

desalted with Discovery C18 50 mg/1 mL solid phase extraction (SPE) columns (Supelco) using 

a Gilson GX-274 ASPEC™ system (Gilson Inc.). For desalting, each SPE tube was conditioned 

by 3 mL of methanol, followed by 3 mL of 0.1% TFA aqueous solution. The acidified samples 

were then loaded to each column followed by washing with 4 mL of 95:5 (v/v) H2O:acetonitrile 

with 0.1% TFA. The samples were eluted with 1 mL 80:20 (v/v) acetonitrile:H2O with 0.1% TFA. 

The peptide-containing eluents were concentrated down to approximately 100 µL using a 

SpeedVac vacuum concentrator. The final peptide concentration was quantified by a PierceTM 

bicinchoninic acid (BCA) Assay Kit (Thermo Fisher Scientific). The samples were diluted to 0.10 

µg/µL with nanopure water for proteomics LC-MS/MS analysis. 

 

LC-MS/MS-based proteomics analysis 



The proteomics analysis was carried out with liquid chromatography-tandem mass spectrometry 

(LC-MS/MS). The liquid chromatograph (LC) consisted of a nanoAcquity M-Class UPLC system 

(Waters) equipped with an analytical column packed in-house with 3 µm Jupiter C18 media 

(Phenomenex) into 75 µm (i.d.) × 70 cm (long). The trapping column 150 µm (i.d.) × 4 cm (long)  

was packed by 5 µm Jupiter C18 particles (Phenomenex). 5 µLs of each digested sample were 

loaded onto the LC system, and peptides were separated at 300 nL/min at room temperature. 

Mobile phases were comprised of mobile phase A (0.1% formic acid in water) and mobile phase 

B (0.1% formic acid in acetonitrile) with the following applied separation gradient: 1-8% B for 2 

min, 8-12% B for 18 min, 12-30% B for 55 min, 30-45% B for 22 min, 45-95% B for 3 min, 

maintained at 95% for 10 min, and equilibrated at 1% B for 20 min.  

 

The eluted peptides from the LC system were analyzed using a Q-Exactive HF-X mass 

spectrometer (Thermo Fisher Scientific) outfitted with a custom nano-electrospray ionization (ESI) 

interface consisting of an electrospray emitter prepared by 150 µm (o.d.) × 20 µm (i.d.) chemically 

etched fused silicaS4. Spray voltage and ion transfer tube temperature were controlled at 2.2 kV 

and 300 °C, respectively. Full MS scans were acquired from 300 – 1800 m/z at a resolution of 

60,000, AGC target of 3e6. Top 12 data-dependent tandem MS scans were performed at a 

resolution of 15,000, AGC target of 1e5, isolation window of 1.0 m/z, normalized collision energy 

of 30, and dynamic exclusion of 30 sec.  

 

Proteomics data processing 

The Raw MS datasets were searched with MaxQuant (v1.6.0.16)S5 against a database containing 

the Uniprot homo sapiens proteome (released on Nov. 5, 2019) and the Uniprot SARS-COV-2 

proteome (released on Aug. 17, 2020). In the MaxQuant search, methionine oxidation and N-term 

acetylation were set as variable modifications, and carbamidomethylation was set as a fixed 

modification. The “match between runs” function with a 1.5-min time window was applied to 



identify peptides. False discovery rates (FDRs) at the peptide level and protein level were set to 

less than 0.01. Trypsin was selected as the digestion enzyme with up to two allowable missed 

cleavages. Default settings were used for the rest of the search parameters. The MaxQuant 

output containing protein groups and intensity values was processed with RStudio (v3.5.1) scripts. 

In brief, the proteome data were first filtered to retain proteins with more than 80% of detectability 

in the urine samples from the patients with acute kidney injury (AKI+) or in the urine samples from 

the patients without acute kidney injury (AKI-). The missing intensities of the remaining proteins 

were imputed following a method described previouslyS6. The intensities were log2 transformed 

and median centered prior to the statistical analysis. The Linear Models for Microarray Data 

(limma test) was applied to assess the intensities of proteins that were significantly changed in 

AKI+ compared to AKI- using the R package ‘limma’. The FDR was controlled by ‘Benjamini and 

Hochberg’ adjustment with the value 0.05 chosen as the cutoff to define statistical significance. 

The limma test was used because it applies linear models to integrate the whole data rather than 

comparing between categorized groups, making the statistical conclusions more reliable when 

the number of samples is smallS7. The log2 fold change of protein intensity due to AKI status was 

calculated by normalizing the mean protein intensity measured in the AKI+ group to the mean 

protein intensity measured in the AKI- group. The proteins with significantly different expression 

levels (adjust p < 0.05, log2 fold change <0 or >0) were selected for enrichment analyses for 

Gene Ontology (GO) terms, KEGG pathways, and Reactome pathways using the online tool 

metascapeS8.  

 

To further validate SARS-CoV-2 peptide detection in the urine proteome data, each of the two 

datasets which contained SARS-CoV-2 peptides using MaxQuant were analyzed using MS-GF+ 

(v2020.08.05)S9 against the same databases used for the MaxQuant search. Methionine oxidation 

and N-term acetylation were set as variable modifications, and carbamidomethylation was set as 

a fixed modification.  Settings allowed partial trypsin digestion (up to two missed cleavages) and 



the parent-ion-mass tolerance was set at 20 ppm or less. The outcomes of MS-GF+ results were 

filtered using parent-ion-mass tolerance < 10 ppm, MSGFDB_SpecEValue < 1 x 10-10, and Q 

values of peptides < 0.01. The resulting FDR values at the peptide and protein level were 

calculated as 0.0005 and 0.0075, respectively. 

Correlation analysis of COV-AKI patients compared to non-AKI patients. 

A total of 980 urinary proteins were quantifiable based on their MS intensities reported by 

MaxQuant software (Table S2). The patient-to-patient correlation was assessed by Pearson 

correlation of log2 transformed protein abundances across the entire patient cohort, ranging 

from 0.28 to 0.90 (Figure S1). Relatively higher correction (>0.7) was observed between the 

majority of AKI- patients; however, lower correlation was observed across AKI+ and AKI- groups 

(<0.5). This suggests large discrepancies of protein abundances in urine due to AKI status. 

 

Data availability 

All the datasets, MaxQuant search parameters, MS-GF+ search parameters, and the 

corresponding results files are available at the ProteomeXchange Consortium website using the 

PRIDE 29, 30 partner repository with the dataset identifier PXD025178 and 10.6019/PXD025178. 
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Supplemental Figure Legends 

Figure S1. Pearson correlation of urinary proteomics across the studied samples. 

Patients are numbered according to the patient key. Asterisks (*) denote COVID-19 

positive cases. 

Figure S2. Distribution of p values before adjustment. (A) Statistical results of limma test 

that compared the intensities of urinary proteins based on the status of acute kidney 

injury (AKI). (B) Statistical results of limma test that compared the intensities of urinary 

proteins altered during COVID-19 infection in the AKI negative group. 



Comorbidities

Study ID
SARS CoV‐2 
positive

Gender
Age at symptom 
onset (years)

Age range Race
Mortality 
status

ICU admission 
during index 
hospital visit

Subject on 
ventilation during 
index hospital visit

3D 7D 14D 28D
KIM‐1 
(ng/mL)

NGAL (ng/mL)
MCP‐
1(pg/mL)

Protein 
(qualitative)

BCA‐
Peptide 
mass (ug)

son
WU350‐077 Yes Male 76.9 70‐79 Black Deceased Yes No 2.25 Chronic kidney disease 1.22 78.91 368.01 2+  211.9
WU350‐078 No Female 28.9 20‐29 White Alive 0.01 40.86 25.98 Negative 31.62
WU350‐080 Yes Male 87.5 80‐89 Black Alive Yes Yes 0.72 0.85 0.61 0.75 2542.15 2049.76 2+  195.6
WU350‐083 Yes Male 76.2 70‐79 Black Deceased Yes No 2.55 Chronic kidney disease 0.62 43.83 825.28 2+  235.29
WU350‐086 Yes Female 44 40‐49 Black Alive No No 0.89 0.45 63.55 661.22 90.3
WU350‐087 Yes Male 69.7 60‐69 Black Deceased Yes Yes 2.41 2.23 4.44 7716.01 28056.91 25.935
WU350‐090 Yes Male 61.4 60‐69 Black Alive No No 0.49 24.67 250.35 80.925
WU350‐093 Yes Male 84.7 80‐89 White Deceased Yes No 2.27 3.1 Chronic kidney disease 1.16 263.32 158.40 180.78
WU350‐102 Yes Male 22.6 20‐29 Black Alive 0.79 69.93 597.59 2+  187.05
WU350‐114 No Male 42.4 40‐49 Black Alive 0.06 6.07 55.69 22.88
WU350‐117 Yes Male 53.5 50‐59 White Deceased No No 3.7 4.68 4.23 2.91 Chronic kidney disease 0.12 5578.83 4186.32 80.1
WU350‐133 No Female 25.3 20‐29 Black Alive
K2000129P  No Male healthy volunteer 50‐59 Asian Alive
K2000128P  No Female  healthy volunteer 60‐69 White Alive

WU350‐077 Yes Male 76.9 70‐79 Black Deceased
WU350‐093 Yes Male 84.7 80‐89 White Deceased

Patient Demographic data  Serum Creatinine  Values (mg/dL)
Markers Urine 



Protein Groups by 
MaxQuant

Major protein 
Uniprot ID

Entry name Gene Description
Tissue 

Specificity 
(TiGER)

log2_intensi
ty_114_D0

log2_intensi
ty_133_D0

log2_intensi
ty_78_D0

log2_intensi
ty_K200012

9P

log2_intensi
ty_K200012

8P

log2_intensi
ty_86_D3

log2_intensi
ty_90_D0

log2_intensi
ty_102_D0

log2_intensi
ty_80_D0

log2_intensi
ty_77_D0

log2_intensi
ty_83_D0

log2_intensi
ty_87_D0

log2_intensi
ty_93_D0

log2_intensi
ty_117_D3

P.Val adj.P.Val
log2_fold 
change 

P.Val adj.P.Val
log2_fold 
change 

P.Val adj.P.Val
log2_fold 
change 

sp|Q8WZ75|ROBQ8WZ75 ROBO4_HUMAN ROBO4 roundabout  spleen 3.104 3.646 4.275 4.844 4.609 3.401 3.434 3.177 ‐2.481 ‐0.527 0.564 ‐3.070 ‐7.033 ‐4.957 0.000000 0.000093 ‐6.728 0.000003 0.001318 ‐6.255 0.139002 0.338861 ‐0.758
sp|P14384|CBPMP14384 CBPM_HUMAN CPM carboxypeptidase M 1.010 0.074 1.393 1.547 0.775 ‐1.311 ‐0.802 ‐0.159 ‐3.544 ‐4.233 ‐4.793 ‐7.552 ‐5.232 ‐4.195 0.000001 0.000248 ‐5.241 0.000275 0.023306 ‐4.167 0.022833 0.127002 ‐1.717
sp|Q9BY67|CAD Q9BY67 CADM1_HUMAN CADM1 cell adhesion molecule  0.923 1.731 2.181 1.452 1.758 0.256 ‐1.152 0.766 ‐3.865 ‐4.823 ‐5.211 ‐2.765 ‐1.447 ‐6.018 0.000001 0.000436 ‐5.011 0.004659 0.059466 ‐3.978 0.031255 0.150146 ‐1.652
sp|P24592|IBP6_P24592 IBP6_HUMAN IGFBP6 insulin like g soft_tissue ‐3.021 ‐3.887 ‐1.642 ‐3.205 ‐2.164 ‐2.155 ‐2.856 ‐3.725 1.895 3.469 1.254 ‐1.314 3.173 4.709 0.000002 0.000571 5.029 0.000153 0.023306 5.110 0.869482 0.934312 ‐0.128
sp|P30530|UFO_P30530 UFO_HUMAN AXL AXL receptorbone 2.436 1.627 3.603 4.251 4.142 1.676 1.973 3.067 ‐0.362 ‐5.181 ‐4.921 ‐4.707 ‐2.604 ‐2.746 0.000003 0.000617 ‐6.267 0.000256 0.023306 ‐5.659 0.281821 0.503986 ‐0.973
sp|Q9GZX9|TWSQ9GZX9 TWSG1_HUMAN TWSG1 twisted gastrulation BM 1.613 1.173 1.592 1.190 1.577 0.615 0.556 1.654 ‐3.209 0.835 ‐0.671 ‐7.382 ‐5.290 ‐2.816 0.000004 0.000617 ‐4.335 0.001075 0.029912 ‐4.030 0.233400 0.467521 ‐0.488
sp|O00592|PODO00592 PODXL_HUMAN PODXL podocalyxin like 0.092 1.124 0.647 0.202 0.738 ‐3.690 0.317 2.940 ‐2.708 ‐3.325 ‐5.704 ‐2.969 ‐7.171 ‐4.672 0.000005 0.000670 ‐4.721 0.009734 0.076933 ‐4.280 0.742245 0.866984 ‐0.705
sp|P16401|H15_P16401 H15_HUMAN H1‐5 H1.5 linker histone, clus ‐1.920 ‐8.934 ‐7.876 ‐6.617 ‐6.391 ‐6.704 ‐6.578 ‐0.690 ‐1.223 ‐1.176 ‐8.779 ‐2.221 ‐0.629 1.175 0.000006 0.000674 3.572 0.001975 0.038849 2.515 0.266495 0.490911 1.690
sp|P62328|TYB4P62328 TYB4_HUMAN TMSB4X thymosin beta 4 X‐linke 1.003 ‐1.060 ‐0.527 ‐1.430 ‐1.036 ‐0.535 ‐1.846 ‐0.654 5.086 5.139 2.857 0.751 3.374 5.814 0.000007 0.000807 4.598 0.000895 0.028844 4.849 0.828715 0.909452 ‐0.402
sp|P01023|A2MP01023 A2MG_HUMAN A2M alpha‐2‐mac liver 1.929 ‐0.631 ‐0.248 1.024 2.526 1.309 5.870 0.487 5.477 5.741 1.070 9.735 5.646 5.988 0.000011 0.000992 4.076 0.000069 0.016463 3.054 0.350539 0.574462 1.635
sp|P07911|URO P07911 UROM_HUMAN UMOD uromodulin kidney 11.579 7.865 10.714 9.992 9.807 9.084 8.727 9.784 5.594 4.597 8.146 0.524 4.209 3.187 0.000013 0.000992 ‐5.318 0.000084 0.016463 ‐4.822 0.171282 0.379765 ‐0.793
sp|P12273|PIP_HP12273 PIP_HUMAN PIP prolactin ind eye;prosta 6.200 0.326 ‐0.061 2.474 1.339 ‐1.397 0.706 2.077 0.088 ‐3.947 ‐3.748 ‐5.853 ‐3.749 ‐3.607 0.000013 0.000992 ‐4.927 0.000067 0.016463 ‐3.931 0.397503 0.619322 ‐1.593
sp|Q7Z5L0|VMOQ7Z5L0 VMO1_HUMAN VMO1 vitelline membrane out 3.218 4.177 3.644 5.161 4.245 3.274 2.267 3.435 ‐0.594 1.733 2.682 ‐3.080 ‐0.489 ‐3.473 0.000011 0.000992 ‐4.214 0.002263 0.041623 ‐3.529 0.106368 0.293553 ‐1.097
sp|P26992|CNTFP26992 CNTFR_HUMAN CNTFR ciliary neurotrophic fact 1.379 2.761 0.456 1.867 1.191 0.323 1.655 2.515 ‐3.340 ‐1.732 0.688 ‐5.052 ‐3.428 ‐2.967 0.000016 0.001032 ‐4.157 0.002042 0.038849 ‐4.136 0.965505 0.983309 ‐0.033
sp|P61626|LYSC P61626 LYSC_HUMAN LYZ lysozyme blood;eye; ‐1.279 ‐0.232 1.885 ‐1.251 ‐0.464 ‐2.653 ‐0.457 ‐0.228 4.781 2.781 2.994 2.805 5.021 8.878 0.000018 0.001032 5.128 0.001099 0.029912 5.656 0.438994 0.659837 ‐0.845
sp|Q15223|NECTQ15223 NECT1_HUMAN NECTIN1 nectin cell adtongue ‐2.955 ‐2.117 ‐1.397 ‐1.069 ‐2.471 ‐3.115 ‐2.719 ‐2.522 ‐6.366 ‐3.407 ‐2.588 ‐8.346 ‐8.119 ‐9.003 0.000018 0.001032 ‐4.009 0.060459 0.219204 ‐3.520 0.199092 0.424152 ‐0.783
sp|Q8NFZ8|CADQ8NFZ8 CADM4_HUMAN CADM4 cell adhesion molecule  2.842 2.810 3.150 3.820 2.597 1.422 2.307 1.887 ‐1.018 ‐1.519 0.267 ‐3.473 ‐3.384 ‐3.400 0.000017 0.001032 ‐4.693 0.004854 0.059466 ‐3.960 0.055379 0.211314 ‐1.172
sp|O75144|ICOSO75144 ICOSL_HUMAN ICOSLG inducible T cell costimu ‐0.479 ‐1.025 1.387 1.628 1.293 ‐0.743 0.529 ‐0.304 2.098 ‐3.068 ‐5.341 ‐6.094 ‐6.808 ‐4.878 0.000030 0.001191 ‐4.301 0.000188 0.023306 ‐3.843 0.384494 0.607881 ‐0.734
sp|P06681|CO2_P06681 CO2_HUMAN C2 complement soft_tissue ‐4.410 ‐3.382 ‐3.247 ‐4.829 ‐4.020 0.605 ‐9.970 ‐2.922 ‐1.447 0.810 ‐2.408 4.380 3.491 1.709 0.000029 0.001191 5.111 0.073937 0.247297 5.185 0.286066 0.508792 ‐0.118
sp|P16070|CD44P16070 CD44_HUMAN CD44 CD44 molecule (Indian  6.241 5.633 6.661 6.609 6.616 4.622 5.416 5.549 2.631 2.948 3.298 ‐0.629 1.610 1.410 0.000026 0.001191 ‐4.041 0.001670 0.037961 ‐3.318 0.045325 0.185135 ‐1.156
sp|P19440|GGT1P19440 GGT1_HUMAN GGT1 gamma‐glutamyltransfe 0.364 0.392 0.460 1.486 0.799 ‐0.616 0.155 0.890 1.118 ‐4.333 ‐2.559 ‐1.519 ‐3.279 ‐5.980 0.000027 0.001191 ‐3.250 0.005343 0.062330 ‐2.902 0.395068 0.616507 ‐0.558
sp|Q96RW7|HMQ96RW7 HMCN1_HUMAN HMCN1 hemicentin 1larynx;ton 2.610 1.993 2.385 1.975 2.310 ‐0.571 1.122 0.766 ‐2.884 ‐2.674 ‐0.747 ‐9.442 ‐7.047 ‐7.894 0.000028 0.001191 ‐6.688 0.023272 0.126703 ‐5.553 0.015693 0.103915 ‐1.816
sp|Q9BRK3|MXRQ9BRK3 MXRA8_HUMAN MXRA8 matrix remodeling asso 1.914 1.540 2.525 2.150 3.089 ‐2.369 0.851 3.138 ‐2.332 ‐2.176 0.465 ‐2.896 ‐6.504 ‐4.913 0.000025 0.001191 ‐4.664 0.065329 0.231129 ‐3.599 0.101839 0.288610 ‐1.704
sp|Q9BRT3|MIE Q9BRT3 MIEN1_HUMAN MIEN1 migration and invasion  0.171 ‐2.450 ‐2.283 ‐1.948 ‐1.964 ‐1.425 ‐1.480 ‐2.122 ‐3.693 ‐2.419 ‐5.121 ‐5.614 ‐5.307 ‐6.268 0.000030 0.001191 ‐3.049 0.000411 0.023306 ‐3.062 0.484554 0.704544 0.019
sp|Q9UNN8|EPCQ9UNN8 EPCR_HUMAN PROCR protein C receptor 3.943 3.565 4.057 5.217 4.273 2.710 3.473 3.934 0.471 0.939 1.475 ‐2.830 ‐1.238 ‐2.089 0.000024 0.001191 ‐4.442 0.003036 0.047990 ‐3.918 0.196758 0.420094 ‐0.839
sp|P08138|TNR1P08138 TNR16_HUMAN NGFR nerve growthsoft_tissue 1.153 0.119 0.654 2.298 0.851 ‐0.413 ‐0.349 0.074 ‐1.789 ‐2.609 ‐2.750 ‐9.353 ‐3.431 ‐3.995 0.000032 0.001202 ‐4.536 0.001011 0.029837 ‐3.759 0.055511 0.211314 ‐1.244
sp|P07360|CO8GP07360 CO8G_HUMAN C8G complement liver;stom ‐4.086 ‐7.146 ‐8.807 ‐3.319 ‐5.871 ‐0.402 ‐7.083 ‐1.563 4.117 1.771 ‐0.788 2.792 3.120 2.422 0.000046 0.001654 7.024 0.001029 0.029837 5.255 0.193800 0.414680 2.830
sp|P15151|PVR_P15151 PVR_HUMAN PVR PVR cell adhesion mole 1.657 2.490 2.189 1.962 3.006 0.476 1.704 0.780 ‐3.585 ‐0.812 0.644 ‐3.737 ‐2.749 ‐4.374 0.000049 0.001697 ‐4.218 0.000912 0.028844 ‐3.422 0.051394 0.199865 ‐1.274
sp|P02679|FIBG P02679 FIBG_HUMAN FGG fibrinogen galiver 3.181 0.594 ‐2.757 ‐3.896 1.180 0.669 0.600 ‐0.726 3.679 7.106 ‐0.081 11.072 6.394 5.908 0.000054 0.001730 5.824 0.000221 0.023306 5.499 0.696302 0.844525 0.521
sp|P61769|B2M P61769 B2MG_HUMAN B2M beta‐2‐microblood 7.788 5.486 7.091 6.173 5.278 6.246 6.744 9.932 9.563 10.399 9.844 6.750 10.016 9.412 0.000053 0.001730 2.488 0.000897 0.028844 1.690 0.303863 0.525196 1.277
sp|Q9HCN6|GPVQ9HCN6 GPVI_HUMAN GP6 glycoprotein muscle 0.428 0.002 0.537 1.421 0.832 ‐1.262 ‐0.014 0.645 ‐4.809 ‐2.958 ‐2.779 0.903 ‐6.593 ‐1.857 0.000055 0.001730 ‐3.339 0.024292 0.130310 ‐2.805 0.236094 0.468364 ‐0.855
sp|P22105|TENXP22105 TENX_HUMAN TNXB tenascin XB 1.963 1.313 1.821 3.110 1.358 ‐0.569 0.764 0.920 ‐0.988 ‐1.452 ‐1.192 ‐1.473 ‐0.970 ‐1.490 0.000057 0.001740 ‐2.596 0.006850 0.069993 ‐1.633 0.047239 0.190510 ‐1.541
sp|Q9UGN4|CLMQ9UGN4 CLM8_HUMAN CD300A CD300a molecule 1.514 1.368 0.866 1.278 0.858 0.157 0.138 1.916 ‐2.737 0.505 1.201 ‐4.722 ‐7.655 ‐8.484 0.000062 0.001784 ‐4.660 0.005240 0.062276 ‐4.385 0.225123 0.455923 ‐0.440
sp|Q9UHG2|PCSQ9UHG2 PCS1N_HUMAN PCSK1N proprotein c pancreas 0.054 ‐1.174 0.059 0.704 ‐0.755 0.589 0.076 ‐0.563 ‐4.270 ‐0.285 ‐0.418 ‐4.950 ‐6.572 ‐3.783 0.000061 0.001784 ‐3.253 0.000449 0.023306 ‐3.414 0.703722 0.850367 0.257
sp|P24855|DNASP24855 DNAS1_HUMAN DNASE1 deoxyribonuclease 1 3.090 2.713 3.781 4.653 4.787 1.580 1.323 2.313 ‐0.319 ‐0.564 1.287 ‐3.801 ‐1.329 ‐0.801 0.000064 0.001800 ‐3.951 0.002982 0.047990 ‐2.660 0.020406 0.118329 ‐2.066
sp|P01133|EGF_P01133 EGF_HUMAN EGF epidermal grkidney 5.018 4.653 6.046 6.593 6.692 3.445 4.290 5.595 1.093 1.218 3.419 ‐4.643 ‐2.858 ‐1.084 0.000070 0.001907 ‐5.767 0.007865 0.074110 ‐4.920 0.159044 0.363536 ‐1.357
sp|P02675|FIBB_P02675 FIBB_HUMAN FGB fibrinogen beliver 2.863 ‐0.837 ‐1.462 ‐9.484 1.196 ‐2.503 ‐0.020 ‐1.833 3.920 7.255 1.258 11.072 6.292 5.369 0.000073 0.001909 7.371 0.000539 0.025166 7.313 0.421039 0.644314 0.093
sp|Q68CJ9|CR3LQ68CJ9 CR3L3_HUMAN CREB3L3 cAMP responsive eleme 0.249 ‐0.088 0.324 ‐0.400 0.037 ‐1.398 ‐2.197 ‐2.177 ‐9.474 ‐4.935 ‐6.204 ‐1.121 ‐2.687 ‐6.818 0.000074 0.001909 ‐4.500 0.001248 0.032193 ‐3.283 0.003062 0.043496 ‐1.948
sp|P07737|PROFP07737 PROF1_HUMAN PFN1 profilin 1 0.799 ‐1.185 ‐2.137 0.843 0.038 1.319 1.174 1.174 5.517 5.451 3.617 1.127 3.673 6.030 0.000077 0.001943 3.983 0.006024 0.067256 3.014 0.078478 0.251766 1.550
sp|P00751|CFABP00751 CFAB_HUMAN CFB complement liver 3.138 2.496 ‐2.287 ‐0.064 2.918 5.695 1.807 4.270 4.299 6.038 5.933 8.087 7.197 6.546 0.000083 0.001981 4.104 0.031110 0.146578 2.426 0.138350 0.338112 2.684
sp|P21926|CD9_P21926 CD9_HUMAN CD9 CD9 molecule 0.816 0.064 2.096 1.628 1.503 ‐3.128 ‐1.249 ‐0.122 ‐1.266 ‐7.777 ‐8.401 ‐8.164 ‐3.536 ‐5.738 0.000083 0.001981 ‐6.015 0.021951 0.125208 ‐4.314 0.008523 0.075252 ‐2.721
sp|A0A0J9YX35|A0A0J9YX35 HV64D_HUMAN None None None ‐5.777 ‐1.543 ‐9.468 ‐4.440 ‐4.828 ‐4.975 ‐4.119 ‐2.907 ‐1.421 ‐1.785 ‐1.572 0.664 ‐6.115 ‐1.215 0.000090 0.002057 2.850 0.001989 0.038849 2.093 0.313346 0.534982 1.211
sp|O75368|SH3LO75368 SH3L1_HUMAN SH3BGRL SH3 domain binding glu 1.655 ‐5.132 ‐5.263 ‐5.505 ‐2.779 ‐2.698 ‐2.183 0.706 2.216 3.454 2.062 ‐6.941 1.956 3.116 0.000090 0.002057 3.627 0.004167 0.054452 2.369 0.069849 0.236858 2.013
sp|Q03403|TFF2Q03403 TFF2_HUMAN TFF2 trefoil factor stomach 5.255 3.995 7.896 5.199 4.690 3.761 3.665 2.756 1.387 1.074 2.045 ‐1.779 ‐0.279 1.238 0.000097 0.002155 ‐4.038 0.003510 0.051059 ‐2.779 0.017803 0.112560 ‐2.013
sp|P01031|CO5_P01031 CO5_HUMAN C5 complement liver ‐5.746 ‐3.804 ‐4.129 ‐5.568 ‐4.968 ‐3.131 ‐6.065 ‐2.860 ‐1.232 1.019 ‐9.894 5.763 4.332 0.836 0.000101 0.002163 4.671 0.022843 0.126703 4.156 0.272971 0.497519 0.824
sp|P16444|DPEPP16444 DPEP1_HUMAN DPEP1 dipeptidase  colon 0.476 1.145 0.448 1.406 ‐0.688 ‐1.250 1.673 0.696 ‐0.408 ‐3.130 ‐2.457 ‐6.189 ‐7.487 ‐4.511 0.000102 0.002163 ‐4.518 0.016518 0.100545 ‐4.403 0.913145 0.957093 ‐0.185
sp|Q96GW7|PGCQ96GW7 PGCB_HUMAN BCAN brevican brain 0.207 ‐1.256 0.517 ‐0.552 0.988 ‐0.177 ‐1.626 0.680 ‐4.969 ‐2.586 ‐2.996 ‐5.181 ‐3.509 ‐4.015 0.000109 0.002265 ‐3.724 0.008229 0.075367 ‐3.501 0.676463 0.837037 ‐0.355
sp|P05164|PERMP05164 PERM_HUMAN MPO myeloperoxi blood ‐3.069 ‐0.187 ‐4.083 ‐1.712 ‐3.855 ‐6.025 ‐3.470 ‐2.241 4.688 ‐2.381 ‐1.148 1.446 3.709 5.572 0.000117 0.002354 5.061 0.013465 0.090382 5.893 0.347206 0.572831 ‐1.331
sp|P36955|PEDFP36955 PEDF_HUMAN SERPINF1 serpin family F member 0.241 0.082 ‐1.847 ‐2.599 ‐0.773 2.814 0.066 ‐0.872 2.609 2.992 0.912 4.103 6.140 5.615 0.000118 0.002354 4.089 0.063972 0.227972 3.059 0.179325 0.393378 1.648
sp|P05154|IPSP_P05154 IPSP_HUMAN SERPINA5 serpin familyliver;testis 4.199 3.495 3.887 3.512 4.404 0.404 3.753 5.663 ‐1.106 0.861 1.445 ‐3.928 1.122 ‐3.009 0.000124 0.002394 ‐4.434 0.077456 0.255580 ‐4.042 0.835646 0.916032 ‐0.626
sp|Q96FE7|P3IP Q96FE7 P3IP1_HUMAN PIK3IP1 phosphoinosspleen 4.420 3.744 3.824 5.944 5.887 3.227 3.546 3.618 1.278 1.031 1.973 ‐0.986 0.872 2.014 0.000125 0.002394 ‐3.246 0.002061 0.038849 ‐2.434 0.108060 0.295646 ‐1.300
sp|Q9NPF0|CD3 Q9NPF0 CD320_HUMAN CD320 CD320 molecule ‐0.140 ‐0.345 0.554 0.906 ‐0.216 ‐4.435 ‐2.483 ‐1.237 ‐3.309 ‐4.617 ‐1.038 ‐5.494 ‐4.380 ‐4.876 0.000127 0.002394 ‐3.028 0.145023 0.356971 ‐1.234 0.003444 0.046019 ‐2.870
sp|Q9UBG3|CRNQ9UBG3 CRNN_HUMAN CRNN cornulin muscle 0.430 2.502 4.212 ‐7.726 0.281 0.913 2.413 ‐5.847 ‐4.970 ‐4.619 ‐6.310 ‐3.761 ‐3.538 ‐0.596 0.000136 0.002512 ‐3.613 0.000295 0.023306 ‐3.125 0.581799 0.768386 ‐0.780
sp|O00187|MASO00187 MASP2_HUMAN MASP2 mannan bindliver 5.301 6.036 4.888 5.517 5.974 3.360 5.786 4.229 2.850 2.244 4.340 ‐0.587 2.296 2.336 0.000143 0.002581 ‐2.890 0.021975 0.125208 ‐2.212 0.071452 0.238174 ‐1.085
sp|P07108|ACBPP07108 ACBP_HUMAN DBI diazepam binding inhib 1.193 ‐0.153 ‐0.106 ‐0.014 ‐1.963 0.476 ‐1.063 ‐0.021 4.628 3.637 2.444 ‐6.087 2.642 4.382 0.000145 0.002581 2.147 0.002953 0.047990 2.144 0.992935 0.994965 0.006
sp|P07602|SAP_P07602 SAP_HUMAN PSAP prosaposin 6.999 5.947 6.374 6.091 7.784 4.280 5.172 1.654 2.028 1.272 2.947 1.923 1.128 3.900 0.000157 0.002659 ‐3.338 0.130532 0.339314 ‐1.502 0.008978 0.078561 ‐2.937
sp|P28799|GRN_P28799 GRN_HUMAN GRN granulin precursor 5.301 5.391 5.283 5.904 5.794 3.354 4.790 2.679 1.888 2.180 2.235 ‐1.272 0.788 2.809 0.000157 0.002659 ‐3.374 0.056010 0.211116 ‐2.170 0.003475 0.046019 ‐1.927
sp|Q9NZP8|C1R Q9NZP8 C1RL_HUMAN C1RL complement C1r subco 2.979 3.167 2.264 3.304 3.583 2.995 2.665 2.992 ‐0.271 ‐0.103 2.380 0.625 1.460 ‐0.315 0.000157 0.002659 ‐2.364 0.010530 0.080152 ‐2.255 0.583150 0.768386 ‐0.175
sp|P08637|FCG3P08637 FCG3A_HUMAN FCGR3A Fc fragment  blood 0.825 ‐0.044 1.171 1.438 2.753 ‐0.723 0.088 1.280 ‐2.352 ‐2.114 0.317 ‐2.854 ‐1.765 ‐3.693 0.000169 0.002815 ‐2.925 0.006300 0.067845 ‐2.292 0.225170 0.455923 ‐1.014
sp|P39059|COFAP39059 COFA1_HUMAN COL15A1 collagen type XV alpha  1.269 2.182 ‐0.006 2.527 2.530 2.177 0.888 1.459 ‐6.912 ‐2.647 ‐0.064 ‐2.033 ‐2.509 2.091 0.000194 0.003161 ‐3.641 0.001758 0.037961 ‐3.521 0.695292 0.844345 ‐0.192
sp|P01718|LV32P01718 LV327_HUMAN None None None ‐5.326 ‐5.276 ‐8.213 ‐8.209 ‐5.025 ‐1.247 ‐5.590 ‐2.348 0.435 ‐0.467 0.249 0.270 ‐2.994 ‐2.400 0.000230 0.003391 4.336 0.098986 0.292189 2.244 0.056509 0.211570 3.348
sp|P07451|CAH3P07451 CAH3_HUMAN CA3 carbonic anhheart;mus ‐1.727 0.327 ‐4.936 ‐1.607 ‐6.238 ‐0.967 ‐1.059 1.968 8.378 5.182 2.779 ‐0.512 2.650 3.346 0.000223 0.003391 5.417 0.009234 0.076513 3.657 0.103314 0.289279 2.817
sp|P19961|AMY P19961 AMY2B_HUMAN AMY2B amylase alphuterus ‐1.209 ‐0.702 0.091 0.008 0.151 ‐0.619 1.062 1.457 ‐2.405 ‐2.630 0.305 ‐3.663 ‐3.997 ‐3.581 0.000232 0.003391 ‐2.691 0.001035 0.029837 ‐3.295 0.099862 0.287837 0.966
sp|P24821|TENAP24821 TENA_HUMAN TNC tenascin C bladder;bo 1.883 0.442 0.724 1.790 0.470 ‐0.598 0.864 ‐4.949 ‐5.776 ‐4.862 ‐5.159 ‐2.363 ‐3.882 ‐0.690 0.000211 0.003391 ‐3.867 0.111983 0.314450 ‐2.227 0.076867 0.251068 ‐2.623
sp|Q16651|PRSSQ16651 PRSS8_HUMAN PRSS8 serine protease 8 1.602 2.210 1.201 2.442 1.354 ‐0.518 1.620 1.577 ‐1.304 ‐0.244 ‐0.175 ‐4.855 ‐1.930 ‐1.977 0.000221 0.003391 ‐3.184 0.018428 0.110120 ‐2.641 0.346796 0.572831 ‐0.869
sp|Q16769|QPC Q16769 QPCT_HUMAN QPCT glutaminyl‐p skin 4.120 4.406 4.205 4.317 4.622 3.957 4.070 4.355 1.736 2.316 3.528 ‐1.942 0.836 1.794 0.000227 0.003391 ‐2.878 0.001832 0.038014 ‐2.749 0.652997 0.822278 ‐0.207
sp|Q5ZPR3|CD27Q5ZPR3 CD276_HUMAN CD276 CD276 molectongue ‐0.184 0.008 ‐0.266 0.914 ‐0.507 ‐1.153 ‐0.595 ‐0.197 ‐1.594 ‐3.008 ‐1.645 ‐3.667 ‐3.040 ‐2.674 0.000226 0.003391 ‐2.357 0.010714 0.080152 ‐1.956 0.303546 0.525196 ‐0.641
sp|P08603|CFAHP08603 CFAH_HUMAN CFH complementbladder;la ‐1.180 ‐5.823 ‐4.454 ‐1.974 1.757 ‐1.315 ‐6.299 ‐1.192 1.817 4.326 ‐1.114 8.148 5.477 3.257 0.000240 0.003453 6.212 0.002847 0.047990 6.587 0.777736 0.882927 ‐0.601
sp|P10451|OSTPP10451 OSTP_HUMAN SPP1 secreted phokidney 7.384 6.105 5.886 6.663 6.252 5.470 5.382 6.472 5.249 3.277 4.100 3.067 3.555 3.139 0.000268 0.003810 ‐2.471 0.007531 0.071651 ‐2.044 0.262146 0.487482 ‐0.683
sp|P29401|TKT_P29401 TKT_HUMAN TKT transketolase ‐9.605 ‐3.597 ‐9.329 ‐3.405 ‐1.760 ‐2.853 ‐5.275 ‐3.688 2.495 ‐0.593 ‐1.937 0.161 ‐0.182 6.250 0.000279 0.003909 5.971 0.002801 0.047990 4.971 0.425310 0.646207 1.601
sp|P19835|CEL_ P19835 CEL_HUMAN None None None 1.005 0.094 0.119 2.414 1.756 ‐1.672 ‐1.111 0.451 ‐0.828 ‐4.245 ‐6.392 ‐5.579 ‐6.694 ‐3.032 0.000338 0.004668 ‐4.844 0.009402 0.076513 ‐3.684 0.083835 0.262485 ‐1.855
sp|P05413|FABPP05413 FABPH_HUMAN FABP3 fatty acid binding prote ‐0.941 0.917 ‐7.519 ‐0.617 0.631 0.634 0.141 3.145 8.230 3.587 3.507 ‐0.812 2.896 2.691 0.000392 0.005219 3.801 0.009531 0.076513 2.043 0.150901 0.354227 2.813
sp|P0DJI8|SAA1_P0DJI8 SAA1_HUMAN SAA1 serum amyloliver ‐0.504 ‐3.561 ‐0.658 ‐1.093 ‐6.277 0.073 ‐2.211 ‐0.621 2.382 6.420 2.634 8.690 6.730 ‐2.013 0.000394 0.005219 5.997 0.013391 0.090382 5.060 0.387682 0.609836 1.499
sp|Q6FHJ7|SFRPQ6FHJ7 SFRP4_HUMAN SFRP4 secreted frizzled related ‐0.791 ‐0.002 ‐0.714 0.292 ‐0.530 ‐1.093 ‐1.131 ‐5.467 ‐4.333 ‐0.068 ‐4.470 ‐2.374 ‐3.775 ‐3.351 0.000389 0.005219 ‐1.882 0.413822 0.649913 ‐0.498 0.094919 0.279342 ‐2.215
sp|P54710|ATNGP54710 ATNG_HUMAN FXYD2 FXYD domainkidney 1.685 ‐0.236 3.802 2.711 3.794 0.257 ‐0.853 1.265 ‐2.552 ‐2.792 ‐1.263 ‐3.093 ‐9.105 ‐8.315 0.000423 0.005533 ‐6.073 0.006996 0.069993 ‐4.743 0.066141 0.229852 ‐2.128
sp|P13591|NCAMP13591 NCAM1_HUMAN NCAM1 neural cell adhesion mo 0.359 0.518 ‐0.116 ‐0.125 ‐0.158 ‐0.075 0.352 0.681 ‐5.015 ‐0.998 ‐0.405 ‐4.720 ‐1.095 ‐4.269 0.000436 0.005548 ‐2.930 0.078457 0.257150 ‐3.070 0.655787 0.822883 0.224
sp|Q9HCU0|CD2Q9HCU0 CD248_HUMAN CD248 CD248 molecule 3.305 2.315 3.313 3.428 3.471 1.768 1.503 2.651 0.704 0.820 0.452 ‐3.857 ‐5.009 ‐2.571 0.000433 0.005548 ‐4.296 0.089932 0.276280 ‐3.551 0.013487 0.098894 ‐1.192
sp|P59665|DEF1P59665 DEF1_HUMAN DEFA1 defensin alphblood ‐0.128 2.338 3.050 1.393 1.553 ‐0.609 ‐0.442 ‐0.461 5.399 4.162 0.040 4.950 5.135 7.750 0.000447 0.005618 3.736 0.000002 0.001318 5.077 0.002487 0.039033 ‐2.145
sp|P36980|FHR2P36980 FHR2_HUMAN CFHR2 complement liver ‐1.975 ‐1.140 ‐3.365 ‐9.932 ‐5.325 ‐1.005 ‐4.153 ‐0.852 0.046 1.171 0.266 1.144 2.037 0.913 0.000454 0.005637 4.398 0.010980 0.080907 2.933 0.300929 0.524752 2.344
sp|Q8IYS5|OSCAQ8IYS5 OSCAR_HUMAN OSCAR osteoclast associated Ig 1.720 2.222 1.097 2.331 1.876 0.465 1.655 1.579 ‐0.504 ‐0.234 0.112 ‐3.542 ‐3.386 ‐3.044 0.000479 0.005865 ‐3.385 0.036949 0.165341 ‐2.999 0.299296 0.523769 ‐0.616
sp|P04040|CATAP04040 CATA_HUMAN CAT catalase blood;bon ‐2.088 ‐7.861 ‐3.020 ‐3.267 ‐2.871 ‐4.103 ‐1.725 ‐5.489 4.430 1.744 ‐1.716 2.021 ‐0.789 4.883 0.000536 0.006490 5.566 0.016150 0.100168 5.535 0.264515 0.488182 0.049
sp|P01019|ANGTP01019 ANGT_HUMAN AGT angiotensinoliver 2.560 2.918 0.730 0.041 0.870 4.873 3.161 2.192 5.246 5.870 3.958 5.776 7.071 5.219 0.000559 0.006531 3.355 0.004719 0.059466 2.115 0.122281 0.315355 1.985
sp|P14543|NID1P14543 NID1_HUMAN NID1 nidogen 1 pancreas 3.533 3.989 3.143 3.376 2.806 3.534 4.029 4.378 0.822 2.714 3.227 ‐1.274 0.831 1.124 0.000566 0.006531 ‐2.358 0.001317 0.032309 ‐2.740 0.263093 0.488182 0.611
sp|P69905|HBA_P69905 HBA_HUMAN HBA1 hemoglobin  spleen 1.918 2.291 1.186 2.853 3.846 0.470 3.378 1.760 7.348 9.821 ‐0.251 10.291 2.072 5.558 0.000559 0.006531 3.594 0.012398 0.086784 3.937 0.556776 0.756613 ‐0.549
sp|Q93088|BHMQ93088 BHMT1_HUMAN BHMT betaine‐‐homkidney;live 0.621 3.257 ‐1.254 3.072 3.036 0.556 0.567 2.308 0.000 ‐1.955 ‐1.198 ‐5.620 ‐3.520 ‐3.009 0.000563 0.006531 ‐4.071 0.009603 0.076513 ‐3.694 0.519496 0.733970 ‐0.603
sp|P07237|PDIAP07237 PDIA1_HUMAN P4HB prolyl 4‐hydroxylase su ‐3.464 ‐2.776 ‐3.373 ‐5.323 ‐2.937 ‐1.370 ‐5.349 ‐1.939 ‐0.186 0.177 ‐0.486 ‐2.234 ‐1.118 1.078 0.000619 0.007048 2.855 0.044598 0.187580 2.425 0.135560 0.334631 0.689
sp|P00739|HPTRP00739 HPTR_HUMAN HPR haptoglobin‐ liver ‐2.591 ‐2.868 ‐2.484 ‐2.855 ‐6.409 ‐2.277 ‐3.853 ‐6.083 ‐0.369 1.093 0.233 5.854 ‐2.273 ‐0.857 0.000632 0.007073 4.291 0.004019 0.053986 4.685 0.159336 0.363536 ‐0.630
sp|Q6EMK4|VASQ6EMK4 VASN_HUMAN VASN vasorin 4.877 6.027 3.723 5.744 6.267 4.859 5.075 5.277 2.805 2.986 4.441 ‐2.336 1.636 ‐1.300 0.000635 0.007073 ‐3.859 0.011153 0.081563 ‐3.699 0.401588 0.623703 ‐0.257
sp|P19022|CADHP19022 CADH2_HUMAN CDH2 cadherin 2 heart 0.321 2.731 0.940 2.691 1.127 1.602 1.204 1.035 ‐3.938 ‐0.052 ‐0.845 ‐4.776 ‐3.718 ‐1.318 0.000684 0.007364 ‐3.898 0.013820 0.092133 ‐3.722 0.785565 0.882927 ‐0.282
sp|Q14982|OPC Q14982 OPCM_HUMAN OPCML opioid bindinbrain ‐2.722 ‐2.652 ‐1.563 0.000 ‐0.730 ‐3.514 ‐2.144 ‐1.410 ‐8.580 ‐4.702 ‐4.203 ‐3.443 ‐4.549 ‐4.524 0.000675 0.007364 ‐3.158 0.003501 0.051059 ‐2.644 0.448158 0.666725 ‐0.822
sp|Q9UBX5|FBLNQ9UBX5 FBLN5_HUMAN FBLN5 fibulin 5 4.443 3.696 3.601 3.897 3.514 3.058 3.246 4.218 1.885 2.383 1.775 ‐3.323 1.277 1.483 0.000680 0.007364 ‐2.796 0.008883 0.076513 ‐2.594 0.442738 0.662417 ‐0.323
sp|O60494|CUB O60494 CUBN_HUMAN CUBN cubilin kidney 2.836 4.261 0.729 5.031 4.906 3.829 4.312 3.271 4.206 1.331 1.252 ‐1.615 ‐0.761 0.361 0.000703 0.007494 ‐2.851 0.002656 0.046475 ‐3.008 0.941013 0.971119 0.251
sp|P05067|A4_HP05067 A4_HUMAN APP amyloid beta precursor 1.322 ‐0.302 1.386 2.179 1.614 ‐0.252 0.753 0.074 ‐2.217 ‐1.149 ‐2.121 ‐6.106 ‐6.771 ‐1.092 0.000723 0.007619 ‐4.089 0.008085 0.074745 ‐3.434 0.043516 0.181469 ‐1.048
sp|P31431|SDC4P31431 SDC4_HUMAN SDC4 syndecan 4 ‐0.225 ‐1.034 ‐1.074 ‐0.017 ‐1.238 ‐2.323 ‐0.588 ‐1.041 ‐3.266 ‐3.135 ‐2.461 ‐0.883 ‐4.494 ‐4.496 0.000738 0.007694 ‐2.180 0.048507 0.199556 ‐1.805 0.365256 0.587769 ‐0.600
sp|P22891|PROZP22891 PROZ_HUMAN PROZ protein Z, vit kidney;live ‐0.249 3.725 0.341 1.327 1.751 1.991 3.928 ‐0.805 ‐1.435 ‐1.818 0.000 ‐1.739 ‐1.968 ‐3.085 0.000746 0.007696 ‐3.175 0.000404 0.023306 ‐3.379 0.806748 0.894161 0.326
sp|P02656|APOCP02656 APOC3_HUMAN APOC3 apolipoproteliver;splee ‐4.638 ‐5.122 ‐4.838 ‐1.965 ‐0.470 ‐2.310 ‐1.518 ‐1.641 0.887 4.050 1.135 5.410 4.566 ‐1.205 0.000767 0.007825 5.287 0.011371 0.082543 4.297 0.179668 0.393378 1.583
sp|P04080|CYTBP04080 CYTB_HUMAN CSTB cystatin B 2.757 ‐0.431 1.356 ‐0.320 ‐0.332 0.022 ‐1.670 ‐0.898 3.416 3.680 2.567 ‐3.460 2.037 2.486 0.000820 0.008284 1.727 0.003964 0.053986 2.636 0.168718 0.376637 ‐1.455
sp|Q13683|ITA7Q13683 ITA7_HUMAN ITGA7 integrin subunit alpha 7 ‐0.785 ‐1.085 ‐1.294 ‐0.569 ‐1.046 ‐1.704 ‐4.609 ‐0.567 ‐3.300 ‐2.846 ‐2.767 ‐3.680 ‐7.186 ‐3.457 0.000858 0.008492 ‐2.415 0.054615 0.208258 ‐1.579 0.243675 0.471940 ‐1.337
sp|Q8NBJ4|GOL Q8NBJ4 GOLM1_HUMAN GOLM1 golgi membrane protein 1.752 1.014 2.148 2.978 2.849 ‐0.469 0.300 2.001 ‐0.868 ‐0.040 ‐0.424 ‐0.459 ‐0.471 ‐2.823 0.000853 0.008492 ‐2.419 0.186480 0.408838 ‐1.458 0.094775 0.279342 ‐1.538
sp|P78380|OLR1P78380 OLR1_HUMAN OLR1 oxidized low placenta ‐6.634 ‐1.038 ‐1.457 0.899 ‐0.171 ‐0.137 ‐0.983 1.338 ‐2.821 ‐3.002 ‐7.128 ‐4.562 ‐2.481 ‐3.538 0.000895 0.008773 ‐2.899 0.003317 0.051059 ‐3.995 0.335787 0.560599 1.753
sp|P60022|DEFBP60022 DEFB1_HUMAN DEFB1 defensin bet kidney 4.632 4.625 4.384 5.486 6.094 3.891 3.393 5.725 2.847 2.436 2.962 ‐0.945 1.515 1.260 0.000905 0.008784 ‐3.100 0.028667 0.139767 ‐2.657 0.242618 0.471940 ‐0.708
sp|Q9GZM5|YIP Q9GZM5 YIPF3_HUMAN YIPF3 Yip1 domain family mem 5.909 5.198 5.867 6.121 5.338 3.971 4.065 4.857 2.909 2.852 3.419 ‐0.612 1.826 ‐1.012 0.000916 0.008800 ‐3.602 0.054219 0.208258 ‐2.734 0.027776 0.138174 ‐1.389
sp|A0A0C4DH43A0A0C4DH43 HV70D_HUMAN None None None ‐9.973 ‐2.223 ‐4.514 ‐7.249 ‐4.501 1.936 0.110 ‐3.486 ‐0.885 1.447 1.945 2.697 ‐0.491 0.267 0.000928 0.008825 4.567 0.408351 0.643383 1.310 0.025367 0.132231 5.212
sp|P15328|FOLRP15328 FOLR1_HUMAN FOLR1 folate receptcervix;ova 2.427 1.564 1.696 3.433 2.421 0.298 1.565 1.492 1.164 ‐0.078 ‐0.308 ‐5.303 ‐2.172 ‐4.318 0.000951 0.008959 ‐3.698 0.064655 0.229571 ‐2.954 0.102486 0.288610 ‐1.190
sp|P40189|IL6RBP40189 IL6RB_HUMAN IL6ST interleukin 6 signal tran 0.127 ‐0.953 1.829 ‐0.513 ‐4.624 ‐0.255 ‐0.022 0.301 ‐2.284 ‐2.055 0.014 ‐4.039 ‐3.427 ‐4.333 0.000988 0.009222 ‐2.174 0.003543 0.051059 ‐2.696 0.469529 0.686773 0.835
sp|P15090|FABPP15090 FABP4_HUMAN FABP4 fatty acid binbladder;he ‐0.426 ‐1.190 ‐0.729 0.324 ‐4.938 0.371 ‐1.315 0.315 7.556 4.368 0.741 0.031 2.806 3.064 0.001013 0.009278 4.043 0.025818 0.131777 3.304 0.300542 0.524752 1.182
sp|Q6UVK1|CSP Q6UVK1 CSPG4_HUMAN CSPG4 chondroitin sskin ‐0.430 ‐0.914 0.688 2.285 1.912 ‐1.784 ‐0.855 ‐0.055 ‐0.311 ‐3.952 ‐2.752 ‐2.294 ‐4.181 ‐11.049 0.001010 0.009278 ‐4.196 0.032201 0.149559 ‐3.192 0.151089 0.354227 ‐1.606
sp|P10253|LYAGP10253 LYAG_HUMAN GAA glucosidase asmall_inte 5.191 5.232 3.355 5.960 5.513 2.708 4.234 4.714 3.653 1.969 2.715 ‐1.679 ‐1.339 ‐0.228 0.001057 0.009590 ‐3.765 0.025169 0.130590 ‐3.037 0.090957 0.273056 ‐1.164
sp|P13987|CD59P13987 CD59_HUMAN CD59 CD59 molecule (CD59 b 9.492 8.688 8.555 8.908 8.022 7.046 7.614 9.151 6.299 6.762 7.297 1.825 5.649 5.660 0.001095 0.009751 ‐2.852 0.042189 0.181772 ‐2.355 0.152541 0.355929 ‐0.796
sp|P43121|MUCP43121 MUC18_HUMAN MCAM melanoma cesoft_tissue ‐1.760 ‐1.569 ‐1.832 ‐0.256 0.019 ‐1.957 ‐0.877 ‐0.134 ‐1.693 ‐6.600 ‐5.932 ‐2.892 ‐2.307 ‐8.018 0.001093 0.009751 ‐3.528 0.046863 0.195430 ‐3.584 0.916476 0.957686 0.090
sp|P02753|RET4P02753 RET4_HUMAN RBP4 retinol bindinliver 4.507 3.949 6.544 6.159 3.982 5.528 5.712 6.403 9.670 10.025 6.553 6.550 9.716 10.447 0.001138 0.009958 3.479 0.000476 0.023306 2.946 0.333897 0.559349 0.853
sp|P12109|CO6AP12109 CO6A1_HUMAN COL6A1 collagen typebone 4.260 4.068 3.815 5.570 5.463 3.827 3.690 4.640 2.834 2.499 2.135 ‐1.609 ‐0.311 ‐0.137 0.001130 0.009958 ‐3.515 0.025772 0.131777 ‐3.150 0.412325 0.636344 ‐0.583
sp|P04745|AMY P04745 AMY1_HUMAN AMY1A amylase alpha 1A 4.210 5.450 5.823 6.185 5.859 5.043 6.649 6.560 4.658 3.460 5.660 ‐1.671 0.423 2.016 0.001155 0.009980 ‐3.298 0.010669 0.080152 ‐3.660 0.273352 0.497519 0.579
sp|Q16270|IBP7Q16270 IBP7_HUMAN IGFBP7 insulin like g larynx 4.927 4.437 5.174 4.843 5.387 2.635 3.213 4.628 2.792 1.246 2.370 2.213 ‐0.825 ‐0.202 0.001161 0.009980 ‐3.140 0.070596 0.241060 ‐2.227 0.013916 0.098894 ‐1.461
sp|P35555|FBN1P35555 FBN1_HUMAN FBN1 fibrillin 1 stomach 3.750 3.427 3.099 4.467 4.155 2.402 3.103 2.845 0.923 1.701 1.604 ‐2.170 0.868 2.447 0.001234 0.010514 ‐2.510 0.030697 0.146578 ‐1.888 0.099023 0.286261 ‐0.997
sp|P30101|PDIAP30101 PDIA3_HUMAN PDIA3 protein disul tongue ‐4.359 ‐7.072 ‐2.875 ‐4.174 ‐7.011 ‐4.722 ‐5.565 ‐3.049 ‐2.502 ‐1.443 ‐3.992 0.870 ‐2.133 ‐0.890 0.001280 0.010816 3.172 0.014735 0.096268 2.764 0.608078 0.785133 0.653
sp|P12429|ANXAP12429 ANXA3_HUMAN ANXA3 annexin A3 bone_mar ‐2.960 ‐7.072 ‐2.924 ‐3.642 ‐5.385 ‐2.070 ‐8.464 ‐0.946 3.881 ‐4.145 0.419 ‐0.911 2.153 0.746 0.001324 0.011088 4.540 0.042783 0.182293 4.183 0.356518 0.581344 0.570
sp|P62942|FKB1P62942 FKB1A_HUMAN FKBP1A FKBP prolyl isomerase 1 ‐4.360 ‐1.820 ‐4.712 ‐5.593 ‐6.517 ‐3.901 ‐1.460 ‐6.924 2.572 0.622 ‐1.881 1.356 ‐1.295 2.215 0.001404 0.011662 5.009 0.024799 0.130590 4.693 0.725975 0.859887 0.506
sp|P04746|AMY P04746 AMYP_HUMAN AMY2A amylase alphpancreas 0.479 1.940 3.552 4.072 3.232 2.722 3.423 3.888 0.692 0.568 3.541 ‐5.240 ‐4.106 ‐0.112 0.001442 0.011872 ‐3.690 0.001782 0.037961 ‐4.120 0.544376 0.753803 0.689
sp|P54760|EPHBP54760 EPHB4_HUMAN EPHB4 EPH receptor B4 ‐0.814 0.888 ‐2.303 ‐0.287 ‐0.656 ‐0.420 ‐0.499 1.779 ‐3.972 ‐0.228 0.154 ‐3.121 ‐3.757 ‐6.159 0.001460 0.011924 ‐2.558 0.015570 0.098953 ‐3.134 0.455989 0.671983 0.921
sp|Q969Z4|TR19Q969Z4 TR19L_HUMAN RELT RELT TNF receptor 0.596 0.361 0.366 0.871 0.297 ‐2.442 ‐0.427 ‐0.433 ‐2.202 ‐0.872 ‐1.550 ‐6.173 ‐3.646 ‐1.842 0.001480 0.011985 ‐2.613 0.182312 0.406688 ‐1.613 0.070356 0.237561 ‐1.599
sp|P36957|ODO P36957 ODO2_HUMAN DLST dihydrolipoamide S‐suc 0.611 ‐0.474 0.270 0.767 0.281 ‐5.476 ‐6.095 0.009 ‐2.201 ‐2.032 ‐6.429 ‐4.411 ‐3.336 ‐3.756 0.001542 0.012384 ‐2.430 0.691186 0.858162 0.160 0.000012 0.005902 ‐4.145
sp|Q96NY8|NECQ96NY8 NECT4_HUMAN NECTIN4 nectin cell adtongue 0.461 ‐1.173 ‐2.450 1.741 0.907 ‐1.467 ‐0.785 0.510 ‐3.909 ‐1.977 ‐1.551 ‐4.919 ‐5.567 ‐4.662 0.001620 0.012911 ‐3.482 0.015433 0.098953 ‐3.184 0.596130 0.777765 ‐0.478
sp|P05090|APODP05090 APOD_HUMAN APOD apolipoprotein D 7.394 8.667 5.395 7.418 7.723 7.763 8.452 9.452 5.171 6.440 7.453 3.883 5.470 5.539 0.001648 0.013024 ‐2.124 0.007021 0.069993 ‐2.897 0.140115 0.340725 1.237
sp|P01034|CYTCP01034 CYTC_HUMAN CST3 cystatin C 3.686 3.090 3.955 4.551 4.600 2.789 3.863 4.010 5.946 7.592 4.273 2.310 7.588 8.722 0.001731 0.013460 2.254 0.051923 0.204176 2.518 0.522478 0.735673 ‐0.422
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sp|Q13477|MADQ13477 MADCA_HUMAN MADCAM1mucosal vascular addre ‐1.133 ‐1.830 ‐0.124 1.059 ‐0.075 ‐0.753 ‐1.860 ‐1.474 ‐3.027 ‐4.170 ‐0.729 ‐3.743 ‐2.797 ‐6.354 0.001723 0.013460 ‐2.697 0.019938 0.115617 ‐2.108 0.206813 0.428491 ‐0.942
sp|Q8TDQ0|HAVQ8TDQ0 HAVR2_HUMAN HAVCR2 hepatitis A virus cellula 3.759 2.908 1.545 2.546 1.625 2.775 2.108 2.910 ‐0.528 1.837 2.111 ‐4.626 0.201 ‐5.398 0.001744 0.013460 ‐3.589 0.003517 0.051059 ‐3.665 0.764661 0.876790 0.121
sp|P11362|FGFRP11362 FGFR1_HUMAN FGFR1 fibroblast growth facto ‐2.090 ‐2.687 ‐2.238 ‐1.633 ‐2.226 ‐2.079 ‐2.238 ‐1.367 ‐6.519 ‐2.860 ‐3.183 ‐0.756 ‐7.430 ‐8.302 0.001778 0.013610 ‐2.772 0.097404 0.290079 ‐2.947 0.692439 0.844017 0.280
sp|P01024|CO3_P01024 CO3_HUMAN C3 complement liver 4.839 2.791 2.028 1.200 4.673 7.645 4.302 2.674 6.092 7.261 3.367 10.854 9.822 6.309 0.001953 0.014374 3.515 0.263916 0.501235 2.410 0.290171 0.513299 1.768
sp|P02766|TTHYP02766 TTHY_HUMAN TTR transthyretinpancreas 2.869 0.520 1.785 1.746 ‐1.492 7.011 5.628 3.184 4.775 5.717 5.229 4.640 9.047 3.307 0.001954 0.014374 2.796 0.520437 0.744293 0.178 0.007116 0.067705 4.189
sp|P15941|MUCP15941 MUC1_HUMAN MUC1 mucin 1, cell stomach 2.552 1.332 2.719 2.744 2.401 ‐0.485 ‐0.961 1.495 1.257 ‐0.595 ‐1.476 ‐4.700 ‐10.186 ‐2.512 0.001965 0.014374 ‐4.510 0.137671 0.349859 ‐3.052 0.000503 0.018079 ‐2.333
sp|P98164|LRP2P98164 LRP2_HUMAN LRP2 LDL receptorkidney 3.794 4.940 2.455 4.836 4.379 4.896 5.554 3.942 4.605 2.121 3.511 ‐1.706 0.826 0.937 0.001907 0.014374 ‐2.634 0.012784 0.088225 ‐3.082 0.419910 0.643994 0.716
sp|Q86Y38|XYLTQ86Y38 XYLT1_HUMAN XYLT1 xylosyltransferase 1 0.638 ‐0.187 ‐1.111 ‐0.385 ‐0.961 ‐1.269 ‐0.113 ‐0.558 ‐2.176 ‐1.940 ‐1.281 ‐3.944 ‐3.350 ‐2.985 0.001943 0.014374 ‐2.119 0.023111 0.126703 ‐1.966 0.716778 0.858731 ‐0.246
sp|Q9BYE9|CDHQ9BYE9 CDHR2_HUMAN CDHR2 cadherin related family 1.369 0.978 ‐4.079 0.518 ‐0.472 0.958 1.694 2.063 ‐2.794 ‐1.350 0.964 ‐5.154 ‐1.468 ‐1.611 0.001912 0.014374 ‐2.281 0.000580 0.025850 ‐3.474 0.122780 0.315572 1.909
sp|P08174|DAF_P08174 DAF_HUMAN CD55 CD55 molecule (Crome 4.809 4.578 1.389 3.339 2.970 4.120 4.009 4.555 0.942 2.378 3.415 ‐0.393 ‐0.245 1.650 0.002014 0.014620 ‐2.430 0.000811 0.028388 ‐2.937 0.373106 0.597458 0.811
sp|O60888|CUTAO60888 CUTA_HUMAN CUTA cutA divalent cation tol ‐0.874 ‐1.087 ‐3.368 1.100 0.734 ‐1.876 ‐1.686 ‐0.635 ‐2.454 ‐7.505 ‐1.588 ‐6.744 ‐7.584 ‐5.300 0.002206 0.015702 ‐4.234 0.000387 0.023306 ‐3.797 0.250035 0.479519 ‐0.700
sp|Q08397|LOXLQ08397 LOXL1_HUMAN LOXL1 lysyl oxidase bone ‐3.661 ‐4.597 ‐4.964 ‐7.454 ‐3.020 ‐6.626 ‐2.600 ‐5.279 ‐2.384 ‐1.266 ‐1.466 ‐0.443 ‐2.393 ‐7.560 0.002212 0.015702 2.190 0.001862 0.038014 2.250 0.944853 0.973122 ‐0.096
sp|Q6GTX8|LAIRQ6GTX8 LAIR1_HUMAN LAIR1 leukocyte as blood 4.544 4.168 4.440 4.523 3.675 1.868 2.657 3.184 1.916 2.075 1.915 ‐2.127 0.202 ‐0.506 0.002225 0.015702 ‐3.053 0.127998 0.336540 ‐1.990 0.011088 0.089219 ‐1.700
sp|Q6UXG3|CLMQ6UXG3 CLM9_HUMAN CD300LG CD300 molecplacenta;t 3.905 1.463 1.548 3.519 3.650 1.687 ‐0.080 3.271 ‐0.407 0.231 0.755 ‐2.903 ‐1.253 ‐2.503 0.002227 0.015702 ‐3.384 0.093478 0.283617 ‐2.639 0.331889 0.557893 ‐1.191
sp|P26842|CD27P26842 CD27_HUMAN CD27 CD27 moleculymph_no 4.125 4.312 3.044 2.236 2.887 4.592 3.381 4.410 2.254 1.733 2.804 ‐1.550 ‐0.153 0.588 0.002274 0.015835 ‐2.677 0.004833 0.059466 ‐3.182 0.278322 0.503238 0.807
sp|Q15485|FCN2Q15485 FCN2_HUMAN FCN2 ficolin 2 1.185 ‐0.972 ‐0.096 1.444 0.172 0.036 ‐4.250 ‐2.594 ‐2.403 ‐4.689 ‐6.105 ‐2.211 ‐3.446 ‐3.750 0.002278 0.015835 ‐3.133 0.280610 0.521818 ‐1.498 0.022469 0.125829 ‐2.616
sp|P21810|PGS1P21810 PGS1_HUMAN BGN biglycan bone;splee ‐1.522 ‐0.561 ‐1.692 0.816 ‐0.828 ‐1.935 ‐2.213 ‐2.151 ‐4.044 ‐7.551 ‐1.914 ‐8.587 ‐1.710 ‐4.267 0.002311 0.015934 ‐3.418 0.006216 0.067845 ‐2.579 0.058826 0.216783 ‐1.342
sp|Q7KYR7|BT2AQ7KYR7 BT2A1_HUMAN BTN2A1 butyrophilin subfamily  0.927 0.486 3.012 2.710 2.802 ‐0.533 ‐0.024 1.088 ‐1.509 ‐1.779 ‐1.643 ‐2.786 0.328 ‐3.950 0.002325 0.015934 ‐3.198 0.026497 0.133162 ‐2.067 0.075838 0.248566 ‐1.811
sp|Q08174|PCD Q08174 PCDH1_HUMAN PCDH1 protocadherin 1 ‐1.713 ‐0.547 ‐4.534 ‐0.662 1.557 ‐2.060 ‐0.014 ‐1.957 ‐4.155 ‐5.548 ‐3.156 ‐1.834 ‐3.771 ‐8.959 0.002444 0.016630 ‐3.329 0.022415 0.126703 ‐3.227 0.665388 0.828564 ‐0.164
sp|P36896|ACV1P36896 ACV1B_HUMAN ACVR1B activin A receptor type  1.298 1.399 0.535 1.319 0.578 0.285 0.589 1.133 ‐1.295 0.312 0.399 ‐8.639 ‐1.337 ‐1.524 0.002518 0.016867 ‐2.906 0.018994 0.112136 ‐2.683 0.531385 0.745004 ‐0.356
sp|P80748|LV32P80748 LV321_HUMAN None None None ‐1.267 ‐0.343 ‐5.724 ‐9.619 ‐3.657 3.524 ‐1.969 ‐1.481 0.118 1.146 3.268 1.473 0.088 1.710 0.002525 0.016867 3.868 0.162605 0.383060 1.276 0.106638 0.293553 4.147
sp|Q9UBC9|SPR Q9UBC9 SPRR3_HUMAN SPRR3 small prolinelarynx;ton 3.796 0.331 8.122 ‐0.209 2.469 4.781 ‐3.727 1.271 ‐4.873 ‐5.244 ‐6.570 ‐9.127 0.030 2.340 0.002530 0.016867 ‐6.011 0.220364 0.454527 ‐4.682 0.441095 0.660968 ‐2.127
sp|P00749|URO P00749 UROK_HUMAN PLAU plasminogen activator,  ‐0.072 ‐0.703 0.909 0.723 3.448 ‐0.926 0.075 1.181 ‐4.797 ‐1.550 ‐2.511 ‐0.160 ‐1.275 ‐2.362 0.002583 0.017102 ‐2.689 0.024543 0.130590 ‐2.219 0.571495 0.766122 ‐0.751
sp|O95998|I18BO95998 I18BP_HUMAN IL18BP interleukin 18 binding p 3.400 1.004 2.191 2.956 3.307 ‐0.466 0.027 4.895 ‐1.088 0.506 0.227 ‐1.750 ‐1.729 ‐3.459 0.002664 0.017407 ‐3.380 0.116852 0.320769 ‐2.701 0.052568 0.203623 ‐1.086
sp|P01040|CYTAP01040 CYTA_HUMAN CSTA cystatin A heart;pros 2.791 ‐1.448 3.919 ‐0.288 0.159 ‐0.399 ‐8.125 ‐0.645 ‐3.099 ‐3.080 ‐1.981 ‐6.166 ‐0.438 ‐2.283 0.002650 0.017407 ‐2.336 0.113929 0.317924 0.216 0.098108 0.285491 ‐4.083
sp|O43827|ANGO43827 ANGL7_HUMAN ANGPTL7 angiopoietin eye ‐8.429 ‐9.252 ‐7.818 ‐9.362 ‐5.673 ‐6.075 ‐5.913 ‐2.379 ‐5.117 ‐2.284 ‐3.589 ‐4.664 ‐3.382 ‐2.919 0.002789 0.017939 3.203 0.230841 0.461681 1.130 0.020671 0.118463 3.317
sp|P05062|ALDOP05062 ALDOB_HUMAN ALDOB aldolase, frucliver;small 1.015 3.889 ‐0.289 3.836 3.415 2.515 1.478 2.034 ‐0.761 ‐2.137 0.258 ‐5.783 1.169 ‐2.723 0.002819 0.017939 ‐3.900 0.003456 0.051059 ‐3.672 0.709238 0.852979 ‐0.364
sp|P06870|KLK1P06870 KLK1_HUMAN KLK1 kallikrein 1 kidney;pan 3.002 1.271 5.891 6.106 5.764 2.029 0.865 1.239 2.022 ‐2.996 ‐7.122 ‐3.409 ‐0.965 ‐0.539 0.002805 0.017939 ‐5.439 0.010816 0.080300 ‐3.546 0.032827 0.153781 ‐3.029
sp|P07204|TRBMP07204 TRBM_HUMAN THBD thrombomodulin ‐2.492 ‐3.024 ‐2.211 ‐0.676 ‐0.966 ‐3.230 ‐4.791 ‐1.841 ‐2.394 ‐4.658 ‐4.923 ‐5.894 ‐6.378 ‐4.212 0.002779 0.017939 ‐2.339 0.218462 0.452628 ‐1.456 0.205805 0.428491 ‐1.413
sp|P00742|FA10P00742 FA10_HUMAN F10 coagulation factor X ‐8.184 ‐9.004 ‐4.318 ‐4.676 ‐3.776 ‐2.833 ‐5.216 ‐6.279 ‐6.176 ‐0.961 ‐4.222 2.136 ‐0.646 ‐0.470 0.002926 0.018363 3.813 0.053197 0.205247 3.053 0.495259 0.714806 1.216
sp|P19827|ITIH1P19827 ITIH1_HUMAN ITIH1 inter‐alpha‐t liver ‐2.036 ‐6.511 ‐4.237 ‐1.419 ‐3.224 0.869 ‐0.088 ‐1.760 0.858 1.824 2.585 5.972 4.554 ‐0.387 0.002911 0.018363 4.868 0.071892 0.242112 2.894 0.038243 0.168061 3.159
sp|P24158|PRTNP24158 PRTN3_HUMAN PRTN3 proteinase 3 ‐4.330 ‐2.398 ‐5.741 ‐8.517 ‐1.746 ‐2.458 3.197 ‐2.329 3.107 ‐1.565 ‐3.610 1.166 2.494 5.687 0.002942 0.018363 4.253 0.337143 0.580668 1.743 0.066973 0.231919 4.016
sp|Q14019|COT Q14019 COTL1_HUMAN COTL1 coactosin like F‐actin bi 1.606 ‐0.261 4.411 0.969 ‐0.009 0.939 1.367 1.341 2.684 4.450 3.417 ‐1.630 2.642 3.378 0.002976 0.018458 1.195 0.011639 0.083585 1.275 0.595739 0.777765 ‐0.128
sp|P68871|HBB_P68871 HBB_HUMAN HBB hemoglobin  blood;bon 2.135 2.789 1.229 3.075 4.824 1.904 4.477 3.135 7.236 10.050 0.789 10.781 3.282 6.181 0.003014 0.018531 3.441 0.024230 0.130310 3.214 0.701155 0.848311 0.362
sp|Q9NZH0|GPCQ9NZH0 GPC5B_HUMAN GPRC5B G protein‐coupled rece 0.759 ‐0.816 1.634 0.421 0.520 ‐1.240 ‐3.557 ‐2.007 ‐3.134 ‐1.425 ‐2.670 ‐8.171 ‐3.378 ‐7.097 0.003025 0.018531 ‐3.777 0.212706 0.445791 ‐2.044 0.004161 0.051624 ‐2.772
sp|P20700|LMN P20700 LMNB1_HUMAN LMNB1 lamin B1 ‐4.535 ‐5.950 ‐5.256 ‐8.780 ‐1.497 ‐5.668 ‐4.790 ‐5.193 ‐2.495 ‐3.600 ‐6.460 ‐2.983 ‐1.862 1.971 0.003154 0.019198 2.637 0.003642 0.051722 2.645 0.967378 0.983309 ‐0.013
sp|O43291|SPIT O43291 SPIT2_HUMAN SPINT2 serine peptidovary 1.428 0.889 1.001 0.388 ‐0.121 0.287 0.461 1.225 ‐0.239 ‐1.166 0.115 ‐2.412 ‐1.430 ‐1.406 0.003358 0.020315 ‐1.784 0.014519 0.095492 ‐1.748 0.875631 0.936969 ‐0.059
sp|P14780|MMPP14780 MMP9_HUMAN MMP9 matrix metalblood;sple ‐1.484 ‐2.098 ‐6.461 ‐1.965 ‐0.937 ‐0.958 1.232 ‐1.535 3.535 ‐0.489 ‐1.599 1.822 0.325 5.420 0.003570 0.021335 3.278 0.278191 0.519289 1.923 0.106233 0.293553 2.168
sp|Q08380|LG3BQ08380 LG3BP_HUMAN LGALS3BP galectin 3 binbone_mar 5.690 6.507 4.824 6.032 5.643 5.358 5.682 7.137 3.997 5.327 5.284 3.456 2.036 2.004 0.003567 0.021335 ‐2.175 0.052557 0.204176 ‐2.375 0.722218 0.859338 0.320
sp|P02042|HBD_P02042 HBD_HUMAN HBD hemoglobin  blood ‐5.965 ‐3.460 ‐7.084 ‐3.197 ‐2.671 ‐2.688 ‐6.100 ‐1.728 1.938 4.920 ‐5.524 5.464 ‐4.732 ‐0.093 0.003682 0.021478 4.440 0.128396 0.336540 3.834 0.548568 0.753803 0.970
sp|P04155|TFF1 P04155 TFF1_HUMAN TFF1 trefoil factormammary 1.567 2.051 1.560 0.188 2.402 1.066 2.267 ‐1.008 ‐0.394 ‐4.093 ‐0.934 ‐6.243 ‐1.897 2.802 0.003643 0.021478 ‐3.054 0.103887 0.301212 ‐2.568 0.486847 0.705784 ‐0.779
sp|P53990|IST1_P53990 IST1_HUMAN IST1 IST1 factor associated w ‐2.395 ‐2.777 ‐1.473 ‐0.419 ‐0.106 ‐2.676 ‐2.741 ‐2.659 ‐4.988 ‐4.041 ‐5.407 ‐2.084 ‐3.406 ‐7.373 0.003666 0.021478 ‐2.644 0.028296 0.139348 ‐1.858 0.082025 0.258470 ‐1.258
sp|P84243|H33_P84243 H33_HUMAN H3‐3A H3.3 histone A ‐7.126 ‐0.253 ‐3.104 ‐7.414 ‐5.640 ‐4.431 ‐6.581 ‐7.061 ‐0.972 ‐2.051 ‐3.051 ‐3.520 ‐1.131 0.293 0.003619 0.021478 3.463 0.002294 0.041623 4.286 0.536283 0.748657 ‐1.317
sp|Q16555|DPYLQ16555 DPYL2_HUMAN DPYSL2 dihydropyrimidinase lik ‐3.448 ‐5.270 ‐3.712 ‐3.673 ‐1.540 ‐4.599 ‐4.168 ‐4.686 ‐6.605 ‐7.715 ‐5.163 ‐3.433 ‐9.835 ‐5.813 0.003721 0.021578 ‐2.540 0.022766 0.126703 ‐1.943 0.112536 0.302739 ‐0.955
sp|Q9UIB8|SLAFQ9UIB8 SLAF5_HUMAN CD84 CD84 molecule 0.148 ‐0.257 0.010 0.735 ‐0.169 ‐0.578 0.125 ‐0.095 ‐5.151 ‐3.345 ‐0.008 ‐3.579 ‐0.193 ‐1.204 0.003749 0.021613 ‐2.237 0.128774 0.336540 ‐2.064 0.624115 0.801253 ‐0.276
sp|O15417|TNC O15417 TNC18_HUMAN TNRC18 trinucleotide repeat con ‐0.752 ‐2.413 ‐2.752 ‐2.118 ‐8.130 ‐1.922 ‐0.574 0.408 1.976 3.333 1.568 ‐0.552 1.499 ‐1.966 0.003812 0.021730 3.258 0.131906 0.341979 1.672 0.062961 0.223559 2.537
sp|P06753|TPM P06753 TPM3_HUMAN TPM3 tropomyosin 3 ‐4.687 ‐5.840 ‐1.454 ‐9.449 ‐1.668 ‐3.232 ‐5.754 ‐6.115 1.537 ‐2.362 ‐0.711 ‐0.135 ‐2.421 2.221 0.003814 0.021730 4.463 0.019525 0.114580 4.722 0.644868 0.818615 ‐0.414
sp|P54727|RD23P54727 RD23B_HUMAN RAD23B RAD23 homolog B, nucl ‐2.648 ‐4.230 ‐5.326 ‐3.776 ‐1.026 ‐1.820 ‐3.245 ‐3.409 1.131 0.539 0.067 ‐8.581 ‐1.658 0.019 0.003892 0.022049 1.771 0.023213 0.126703 1.411 0.418516 0.643726 0.577
sp|Q99969|RAR Q99969 RARR2_HUMAN RARRES2 retinoic acid receptor re ‐2.367 ‐2.276 ‐6.326 ‐2.628 1.468 ‐3.874 ‐3.294 ‐2.853 ‐7.160 ‐7.139 ‐9.753 ‐4.483 ‐1.583 ‐5.177 0.003954 0.022269 ‐3.114 0.047184 0.195932 ‐2.542 0.147088 0.349022 ‐0.914
sp|Q6ZSJ9|SHSAQ6ZSJ9 SHSA6_HUMAN SHISA6 shisa family member 6 ‐8.052 ‐4.047 ‐3.820 ‐2.401 ‐2.400 ‐3.283 ‐4.416 ‐1.107 ‐4.972 ‐7.066 ‐8.597 ‐7.044 ‐0.417 ‐5.953 0.004320 0.024194 ‐1.984 0.025057 0.130590 ‐2.739 0.517455 0.733873 1.209
sp|A0A0C4DH36A0A0C4DH36 HV338_HUMAN None None None ‐7.280 ‐4.266 ‐6.864 ‐4.480 ‐2.732 ‐1.338 ‐1.978 ‐2.529 ‐1.911 ‐0.926 ‐0.354 ‐0.487 ‐0.080 ‐1.862 0.004406 0.024526 2.997 0.178604 0.402373 1.012 0.004327 0.053001 3.176
sp|O75882|ATRNO75882 ATRN_HUMAN ATRN attractin 1.942 2.308 1.063 3.495 3.447 1.483 2.741 1.072 0.332 ‐0.812 ‐0.302 2.192 ‐2.297 ‐3.124 0.004465 0.024526 ‐2.862 0.031423 0.147342 ‐2.434 0.453075 0.670027 ‐0.686
sp|P13598|ICAMP13598 ICAM2_HUMAN ICAM2 intercellular adhesion m ‐0.538 0.981 0.708 0.967 1.183 1.366 1.030 1.408 ‐1.078 ‐2.225 0.050 0.902 ‐0.747 ‐0.960 0.004480 0.024526 ‐1.565 0.004081 0.054043 ‐1.944 0.425309 0.646207 0.608
sp|Q8IWU5|SULQ8IWU5 SULF2_HUMAN SULF2 sulfatase 2 5.636 5.442 3.893 5.865 4.120 4.619 5.013 4.385 2.987 3.392 3.680 ‐3.467 3.162 1.057 0.004437 0.024526 ‐3.070 0.015617 0.098953 ‐2.871 0.635075 0.811399 ‐0.319
sp|P13671|CO6_P13671 CO6_HUMAN C6 complement liver ‐1.127 ‐1.953 ‐7.585 ‐2.251 ‐1.081 ‐1.476 ‐2.450 ‐2.716 ‐1.675 ‐0.177 ‐2.766 3.123 3.608 1.242 0.004674 0.025307 3.139 0.010496 0.080152 2.773 0.689991 0.844017 0.585
sp|Q08ET2|SIG1Q08ET2 SIG14_HUMAN SIGLEC14 sialic acid binding Ig like ‐5.574 ‐2.844 ‐2.831 ‐6.870 ‐4.721 0.361 ‐1.407 ‐3.349 ‐0.764 1.472 ‐1.366 ‐4.107 0.089 ‐0.157 0.004653 0.025307 2.599 0.369471 0.607612 0.659 0.092806 0.275606 3.103
sp|Q14508|WFDQ14508 WFDC2_HUMAN WFDC2 WAP four‐disovary 6.521 5.068 4.494 5.657 5.636 4.421 4.726 3.854 3.656 3.259 3.664 1.543 2.788 3.215 0.004987 0.026854 ‐2.026 0.075578 0.250513 ‐1.313 0.079973 0.253876 ‐1.141
sp|P00915|CAH1P00915 CAH1_HUMAN CA1 carbonic anhblood ‐0.232 4.107 ‐4.308 ‐1.109 ‐2.766 3.528 5.584 4.226 6.559 7.147 5.897 5.218 5.769 4.822 0.005118 0.027407 4.773 0.088628 0.274857 1.456 0.000901 0.023856 5.307
sp|Q96KP4|CNDQ96KP4 CNDP2_HUMAN CNDP2 carnosine dipeptidase 2 ‐1.281 0.752 ‐7.615 ‐0.036 0.319 ‐2.514 ‐2.170 0.029 ‐4.479 ‐0.892 ‐4.951 ‐3.382 ‐5.289 ‐3.792 0.005151 0.027434 ‐2.233 0.033189 0.152700 ‐2.246 0.302370 0.525196 0.021
sp|A0A0B4J1Y8|A0A0B4J1Y8 LV949_HUMAN None None None ‐2.491 ‐1.622 ‐4.385 ‐5.452 ‐4.800 ‐0.308 ‐3.559 ‐9.959 ‐0.780 ‐2.605 1.869 ‐0.657 ‐1.282 ‐0.383 0.005210 0.027451 3.432 0.009511 0.076513 3.969 0.904076 0.951659 ‐0.859
sp|Q9H8J5|MANQ9H8J5 MANS1_HUMAN MANSC1 MANSC domain contain ‐5.536 ‐4.737 ‐6.459 ‐7.480 ‐5.398 ‐1.401 ‐2.513 ‐1.488 ‐2.365 ‐1.521 ‐2.889 ‐2.354 ‐2.900 ‐2.733 0.005185 0.027451 1.916 0.269136 0.504308 ‐0.660 0.000230 0.015604 4.122
sp|P08294|SODEP08294 SODE_HUMAN SOD3 superoxide dperipheral 3.624 2.520 1.221 3.071 2.676 1.885 3.369 2.667 1.202 0.424 2.344 ‐0.882 0.729 ‐0.402 0.005304 0.027646 ‐2.060 0.025185 0.130590 ‐2.071 0.932232 0.967655 0.018
sp|Q9BXR6|FHR Q9BXR6 FHR5_HUMAN CFHR5 complement factor H re ‐3.082 ‐1.633 ‐2.887 ‐3.707 ‐3.751 ‐3.393 ‐7.384 ‐3.092 ‐6.173 ‐1.754 0.021 0.621 ‐0.513 ‐3.218 0.005299 0.027646 1.780 0.078723 0.257161 2.787 0.289636 0.513279 ‐1.611
sp|P13796|PLSL_P13796 PLSL_HUMAN LCP1 lymphocyte clymph_no ‐2.389 ‐2.221 ‐4.105 ‐1.046 ‐2.058 ‐1.995 ‐0.418 ‐5.094 5.987 ‐0.273 ‐1.191 ‐0.319 2.446 6.615 0.005447 0.028242 4.627 0.071080 0.241868 4.714 0.731732 0.861895 ‐0.139
sp|P52566|GDIRP52566 GDIR2_HUMAN ARHGDIB Rho GDP dissbladder;bl ‐1.392 ‐3.060 ‐5.546 ‐3.585 ‐5.275 ‐4.744 ‐6.387 ‐9.365 1.020 ‐0.148 ‐3.099 ‐1.599 ‐2.939 4.533 0.005480 0.028264 4.547 0.009310 0.076513 6.460 0.083048 0.260857 ‐3.060
sp|Q9Y5Z4|HEBPQ9Y5Z4 HEBP2_HUMAN HEBP2 heme bindin bone_mar ‐8.025 ‐2.754 ‐5.923 ‐3.359 ‐6.139 ‐3.151 ‐3.576 ‐5.903 0.275 ‐2.565 ‐1.019 ‐3.284 ‐1.679 ‐1.183 0.005524 0.028341 3.278 0.026098 0.132519 2.634 0.463537 0.681059 1.030
sp|P18428|LBP_P18428 LBP_HUMAN LBP lipopolysacchliver ‐4.152 ‐1.530 ‐2.217 ‐8.262 ‐3.053 0.722 ‐4.119 ‐0.332 ‐1.260 2.094 1.002 2.600 4.984 ‐1.230 0.005663 0.028905 4.233 0.185140 0.407269 2.608 0.180633 0.393378 2.600
sp|P23327|SRCHP23327 SRCH_HUMAN HRC histidine richmuscle ‐1.504 0.146 ‐0.837 1.246 0.734 ‐7.040 ‐0.556 1.561 ‐2.935 ‐1.489 ‐2.198 ‐7.137 ‐5.348 ‐2.205 0.005809 0.029495 ‐2.771 0.228374 0.460355 ‐1.541 0.662984 0.827675 ‐1.968
sp|P01861|IGHGP01861 IGHG4_HUMAN None None None ‐0.011 4.659 ‐2.744 1.533 1.956 4.540 3.490 3.400 4.804 6.654 2.490 6.279 5.158 5.605 0.005873 0.029666 3.062 0.055431 0.209740 1.355 0.014273 0.098894 2.731
sp|P22352|GPX3P22352 GPX3_HUMAN GPX3 glutathione peye 0.538 1.010 ‐1.263 1.387 1.100 2.971 1.961 0.959 2.675 2.189 3.492 2.774 4.172 2.527 0.006020 0.030189 1.889 0.175944 0.400058 1.008 0.092107 0.274362 1.409
sp|Q969P0|IGSFQ969P0 IGSF8_HUMAN IGSF8 immunoglobulin superf 1.418 1.391 ‐0.501 0.630 1.407 1.258 1.509 3.219 ‐0.371 0.238 0.595 ‐4.941 ‐0.739 ‐2.953 0.006038 0.030189 ‐2.653 0.027634 0.136776 ‐3.357 0.232071 0.467521 1.126
sp|P08473|NEP_P08473 NEP_HUMAN MME membrane mkidney 0.012 1.615 ‐2.497 1.745 0.148 0.018 ‐0.058 1.086 1.183 ‐3.265 ‐4.922 ‐5.442 0.063 ‐4.950 0.006202 0.030851 ‐3.147 0.116760 0.320769 ‐3.237 0.782859 0.882927 0.144
sp|Q9Y490|TLN1Q9Y490 TLN1_HUMAN TLN1 talin 1 spleen ‐1.983 ‐7.487 ‐9.050 ‐2.555 ‐3.692 ‐3.094 ‐2.964 ‐2.948 1.114 ‐0.644 ‐2.640 ‐2.281 ‐0.287 3.059 0.006439 0.031869 3.942 0.001540 0.035932 2.722 0.293895 0.517086 1.952
sp|P50552|VASPP50552 VASP_HUMAN VASP vasodilator s spleen ‐3.531 ‐4.201 ‐4.515 ‐6.720 ‐7.765 ‐3.218 ‐3.954 ‐5.367 0.219 ‐2.899 ‐2.087 ‐6.082 ‐1.946 1.551 0.006637 0.032685 3.035 0.063020 0.225398 2.305 0.345217 0.571627 1.167
sp|O14798|TR10O14798 TR10C_HUMAN TNFRSF10CTNF receptorblood ‐1.009 ‐2.218 0.006 ‐0.510 ‐0.406 ‐2.971 ‐4.643 ‐2.036 ‐4.889 ‐6.012 ‐5.447 ‐2.737 ‐4.744 ‐3.298 0.006893 0.033777 ‐2.798 0.287160 0.531978 ‐1.304 0.009609 0.082602 ‐2.389
sp|O14791|APO O14791 APOL1_HUMAN APOL1 apolipoprotestomach;t ‐1.086 ‐2.668 ‐7.430 ‐5.897 ‐3.718 0.420 ‐3.159 ‐5.765 ‐2.009 ‐1.433 ‐1.893 2.676 ‐1.699 ‐0.514 0.007100 0.034462 2.851 0.066571 0.234353 2.023 0.558359 0.756613 1.325
sp|Q16819|MEPQ16819 MEP1A_HUMAN MEP1A meprin A subcolon;sma ‐10.300 0.735 ‐3.211 ‐7.105 ‐5.540 ‐1.758 ‐1.137 ‐0.940 2.154 2.845 0.359 ‐8.492 2.328 2.105 0.007103 0.034462 3.873 0.000461 0.023306 1.495 0.009336 0.080967 3.806
sp|O75223|GGCO75223 GGCT_HUMAN GGCT gamma‐glutabladder ‐2.314 ‐6.186 ‐2.189 ‐6.847 ‐3.170 ‐4.000 ‐7.440 ‐7.470 0.355 ‐0.123 ‐0.112 ‐2.720 ‐3.918 ‐0.457 0.007614 0.036755 3.789 0.001221 0.032193 5.141 0.257030 0.486907 ‐2.162
sp|P00441|SODCP00441 SODC_HUMAN SOD1 superoxide dismutase 1 2.320 3.899 1.324 2.641 0.704 4.174 4.219 2.691 6.193 5.788 6.043 2.192 4.887 4.868 0.007739 0.037178 2.249 0.034916 0.157685 1.301 0.062350 0.222626 1.517
sp|P01817|HV20P01817 HV205_HUMAN None None None ‐5.487 ‐2.219 ‐4.996 ‐3.737 ‐1.024 ‐1.386 ‐1.079 ‐5.884 ‐0.545 1.314 ‐0.080 2.417 ‐1.027 0.416 0.007867 0.037246 3.643 0.032557 0.150501 3.199 0.653627 0.822278 0.710
sp|P05160|F13BP05160 F13B_HUMAN F13B coagulation fliver ‐2.973 ‐6.048 ‐6.604 ‐2.781 ‐8.496 ‐4.070 ‐1.797 ‐4.885 ‐0.487 ‐2.090 ‐3.741 1.599 ‐1.675 ‐0.040 0.007806 0.037246 3.634 0.039083 0.170989 2.511 0.258290 0.486907 1.796
sp|P61970|NTF2P61970 NTF2_HUMAN NUTF2 nuclear transport facto 4.333 3.222 2.301 2.910 2.110 2.583 2.129 2.438 1.661 1.527 2.356 ‐6.182 ‐1.933 0.168 0.007860 0.037246 ‐3.153 0.123108 0.331445 ‐2.783 0.445123 0.664971 ‐0.592
sp|O15061|SYNEO15061 SYNEM_HUMAN SYNM synemin ‐3.367 ‐7.261 2.304 ‐4.990 ‐2.196 1.096 ‐2.190 ‐5.749 0.057 ‐1.373 ‐0.280 ‐0.802 ‐1.498 0.456 0.007983 0.037612 2.221 0.137802 0.349859 1.708 0.727634 0.860077 0.821
sp|P12111|CO6AP12111 CO6A3_HUMAN COL6A3 collagen typebone 2.325 2.450 0.842 1.675 1.744 1.619 1.668 3.107 3.696 5.055 3.197 ‐0.227 3.086 4.660 0.008039 0.037693 1.316 0.058308 0.217269 1.113 0.621515 0.799324 0.324
sp|O43451|MGAO43451 MGA_HUMAN MGAM maltase‐glucblood;kidn 1.053 2.699 ‐1.125 2.964 1.120 2.273 2.171 2.044 2.822 0.308 1.077 ‐3.130 ‐2.178 ‐1.137 0.008478 0.039564 ‐2.023 0.011804 0.083823 ‐2.536 0.111864 0.302739 0.821
sp|P00740|FA9_P00740 FA9_HUMAN F9 coagulation fliver ‐1.805 ‐2.061 ‐2.832 ‐2.321 ‐6.456 ‐1.092 ‐2.327 ‐2.629 ‐2.735 ‐0.659 ‐1.796 0.382 2.592 0.286 0.008686 0.040341 2.369 0.111724 0.314450 1.694 0.468962 0.686773 1.079
sp|P22392|NDKBP22392 NDKB_HUMAN NME2 NME/NM23 nucleoside ‐1.993 ‐2.690 ‐3.523 ‐9.770 ‐4.830 ‐6.967 ‐2.279 ‐3.130 1.438 ‐3.411 ‐1.014 ‐1.461 ‐0.494 2.019 0.009034 0.041759 3.911 0.062184 0.223224 3.638 0.967842 0.983309 0.436
sp|P02144|MYGP02144 MYG_HUMAN MB myoglobin heart;mus ‐6.687 1.603 ‐8.698 ‐6.611 ‐2.556 0.566 0.911 1.794 9.823 3.992 4.200 1.281 2.812 3.783 0.009080 0.041775 6.775 0.003972 0.053986 3.225 0.000034 0.006441 5.680
sp|P23083|HV10P23083 HV102_HUMAN None None None ‐4.146 ‐0.824 ‐2.803 ‐1.482 ‐1.049 2.107 1.687 ‐0.010 ‐0.140 1.830 1.141 4.444 0.716 1.377 0.009259 0.042403 2.376 0.925178 0.970743 0.300 0.007291 0.068704 3.322
sp|A0A0B4J1Y9|A0A0B4J1Y9 HV372_HUMAN None None None ‐5.049 ‐6.659 ‐5.470 ‐2.453 ‐4.728 0.606 0.169 ‐1.108 ‐1.175 0.753 ‐1.065 1.631 0.961 0.069 0.009710 0.043858 3.282 0.718706 0.869890 0.307 0.000067 0.009227 4.761
sp|P09960|LKHAP09960 LKHA4_HUMAN LTA4H leukotriene A4 hydrolas ‐2.136 ‐3.803 ‐5.752 ‐2.001 ‐3.727 ‐6.897 ‐10.503 ‐6.815 1.769 ‐4.668 0.782 0.000 ‐5.171 3.597 0.009639 0.043858 4.589 0.007248 0.070766 7.457 0.006109 0.064378 ‐4.588
sp|P16112|PGCAP16112 PGCA_HUMAN ACAN aggrecan bone ‐1.746 ‐2.152 ‐1.500 ‐0.508 ‐0.920 ‐2.746 ‐4.636 ‐3.018 ‐4.845 ‐1.937 ‐3.294 ‐4.736 ‐4.238 ‐8.640 0.009764 0.043858 ‐2.462 0.348352 0.591807 ‐1.148 0.014100 0.098894 ‐2.101
sp|P27482|CALL P27482 CALL3_HUMAN CALML3 calmodulin li skin;thymu ‐0.797 ‐4.245 ‐0.845 ‐6.306 ‐3.709 ‐2.662 ‐2.715 ‐3.632 ‐5.783 ‐4.295 ‐8.622 ‐5.819 ‐3.765 ‐4.808 0.009752 0.043858 ‐2.401 0.016262 0.100229 ‐2.512 0.933096 0.967655 0.177
sp|Q13332|PTPRQ13332 PTPRS_HUMAN PTPRS protein tyrosine phosph ‐0.893 ‐0.005 ‐1.315 ‐0.288 ‐2.073 ‐4.453 ‐2.408 ‐2.102 ‐7.352 ‐3.162 ‐7.020 ‐3.457 ‐6.579 ‐3.139 0.009846 0.043858 ‐3.426 0.204182 0.433114 ‐2.131 0.032378 0.152548 ‐2.073
sp|Q9P1F3|ABRAQ9P1F3 ABRAL_HUMAN ABRACL ABRA C‐terminal like ‐1.970 ‐5.547 ‐5.762 ‐5.964 ‐7.660 ‐1.602 ‐5.624 ‐1.233 ‐0.587 1.244 ‐1.038 ‐1.316 ‐12.139 ‐0.660 0.009816 0.043858 2.004 0.207283 0.437796 0.404 0.000242 0.015604 2.561
sp|A0A0B4J1V0|A0A0B4J1V0 HV315_HUMAN None None None ‐2.493 0.333 ‐2.691 ‐2.167 ‐1.874 2.492 1.690 ‐1.130 0.685 1.357 1.619 4.085 2.121 1.815 0.010130 0.044363 2.677 0.954802 0.983095 0.930 0.001111 0.024758 2.796
sp|P09429|HMGP09429 HMGB1_HUMAN HMGB1 high mobility group box ‐3.413 ‐2.354 ‐7.092 ‐6.475 ‐2.896 ‐8.523 ‐9.442 ‐3.927 1.802 ‐4.622 ‐0.330 ‐2.931 ‐0.848 1.273 0.010140 0.044363 4.572 0.009996 0.078365 6.354 0.176042 0.388561 ‐2.851
sp|P16403|H12_P16403 H12_HUMAN H1‐2 H1.2 linker histone, clus ‐3.686 ‐4.108 ‐2.780 ‐5.957 ‐5.498 ‐3.564 ‐3.979 ‐4.966 0.082 ‐4.708 ‐3.701 ‐2.366 ‐0.570 1.777 0.010123 0.044363 2.736 0.043526 0.183859 2.588 0.760101 0.876790 0.236
sp|P55786|PSA_P55786 PSA_HUMAN NPEPPS aminopeptidase purom ‐10.718 ‐1.538 ‐1.401 ‐4.757 ‐5.130 0.792 ‐6.357 ‐6.282 ‐1.524 ‐2.200 0.936 0.609 1.481 ‐0.564 0.010079 0.044363 4.213 0.005847 0.066632 3.738 0.814890 0.898303 0.760
sp|A0A087WSX0A0A087WSX0 LV545_HUMAN None None None ‐7.599 ‐5.111 ‐6.726 ‐4.077 ‐5.451 ‐1.970 ‐8.071 ‐2.362 ‐2.354 ‐0.042 ‐1.750 ‐2.197 ‐5.603 ‐2.246 0.010204 0.044443 2.806 0.553480 0.765857 1.769 0.065887 0.229785 1.659
sp|Q13740|CD16Q13740 CD166_HUMAN ALCAM activated leukocyte cell ‐1.536 ‐0.022 ‐3.443 ‐2.208 ‐0.888 ‐0.140 ‐0.498 ‐1.350 ‐2.928 ‐1.068 0.201 ‐6.256 ‐7.047 ‐5.931 0.010293 0.044633 ‐2.578 0.133746 0.344706 ‐3.175 0.272005 0.497519 0.957
sp|Q14315|FLNCQ14315 FLNC_HUMAN FLNC filamin C muscle ‐1.981 0.276 ‐3.616 ‐1.093 ‐2.304 ‐2.206 ‐1.821 ‐0.639 ‐0.422 ‐0.158 0.653 0.373 ‐2.890 1.971 0.010582 0.045684 1.594 0.038233 0.168019 1.476 0.764018 0.876790 0.189
sp|Q9NNX6|CD2Q9NNX6 CD209_HUMAN CD209 CD209 molecule ‐0.484 ‐1.983 ‐3.247 ‐2.797 ‐1.833 ‐0.724 ‐2.535 ‐1.013 ‐1.056 ‐2.310 ‐3.691 ‐6.524 ‐6.119 ‐5.027 0.010921 0.046940 ‐2.294 0.028473 0.139519 ‐2.697 0.384578 0.607881 0.645
sp|Q7Z3B1|NEG Q7Z3B1 NEGR1_HUMAN NEGR1 neuronal growth regula 2.210 1.779 0.712 2.439 1.627 ‐1.770 0.792 3.011 ‐0.120 1.467 0.619 ‐5.312 ‐2.727 ‐3.928 0.011017 0.047145 ‐3.017 0.292861 0.534458 ‐2.345 0.248445 0.478343 ‐1.075
sp|P00746|CFADP00746 CFAD_HUMAN CFD complement soft_tissue 2.002 ‐2.478 ‐3.744 ‐4.007 ‐0.851 0.237 ‐0.660 0.891 1.220 2.449 ‐3.261 2.086 4.496 5.988 0.011158 0.047336 3.240 0.030931 0.146578 2.007 0.062203 0.222626 1.972
sp|Q9H8L6|MM Q9H8L6 MMRN2_HUMAN MMRN2 multimerin 2placenta ‐0.097 1.330 ‐1.328 1.107 1.932 1.707 0.993 0.918 ‐0.772 ‐1.901 0.028 ‐0.172 ‐1.211 ‐3.133 0.011151 0.047336 ‐2.014 0.007365 0.070766 ‐2.399 0.532990 0.745747 0.617
sp|P04196|HRG_P04196 HRG_HUMAN HRG histidine richliver 1.918 ‐2.224 ‐3.368 ‐3.318 0.946 1.391 ‐2.140 ‐0.578 0.236 1.109 3.542 4.837 4.770 3.428 0.011371 0.048035 3.909 0.068184 0.236950 3.429 0.688921 0.844017 0.767
sp|P01876|IGHAP01876 IGHA1_HUMAN None None None 6.337 7.348 6.013 6.457 6.246 8.564 8.708 7.057 8.255 8.615 9.023 10.387 8.126 7.872 0.011480 0.048286 1.622 0.561476 0.768500 0.604 0.002907 0.041897 1.629
sp|P20810|ICAL_P20810 ICAL_HUMAN CAST calpastatin ‐6.520 ‐4.222 ‐2.349 ‐6.290 ‐6.317 ‐3.659 ‐1.441 ‐4.741 ‐1.630 ‐1.809 1.300 ‐3.161 0.117 ‐1.625 0.011686 0.048940 3.308 0.109502 0.311583 2.146 0.121715 0.315355 1.859
sp|O75369|FLNBO75369 FLNB_HUMAN FLNB filamin B ‐0.595 0.081 0.195 ‐1.361 ‐1.130 ‐3.823 ‐1.429 ‐0.866 ‐3.985 ‐9.737 ‐1.355 ‐1.866 ‐4.646 ‐2.508 0.011764 0.049058 ‐2.900 0.311431 0.553276 ‐1.977 0.142165 0.343157 ‐1.477
sp|P40199|CEAMP40199 CEAM6_HUMAN CEACAM6 CEA cell adheblood;colo 1.660 ‐1.726 ‐2.204 ‐1.674 1.082 ‐4.382 ‐3.052 ‐1.305 ‐4.056 ‐1.712 ‐3.047 ‐4.691 ‐4.954 ‐3.790 0.011869 0.049288 ‐2.258 0.433951 0.667617 ‐0.795 0.147646 0.349501 ‐2.341
sp|Q12907|LMAQ12907 LMAN2_HUMAN LMAN2 lectin, mannose binding 5.641 7.180 4.024 5.314 4.830 6.265 6.801 6.519 3.849 4.562 5.881 ‐1.752 4.025 3.948 0.012046 0.049808 ‐2.403 0.001420 0.033951 ‐3.109 0.046981 0.190254 1.130
sp|P02743|SAM P02743 SAMP_HUMAN APCS amyloid P co liver ‐1.966 ‐3.096 ‐3.705 ‐11.168 ‐3.221 ‐12.820 ‐0.960 1.485 1.117 2.399 ‐1.292 2.990 2.486 ‐4.139 0.012173 0.050126 5.025 0.253242 0.486764 4.692 0.056563 0.211570 0.532
sp|P05546|HEP2P05546 HEP2_HUMAN SERPIND1 serpin familyliver ‐2.568 ‐2.159 ‐0.963 ‐6.995 ‐2.030 ‐0.841 ‐2.896 ‐2.565 ‐1.298 ‐0.458 ‐2.680 3.521 2.955 0.214 0.012365 0.050701 3.003 0.080095 0.259052 2.477 0.999904 0.999904 0.842
sp|P01599|KV11P01599 KV117_HUMAN None None None ‐5.434 ‐0.230 ‐5.315 ‐7.346 ‐3.835 1.703 0.664 ‐1.141 0.661 2.563 ‐0.452 1.747 ‐0.020 0.425 0.012634 0.051587 3.437 0.674869 0.849001 0.412 0.001742 0.033469 4.841
sp|P00352|AL1AP00352 AL1A1_HUMAN ALDH1A1 aldehyde dehsmall_inte ‐2.696 ‐1.644 ‐7.004 ‐3.625 ‐2.945 ‐4.136 ‐3.265 ‐3.302 ‐4.764 ‐5.007 ‐8.662 ‐4.509 ‐5.078 ‐1.385 0.013016 0.052868 ‐1.324 0.050213 0.203293 ‐1.333 0.468419 0.686773 0.015
sp|P01825|HV45P01825 HV459_HUMAN None None None ‐1.244 0.605 ‐2.682 ‐2.530 ‐1.098 1.763 2.905 0.428 0.997 2.465 1.776 5.646 0.236 2.522 0.013055 0.052868 2.505 0.776182 0.902823 0.575 0.026734 0.135062 3.089
sp|P04792|HSPBP04792 HSPB1_HUMAN HSPB1 heat shock protein fam 0.820 ‐0.065 2.014 ‐0.726 0.629 0.271 ‐2.308 ‐0.455 ‐0.925 ‐0.618 ‐5.678 ‐1.719 ‐1.833 ‐2.230 0.013454 0.054258 ‐2.190 0.319198 0.561605 ‐1.336 0.159511 0.363536 ‐1.365
sp|Q53RD9|FBLNQ53RD9 FBLN7_HUMAN FBLN7 fibulin 7 ‐2.053 ‐2.790 ‐2.677 ‐3.027 ‐4.091 ‐3.342 ‐1.324 ‐2.403 ‐10.057 ‐1.669 ‐6.708 ‐8.025 ‐2.836 ‐4.267 0.013549 0.054418 ‐2.880 0.029823 0.144686 ‐3.237 0.422634 0.644314 0.571
sp|Q9Y6R7|FCG Q9Y6R7 FCGBP_HUMAN FCGBP Fc fragment  colon ‐0.630 ‐1.385 ‐0.765 1.200 ‐5.273 ‐1.653 ‐1.734 ‐0.886 2.545 ‐7.205 ‐1.469 2.082 3.189 0.334 0.013645 0.054578 1.303 0.097348 0.290079 1.337 0.422511 0.644314 ‐0.053
sp|P05060|SCG1P05060 SCG1_HUMAN CHGB chromogranipancreas 0.165 ‐1.089 2.748 1.947 2.243 ‐0.310 ‐0.251 ‐0.633 ‐1.177 0.912 ‐3.647 ‐6.069 ‐5.621 ‐0.278 0.013888 0.055120 ‐3.249 0.145338 0.356971 ‐2.249 0.006644 0.066533 ‐1.601
sp|P0DJD8|PEPAP0DJD8 PEPA3_HUMAN PGA3 pepsinogen A3 4.124 2.784 2.293 4.668 5.510 5.944 4.676 6.529 ‐1.563 3.349 4.674 ‐1.142 ‐2.970 2.499 0.013892 0.055120 ‐3.758 0.022943 0.126703 ‐4.909 0.085840 0.265371 1.841
sp|Q9HBJ8|CLTRQ9HBJ8 CLTRN_HUMAN CLTRN collectrin, amkidney ‐2.365 ‐10.973 ‐1.121 ‐1.306 ‐1.499 ‐2.023 ‐2.126 ‐3.649 ‐3.859 ‐0.113 ‐4.435 ‐3.432 ‐7.376 ‐4.648 0.014101 0.055722 ‐0.844 0.067981 0.236950 ‐1.378 0.310134 0.533483 0.854
sp|P05452|TETNP05452 TETN_HUMAN CLEC3B C‐type lectin domain fa 2.162 0.052 ‐0.800 3.417 3.121 1.279 1.536 2.584 ‐0.099 0.053 ‐0.627 0.716 0.484 0.793 0.014241 0.056051 ‐1.449 0.034444 0.156999 ‐1.580 0.875779 0.936969 0.209
sp|O00560|SDCBO00560 SDCB1_HUMAN SDCBP syndecan binding prote 1.539 ‐0.196 1.389 1.432 0.887 ‐1.762 ‐1.611 ‐1.360 ‐0.854 ‐5.072 ‐1.325 ‐2.761 ‐5.156 ‐2.636 0.014497 0.056829 ‐3.007 0.084229 0.267135 ‐1.389 0.000358 0.016374 ‐2.588
sp|Q13361|MFAQ13361 MFAP5_HUMAN MFAP5 microfibril asheart ‐7.147 ‐4.856 ‐0.994 ‐7.645 ‐5.688 ‐3.626 ‐4.038 ‐2.753 ‐0.602 1.773 ‐1.974 ‐8.605 0.994 ‐2.600 0.014866 0.057813 2.758 0.027140 0.135701 1.637 0.030432 0.148374 1.794
sp|Q92743|HTRAQ92743 HTRA1_HUMAN HTRA1 HtrA serine peptidase 1 ‐6.347 ‐5.251 ‐3.391 ‐2.345 ‐1.876 ‐4.861 ‐5.284 ‐4.359 ‐0.789 ‐0.573 ‐5.580 ‐5.110 ‐1.008 ‐0.838 0.014837 0.057813 1.898 0.000373 0.023306 2.518 0.243338 0.471940 ‐0.993
sp|P01857|IGHGP01857 IGHG1_HUMAN None None None 7.477 9.228 6.484 7.531 7.475 10.537 10.382 8.104 9.300 10.580 9.740 11.681 10.286 9.815 0.015010 0.057912 1.832 0.860874 0.934391 0.560 0.000517 0.018079 2.035
sp|P19256|LFA3P19256 LFA3_HUMAN CD58 CD58 molecule ‐3.185 ‐1.926 ‐1.472 ‐1.169 ‐1.774 ‐2.927 ‐8.861 ‐4.610 ‐6.924 ‐4.002 ‐5.472 ‐5.680 ‐5.964 ‐1.249 0.015009 0.057912 ‐1.641 0.847851 0.932710 0.584 0.005959 0.063480 ‐3.561



sp|P30086|PEBPP30086 PEBP1_HUMAN PEBP1 phosphatidylethanolam 2.785 2.876 2.285 3.848 3.248 1.389 0.799 2.142 1.964 0.363 ‐1.485 ‐1.058 ‐0.180 2.970 0.015174 0.058316 ‐1.992 0.145099 0.356971 ‐1.014 0.026810 0.135062 ‐1.565
sp|P02748|CO9_P02748 CO9_HUMAN C9 complement liver 1.024 ‐0.905 ‐4.904 ‐4.816 ‐0.770 3.666 1.203 0.168 1.137 3.405 2.471 5.971 6.586 1.102 0.015769 0.060365 4.112 0.362078 0.603513 1.766 0.051337 0.199865 3.753
sp|Q9UGM5|FETQ9UGM5 FETUB_HUMAN FETUB fetuin B liver ‐4.339 ‐3.548 ‐4.408 ‐2.934 ‐7.037 0.136 ‐3.694 ‐7.291 0.214 0.873 ‐0.726 ‐3.223 1.148 ‐5.549 0.015896 0.060616 2.929 0.229708 0.460355 2.406 0.599527 0.778194 0.837
sp|P04180|LCATP04180 LCAT_HUMAN LCAT lecithin‐choleprostate ‐0.067 1.086 ‐1.743 ‐0.281 0.416 1.390 1.566 0.380 ‐3.334 ‐3.905 0.493 0.060 ‐1.913 ‐1.253 0.016000 0.060774 ‐1.985 0.009185 0.076513 ‐2.754 0.100816 0.288610 1.230
sp|P09564|CD7_P09564 CD7_HUMAN CD7 CD7 molecul liver;musc 1.430 0.780 0.885 1.167 0.688 ‐0.841 ‐0.472 2.509 ‐1.370 ‐0.475 ‐0.199 0.164 ‐2.313 ‐2.650 0.016249 0.061483 ‐1.909 0.211868 0.445559 ‐1.539 0.030751 0.148452 ‐0.591
sp|Q9BRK5|CAB Q9BRK5 CAB45_HUMAN SDF4 stromal cell dbone ‐2.833 ‐5.853 ‐0.949 ‐0.932 ‐0.686 ‐3.667 ‐3.329 ‐1.899 ‐3.251 ‐6.364 ‐3.895 ‐6.199 ‐5.083 ‐5.171 0.016384 0.061755 ‐2.475 0.086877 0.272011 ‐2.029 0.279619 0.503726 ‐0.714
sp|A0A0C4DH38A0A0C4DH38 HV551_HUMAN None None None ‐3.219 ‐1.310 ‐4.160 ‐3.269 ‐2.714 1.679 1.868 0.038 ‐0.118 2.409 1.517 4.317 1.495 1.540 0.016603 0.062341 3.246 0.498841 0.724024 0.665 0.000085 0.009227 4.129
sp|O95967|FBLNO95967 FBLN4_HUMAN EFEMP2 EGF containing fibulin e 2.063 0.575 0.433 1.291 0.445 ‐0.129 1.199 2.241 ‐0.771 0.491 0.232 ‐5.462 ‐4.414 ‐0.673 0.016756 0.062674 ‐2.781 0.067951 0.236950 ‐2.870 0.688266 0.844017 0.142
sp|P10153|RNASP10153 RNAS2_HUMAN RNASE2 ribonucleaseblood 7.044 4.963 6.088 6.236 6.789 3.640 5.228 6.756 5.613 3.692 5.914 ‐0.202 2.262 3.570 0.016908 0.062765 ‐2.368 0.300091 0.541601 ‐1.733 0.235622 0.468364 ‐1.016
sp|P16284|PECAP16284 PECA1_HUMAN PECAM1 platelet and endothelia ‐1.582 ‐1.947 ‐1.149 ‐0.982 ‐1.817 ‐4.357 ‐2.269 ‐2.933 ‐7.891 ‐3.277 ‐2.752 ‐7.584 ‐3.070 ‐4.505 0.016849 0.062765 ‐2.717 0.290582 0.534458 ‐1.660 0.031916 0.151834 ‐1.691
sp|P01008|ANT3P01008 ANT3_HUMAN SERPINC1 serpin familyliver 3.239 4.466 0.810 1.928 2.882 7.987 6.011 4.013 4.818 5.493 6.374 6.291 8.371 3.449 0.017212 0.063652 1.882 0.791353 0.911880 ‐0.205 0.025676 0.133136 3.339
sp|Q6UWH4|GAQ6UWH4 GAK1B_HUMAN GASK1B golgi associa small_inte ‐2.338 ‐2.763 ‐2.110 ‐1.826 ‐0.935 ‐1.740 ‐2.818 ‐1.058 ‐4.614 ‐3.206 ‐3.340 ‐0.682 ‐4.565 ‐3.294 0.017321 0.063815 ‐1.335 0.097680 0.290079 ‐1.411 0.857430 0.927627 0.122
sp|P00748|FA12P00748 FA12_HUMAN F12 coagulation fliver;stom ‐0.855 ‐1.554 ‐3.474 ‐1.706 ‐1.633 ‐1.384 ‐4.818 ‐0.631 ‐1.386 0.864 ‐2.033 2.019 2.910 0.799 0.017617 0.064663 2.536 0.101919 0.298152 2.807 0.772740 0.881935 ‐0.433
sp|P04003|C4BPP04003 C4BPA_HUMAN C4BPA complement liver ‐7.122 ‐4.272 ‐2.736 ‐1.513 ‐1.475 ‐11.677 ‐9.065 ‐2.819 ‐0.754 2.364 ‐5.728 7.328 ‐2.479 0.615 0.017751 0.064670 5.309 0.006556 0.069836 8.078 0.026966 0.135062 ‐4.430
sp|P30740|ILEU_P30740 ILEU_HUMAN SERPINB1 serpin familyblood;bon ‐3.355 ‐3.798 ‐1.191 ‐12.207 ‐8.406 ‐5.275 ‐5.423 ‐4.573 1.684 ‐3.467 ‐1.926 ‐1.200 ‐3.887 2.248 0.017715 0.064670 4.437 0.000752 0.028388 3.999 0.405226 0.627364 0.701
sp|Q2M2E5|CE0Q2M2E5 CE064_HUMAN None None None ‐1.165 ‐2.745 ‐1.333 ‐5.697 ‐0.180 ‐7.198 ‐2.755 ‐2.103 ‐3.926 ‐3.204 ‐9.775 ‐4.215 ‐4.057 ‐5.175 0.017923 0.065052 ‐2.162 0.205382 0.434718 ‐1.040 0.203858 0.427565 ‐1.795
sp|P08582|TRFMP08582 TRFM_HUMAN MELTF melanotrans skin ‐1.700 ‐2.010 ‐0.376 ‐0.413 0.552 ‐7.435 ‐4.238 ‐0.613 ‐3.203 ‐3.019 ‐5.438 ‐1.038 ‐7.451 ‐3.960 0.018036 0.065222 ‐1.989 0.840596 0.928736 0.077 0.017303 0.110947 ‐3.306
sp|P01877|IGHAP01877 IGHA2_HUMAN None None None ‐0.628 3.463 ‐1.139 0.986 0.573 2.971 5.483 3.427 5.982 2.780 4.824 6.082 3.907 4.192 0.018221 0.065649 2.736 0.521153 0.744293 0.667 0.009957 0.084848 3.310
sp|P35754|GLRXP35754 GLRX1_HUMAN GLRX glutaredoxin 0.128 1.011 ‐5.980 ‐2.108 ‐1.279 1.349 1.680 3.070 4.311 4.001 3.455 ‐4.505 2.922 2.483 0.018341 0.065838 2.377 0.183976 0.406691 0.079 0.017435 0.110947 3.678
sp|P56537|IF6_HP56537 IF6_HUMAN EIF6 eukaryotic translation i 1.483 ‐2.022 ‐1.200 1.359 ‐0.041 0.000 ‐0.414 1.185 ‐1.282 ‐0.769 ‐0.287 ‐5.137 ‐4.619 ‐3.628 0.018664 0.066754 ‐2.664 0.050848 0.204176 ‐2.877 0.747356 0.870878 0.341
sp|P01615|KVD2P01615 KVD28_HUMAN None None None 0.464 0.268 ‐5.904 ‐3.603 ‐6.738 ‐3.013 ‐7.480 ‐3.535 ‐1.847 2.489 1.731 1.117 0.766 ‐1.897 0.018927 0.067450 4.086 0.009432 0.076513 5.069 0.560449 0.756613 ‐1.574
sp|Q9UGT4|SUSQ9UGT4 SUSD2_HUMAN SUSD2 sushi domain containin ‐1.095 ‐0.104 ‐7.286 1.041 0.354 ‐2.945 0.651 ‐3.097 ‐2.546 ‐1.741 ‐7.928 ‐5.602 ‐3.577 ‐8.026 0.019087 0.067773 ‐3.343 0.184006 0.406691 ‐3.107 0.078435 0.251766 ‐0.379
sp|Q8IWY4|SCU Q8IWY4 SCUB1_HUMAN SCUBE1 signal peptideye;periph ‐3.320 ‐4.836 ‐6.117 ‐5.048 ‐4.641 ‐2.635 ‐3.978 ‐1.185 ‐0.466 ‐2.900 0.747 ‐2.371 ‐3.572 ‐2.603 0.019365 0.068513 2.109 0.589423 0.785898 0.738 0.029312 0.144350 2.193
sp|P01344|IGF2_P01344 IGF2_HUMAN IGF2 insulin like g placenta;o 0.279 ‐1.137 ‐1.243 ‐1.102 ‐1.756 ‐3.157 ‐1.245 0.928 0.064 2.022 0.073 ‐2.175 1.287 3.325 0.019818 0.069862 1.820 0.111274 0.314450 1.924 0.856357 0.927627 ‐0.166
sp|O75015|FCG3O75015 FCG3B_HUMAN FCGR3B Fc fragment  blood 0.181 1.149 2.015 0.997 2.549 ‐1.434 0.175 2.942 ‐0.828 ‐1.325 ‐0.546 ‐1.000 ‐0.954 1.484 0.020248 0.071120 ‐1.600 0.173619 0.397423 ‐1.089 0.281523 0.503986 ‐0.817
sp|O95460|MATO95460 MATN4_HUMAN MATN4 matrilin 4 0.728 ‐3.470 0.237 0.123 ‐2.812 ‐2.132 ‐2.025 1.547 ‐1.359 ‐4.329 ‐2.519 ‐3.932 ‐6.022 ‐6.757 0.020890 0.073113 ‐3.178 0.060089 0.219204 ‐3.283 0.910141 0.955584 0.169
sp|Q9UHY7|ENOQ9UHY7 ENOPH_HUMAN ENOPH1 enolase‐phosphatase 1 ‐2.548 ‐1.216 ‐2.845 ‐6.204 ‐3.701 ‐9.690 ‐2.997 ‐2.766 ‐0.748 ‐1.484 ‐1.903 ‐0.800 ‐4.160 ‐1.898 0.021546 0.075142 2.164 0.079745 0.258774 3.319 0.516908 0.733873 ‐1.848
sp|O95274|LYPDO95274 LYPD3_HUMAN LYPD3 LY6/PLAUR domain con ‐1.057 ‐3.847 1.251 ‐1.297 0.078 ‐2.219 ‐3.804 ‐2.256 ‐2.215 ‐5.962 ‐5.327 ‐2.972 ‐3.144 ‐4.883 0.021634 0.075181 ‐2.440 0.235324 0.466838 ‐1.324 0.033303 0.153947 ‐1.785
sp|Q15848|ADIPQ15848 ADIPO_HUMAN ADIPOQ adiponectin, soft_tissue ‐1.700 ‐5.117 ‐4.124 ‐7.473 ‐9.020 ‐0.886 0.516 ‐5.692 ‐2.709 ‐0.250 ‐0.437 ‐1.650 0.504 ‐2.175 0.021912 0.075704 3.068 0.918938 0.967399 0.901 0.137138 0.336829 3.466
sp|Q9BRA2|TXD Q9BRA2 TXD17_HUMAN TXNDC17 thioredoxin domain con ‐4.998 ‐2.387 ‐8.201 ‐4.852 ‐1.822 ‐3.249 ‐3.762 ‐1.459 0.608 ‐0.658 ‐1.632 ‐11.252 ‐0.905 0.838 0.021939 0.075704 1.674 0.060551 0.219204 0.656 0.303448 0.525196 1.629
sp|P00390|GSHRP00390 GSHR_HUMAN GSR glutathione‐disulfide re ‐5.650 ‐2.363 ‐1.751 ‐5.523 ‐3.296 ‐1.819 ‐1.463 ‐1.151 0.017 ‐1.116 ‐0.632 ‐1.729 ‐1.569 0.970 0.022894 0.078447 2.200 0.318068 0.561605 0.801 0.036300 0.161701 2.239
sp|P01772|HV33P01772 HV333_HUMAN None None None ‐5.303 ‐8.960 ‐2.549 ‐2.994 ‐9.199 2.272 0.560 ‐2.510 ‐3.043 ‐0.473 ‐1.463 4.174 0.639 1.191 0.022827 0.078447 3.756 0.924939 0.970743 0.063 0.045190 0.185135 5.909
sp|P06744|G6PI P06744 G6PI_HUMAN GPI glucose‐6‐phosphate iso ‐4.535 ‐2.495 ‐3.850 ‐3.825 ‐1.790 ‐5.374 ‐2.152 ‐3.261 ‐0.461 ‐2.296 ‐4.295 ‐1.888 ‐0.723 4.731 0.023187 0.079174 2.588 0.050408 0.203293 2.774 0.778757 0.882927 ‐0.297
sp|Q92520|FAMQ92520 FAM3C_HUMAN FAM3C FAM3 metabolism regu ‐0.074 1.701 0.737 1.574 1.753 1.501 2.695 1.965 3.440 3.872 2.544 ‐4.710 2.515 3.099 0.023294 0.079264 0.312 0.267087 0.504266 ‐0.260 0.212389 0.439116 0.916
sp|P37837|TALDP37837 TALDO_HUMAN TALDO1 transaldolase 1 ‐1.324 ‐1.877 ‐2.846 ‐2.108 ‐5.048 ‐2.166 ‐2.427 ‐1.219 2.580 ‐1.058 ‐2.288 ‐0.954 ‐0.672 5.928 0.023387 0.079275 2.967 0.075665 0.250513 2.527 0.595000 0.777765 0.703
sp|Q6UWP8|SBSQ6UWP8 SBSN_HUMAN SBSN suprabasin ‐5.041 ‐4.791 1.757 ‐5.602 ‐11.909 0.795 ‐4.858 ‐3.501 ‐2.755 ‐0.035 ‐2.123 ‐4.443 ‐0.937 2.866 0.023459 0.079275 2.906 0.381577 0.615095 1.284 0.128733 0.321832 2.596
sp|Q08554|DSC1Q08554 DSC1_HUMAN DSC1 desmocollin 1 ‐1.957 0.171 ‐8.628 ‐3.818 ‐3.334 ‐9.485 ‐7.676 ‐0.493 ‐0.864 1.573 ‐1.990 ‐2.391 0.044 2.883 0.023619 0.079541 4.279 0.005162 0.062276 5.761 0.238457 0.470485 ‐2.372
sp|P78310|CXARP78310 CXAR_HUMAN CXADR CXADR Ig‐likelarynx ‐3.464 ‐2.958 ‐7.003 ‐1.977 ‐2.611 ‐2.923 ‐3.002 ‐2.059 ‐6.167 ‐3.993 ‐3.672 ‐3.562 ‐4.312 ‐4.423 0.023750 0.079710 ‐1.105 0.027423 0.136417 ‐1.694 0.574959 0.767657 0.941
sp|P00738|HPT_P00738 HPT_HUMAN HP haptoglobin liver 7.223 7.417 3.931 2.556 2.512 6.541 10.981 6.086 6.132 7.685 9.029 11.880 11.405 7.372 0.024226 0.081030 3.011 0.544655 0.760344 1.048 0.162004 0.368361 3.141
sp|P08519|APOAP08519 APOA_HUMAN None None None 3.240 ‐0.549 0.233 1.329 1.918 1.988 1.715 1.483 0.172 ‐0.995 0.701 4.703 ‐0.790 ‐2.430 0.024360 0.081199 ‐1.193 0.021624 0.124658 ‐1.502 0.408862 0.631995 0.494
sp|P00747|PLMNP00747 PLMN_HUMAN PLG plasminogenkidney;live 3.504 4.294 0.393 1.684 2.452 5.360 3.508 2.788 4.244 5.123 3.185 6.987 7.108 5.206 0.024646 0.081876 2.311 0.221779 0.454527 1.423 0.216935 0.443833 1.420
sp|P01782|HV30P01782 HV309_HUMAN None None None ‐2.673 0.507 ‐6.737 ‐1.843 ‐1.405 2.295 2.809 ‐0.141 ‐0.296 1.858 1.048 4.060 1.546 2.101 0.024794 0.082088 2.618 0.679180 0.852236 0.066 0.005605 0.062418 4.084
sp|P50895|BCAMP50895 BCAM_HUMAN BCAM basal cell adhesion mol ‐1.324 0.339 0.753 1.139 0.042 ‐4.971 0.798 0.045 ‐4.033 ‐2.696 ‐0.964 ‐0.827 ‐1.296 ‐6.181 0.025260 0.083349 ‐2.269 0.402513 0.638289 ‐1.290 0.567797 0.763294 ‐1.566
sp|P01042|KNG P01042 KNG1_HUMAN KNG1 kininogen 1 kidney;live 7.423 7.328 7.619 8.718 9.201 7.013 6.925 7.537 6.070 6.177 6.234 6.693 6.948 5.093 0.025497 0.083850 ‐1.518 0.128778 0.336540 ‐0.956 0.203641 0.427565 ‐0.900
sp|O00391|QSOO00391 QSOX1_HUMAN QSOX1 quiescin sulf lung 2.485 1.229 1.057 1.601 2.119 0.852 1.411 1.485 0.955 0.677 0.965 ‐1.432 ‐2.476 ‐0.109 0.025589 0.083870 ‐1.766 0.142612 0.355372 ‐1.486 0.448339 0.666725 ‐0.449
sp|Q6UX15|LAYNQ6UX15 LAYN_HUMAN LAYN layilin ‐8.026 ‐2.997 ‐1.970 ‐1.712 ‐3.369 ‐1.964 ‐1.564 ‐1.917 ‐4.598 ‐3.477 ‐3.074 ‐5.776 ‐8.512 ‐3.347 0.025944 0.084749 ‐1.857 0.025772 0.131777 ‐2.982 0.144387 0.344281 1.800
sp|O15240|VGF_O15240 VGF_HUMAN VGF VGF nerve grpancreas;s 0.437 ‐1.871 1.449 0.994 1.734 ‐3.003 ‐1.601 0.152 ‐2.241 ‐0.839 ‐6.309 ‐5.305 ‐5.141 ‐0.210 0.026687 0.086888 ‐3.128 0.296817 0.539667 ‐1.857 0.041334 0.178448 ‐2.032
sp|Q01082|SPTBQ01082 SPTB2_HUMAN SPTBN1 spectrin betatongue 3.038 0.326 2.756 1.654 ‐0.061 ‐0.147 ‐0.539 ‐1.364 ‐1.555 ‐6.193 ‐1.170 1.430 ‐1.839 ‐0.862 0.026992 0.087590 ‐2.406 0.341740 0.586524 ‐1.015 0.048041 0.192163 ‐2.226
sp|P01742|HV16P01742 HV169_HUMAN None None None ‐2.033 ‐0.859 ‐0.736 ‐1.481 ‐4.785 2.119 1.786 ‐0.251 0.204 1.731 0.868 4.831 ‐0.014 1.790 0.027277 0.087932 2.348 0.952863 0.983095 0.351 0.012245 0.094689 3.197
sp|Q7Z6A9|BTLAQ7Z6A9 BTLA_HUMAN BTLA B and T lymphocyte ass ‐2.402 ‐2.240 ‐1.876 ‐4.167 ‐3.285 ‐4.308 ‐2.883 ‐3.075 ‐5.025 ‐2.908 ‐2.742 ‐5.256 ‐6.657 ‐7.705 0.027190 0.087932 ‐2.019 0.114518 0.317924 ‐1.627 0.322185 0.546044 ‐0.628
sp|P10646|TFPI1P10646 TFPI1_HUMAN TFPI tissue factor placenta ‐2.925 ‐10.615 ‐2.699 ‐5.626 ‐5.206 ‐6.140 ‐2.558 ‐4.027 ‐1.896 ‐0.202 ‐2.310 ‐3.860 ‐2.260 ‐0.354 0.027404 0.088054 3.161 0.112996 0.316388 2.428 0.666571 0.828985 1.173
sp|P08195|4F2_P08195 4F2_HUMAN SLC3A2 solute carrier family 3 m ‐0.267 1.112 ‐6.074 ‐1.263 ‐0.887 0.800 0.798 0.983 ‐2.882 ‐1.334 ‐0.708 ‐5.781 ‐0.500 ‐13.536 0.027960 0.089546 ‐3.524 0.031005 0.146578 ‐4.984 0.014176 0.098894 2.336
sp|P00966|ASSYP00966 ASSY_HUMAN ASS1 argininosucc cervix ‐3.506 ‐0.572 ‐4.582 ‐1.036 ‐0.037 ‐2.562 ‐1.488 ‐0.863 ‐3.665 ‐9.747 ‐5.328 ‐1.604 ‐10.119 ‐1.997 0.028282 0.090282 ‐3.579 0.019831 0.115617 ‐3.772 0.862760 0.930148 0.309
sp|A0M8Q6|IGL A0M8Q6 IGLC7_HUMAN None None None ‐2.426 ‐1.883 ‐7.804 ‐2.650 ‐4.360 ‐1.557 ‐5.346 ‐1.979 ‐3.017 0.526 ‐0.127 ‐1.181 ‐1.860 0.800 0.028527 0.090719 2.691 0.126979 0.336540 2.151 0.705566 0.851546 0.864
sp|P08246|ELNEP08246 ELNE_HUMAN ELANE elastase, neublood ‐8.262 ‐9.863 0.132 ‐4.073 ‐6.964 ‐6.729 ‐2.930 ‐11.262 3.202 ‐6.667 ‐7.728 0.236 2.902 5.421 0.028604 0.090719 5.805 0.106443 0.306781 6.535 0.706862 0.852060 ‐1.167
sp|P34896|GLYCP34896 GLYC_HUMAN SHMT1 serine hydroxymethyltr ‐3.645 ‐0.475 ‐5.415 ‐1.694 ‐0.485 ‐3.789 ‐1.610 ‐1.440 ‐5.891 ‐3.424 ‐5.686 ‐4.333 ‐7.845 ‐1.646 0.029659 0.093762 ‐2.485 0.040350 0.175746 ‐2.524 0.994920 0.995937 0.063
sp|Q9ULV1|FZD4Q9ULV1 FZD4_HUMAN FZD4 frizzled class receptor 4 0.231 0.694 0.508 2.220 1.322 ‐0.391 ‐0.035 0.252 ‐1.569 ‐0.135 0.090 ‐4.835 0.006 ‐2.597 0.030039 0.094657 ‐2.107 0.308392 0.551504 ‐1.448 0.123655 0.315572 ‐1.053
sp|Q12913|PTPRQ12913 PTPRJ_HUMAN PTPRJ protein tyrosblood ‐0.776 ‐7.522 ‐4.232 ‐0.427 ‐1.440 ‐2.062 ‐4.866 ‐2.374 ‐9.593 ‐4.432 ‐1.406 ‐5.952 ‐9.779 ‐4.926 0.030515 0.095848 ‐3.052 0.091680 0.279896 ‐2.914 0.755484 0.875147 ‐0.221
sp|P20711|DDC_P20711 DDC_HUMAN DDC dopa decarb kidney ‐3.347 ‐2.424 ‐1.805 1.017 ‐0.224 ‐6.752 ‐1.677 ‐2.420 ‐2.920 ‐4.029 ‐5.574 ‐4.179 ‐3.506 ‐0.898 0.030694 0.095857 ‐1.314 0.351748 0.594685 0.099 0.166655 0.374406 ‐2.260
sp|P49908|SEPPP49908 SEPP1_HUMAN SELENOP selenoprotei liver;soft_t ‐5.742 ‐6.003 ‐3.482 ‐3.117 0.501 ‐4.584 ‐6.068 ‐6.485 ‐2.994 ‐2.551 ‐5.599 ‐0.326 0.099 ‐2.412 0.030713 0.095857 2.075 0.004021 0.053986 3.415 0.158660 0.363536 ‐2.144
sp|Q15847|ADIRQ15847 ADIRF_HUMAN ADIRF adipogenesis regulatory ‐0.119 ‐2.399 ‐0.769 ‐1.789 ‐2.362 ‐5.320 ‐1.721 ‐3.519 3.628 2.889 ‐0.849 ‐2.985 1.467 ‐2.195 0.030963 0.096329 2.576 0.046561 0.194997 3.846 0.056786 0.211600 ‐2.033
sp|P0C0L5|CO4BP0C0L5 CO4B_HUMAN C4B complement liver 4.831 4.841 2.309 4.033 4.020 6.309 4.604 5.556 4.141 7.310 5.564 8.843 7.727 5.397 0.031064 0.096337 1.934 0.323818 0.565366 1.007 0.123068 0.315572 1.483
sp|A0A075B6I0| A0A075B6I0 LV861_HUMAN None None None ‐1.856 ‐0.818 ‐4.526 ‐1.664 ‐6.776 3.020 0.491 3.014 1.241 3.200 2.615 2.584 ‐4.271 0.548 0.031462 0.096621 2.126 0.614217 0.806150 ‐1.189 0.005719 0.062950 5.303
sp|O43278|SPIT O43278 SPIT1_HUMAN SPINT1 serine peptidplacenta ‐0.401 ‐4.002 ‐1.997 ‐1.857 ‐1.210 ‐7.287 ‐1.184 ‐1.983 ‐3.195 ‐2.793 ‐3.046 ‐3.430 ‐3.605 ‐2.482 0.031648 0.096621 ‐0.601 0.115533 0.319838 0.393 0.520519 0.733970 ‐1.591
sp|P02790|HEMP02790 HEMO_HUMAN HPX hemopexin liver 5.938 5.860 4.271 4.641 4.666 7.646 6.338 5.981 5.805 7.363 6.310 8.592 10.163 7.944 0.031590 0.096621 2.029 0.373247 0.607612 1.041 0.078612 0.251766 1.580
sp|P0DJI9|SAA2_P0DJI9 SAA2_HUMAN SAA2 serum amyloliver 1.377 ‐3.038 0.636 ‐6.195 ‐5.841 ‐2.254 ‐7.393 0.397 0.094 5.160 2.495 5.030 5.584 ‐4.213 0.031644 0.096621 5.147 0.036734 0.165134 5.442 0.882916 0.939476 ‐0.471
sp|P48061|SDF1P48061 SDF1_HUMAN CXCL12 C‐X‐C motif cheart;soft_ ‐8.047 ‐1.200 ‐3.684 ‐3.199 ‐0.105 ‐1.866 ‐3.914 0.080 ‐4.387 ‐2.226 ‐4.575 ‐5.510 ‐4.295 ‐9.201 0.031630 0.096621 ‐2.291 0.013447 0.090382 ‐3.133 0.560259 0.756613 1.347
sp|Q96DR8|MUCQ96DR8 MUCL1_HUMAN MUCL1 mucin like 1 mammary 0.579 ‐3.375 ‐0.537 ‐0.540 ‐3.580 ‐2.241 ‐1.142 1.797 ‐1.314 ‐2.351 ‐4.781 ‐3.074 ‐8.592 ‐3.558 0.031769 0.096689 ‐2.815 0.038143 0.168019 ‐3.416 0.585643 0.769343 0.962
sp|P15289|ARSAP15289 ARSA_HUMAN ARSA arylsulfatase A 1.380 3.091 ‐0.666 2.845 3.215 0.464 2.446 1.313 0.462 ‐1.462 2.277 ‐1.255 0.185 ‐1.385 0.032031 0.097185 ‐1.957 0.108600 0.310284 ‐1.604 0.453294 0.670027 ‐0.565
sp|P01130|LDLRP01130 LDLR_HUMAN LDLR low density lipoprotein  ‐1.544 ‐4.232 ‐1.180 ‐1.717 ‐0.040 ‐4.423 ‐5.353 2.266 ‐4.399 ‐3.951 ‐5.938 ‐2.471 ‐7.883 ‐4.802 0.032948 0.099659 ‐2.879 0.420769 0.654530 ‐2.404 0.025104 0.131561 ‐0.761
sp|P02776|PLF4 P02776 PLF4_HUMAN PF4 platelet factor 4 ‐6.446 ‐4.485 ‐4.628 ‐5.762 ‐3.161 0.224 ‐3.453 ‐7.605 ‐2.895 ‐3.446 3.380 1.176 ‐4.578 ‐2.747 0.033256 0.099709 2.896 0.416859 0.651801 2.093 0.298565 0.523424 1.285
sp|P08670|VIMEP08670 VIME_HUMAN VIM vimentin ‐0.081 ‐4.293 ‐3.563 ‐3.546 ‐1.609 ‐0.427 ‐2.241 ‐1.300 1.618 0.119 ‐0.980 0.604 ‐2.333 4.660 0.033181 0.099709 2.747 0.119526 0.324474 1.937 0.153648 0.355974 1.296
sp|P51161|FABPP51161 FABP6_HUMAN FABP6 fatty acid binlarynx ‐0.303 ‐4.026 1.289 ‐8.734 ‐4.137 ‐5.417 ‐5.080 ‐3.025 2.788 ‐0.060 ‐2.359 ‐5.474 0.764 ‐1.788 0.033372 0.099709 2.658 0.030200 0.145792 3.486 0.260509 0.486907 ‐1.325
sp|P80511|S10AP80511 S10AC_HUMAN S100A12 S100 calciumblood ‐4.883 ‐2.749 0.129 ‐7.296 ‐7.227 ‐2.780 ‐1.963 ‐1.943 3.938 ‐2.651 ‐3.585 ‐0.231 3.176 3.105 0.033333 0.099709 4.214 0.239889 0.470183 2.854 0.078017 0.251766 2.177
sp|P55103|INHBP55103 INHBC_HUMAN INHBC inhibin subunliver ‐3.713 ‐2.296 ‐7.909 ‐4.104 ‐6.602 0.020 ‐4.734 ‐0.163 ‐2.607 1.637 ‐0.415 0.286 ‐1.336 ‐4.022 0.033764 0.100003 2.611 0.727543 0.874837 0.550 0.067996 0.234632 3.299
sp|P80723|BASPP80723 BASP1_HUMAN BASP1 brain abundablood ‐0.022 ‐3.586 ‐3.360 ‐0.977 ‐4.328 ‐1.326 ‐1.185 ‐0.697 0.834 0.143 0.198 ‐1.868 ‐0.823 2.016 0.033741 0.100003 2.018 0.071632 0.242066 1.153 0.018330 0.113690 1.385
sp|Q8TBP5|F174Q8TBP5 F174A_HUMAN FAM174A family with sequence si ‐0.777 ‐2.717 0.560 0.842 0.986 ‐0.888 ‐6.919 ‐1.126 ‐2.235 ‐4.662 ‐6.634 0.044 ‐5.951 ‐4.350 0.033777 0.100003 ‐2.710 0.594225 0.788012 ‐0.987 0.119292 0.311750 ‐2.757
sp|O95865|DDAO95865 DDAH2_HUMAN DDAH2 dimethylarginine dimet 1.632 1.217 ‐1.432 ‐1.557 0.807 0.608 0.979 1.764 ‐0.572 ‐0.268 0.740 ‐1.875 ‐4.872 ‐1.993 0.033879 0.100004 ‐1.976 0.017586 0.105734 ‐2.590 0.308402 0.532102 0.984
sp|O00182|LEG9O00182 LEG9_HUMAN LGALS9 galectin 9 ‐0.353 ‐0.283 ‐1.847 ‐1.583 ‐8.364 ‐1.481 ‐2.299 ‐1.136 ‐2.830 ‐0.496 ‐1.421 ‐10.699 ‐4.817 ‐6.091 0.034199 0.100439 ‐2.224 0.066719 0.234353 ‐2.754 0.661376 0.826720 0.847
sp|O43866|CD5 O43866 CD5L_HUMAN CD5L CD5 molecul spleen ‐2.170 ‐1.811 ‐7.211 ‐3.482 ‐2.661 ‐3.846 ‐0.925 ‐3.615 ‐1.639 ‐1.892 ‐7.705 3.856 ‐1.077 0.514 0.034231 0.100439 1.891 0.138629 0.350559 1.471 0.839356 0.919072 0.672
sp|Q07654|TFF3Q07654 TFF3_HUMAN TFF3 trefoil factor colon;hear 3.077 1.937 6.519 0.834 2.760 2.208 3.233 1.717 ‐0.632 0.747 2.134 ‐5.294 0.907 3.813 0.034414 0.100673 ‐2.506 0.116449 0.320769 ‐2.107 0.795751 0.888196 ‐0.639
sp|P0DP02|HVC P0DP02 HVC33_HUMAN None None None ‐0.437 2.060 ‐2.506 0.437 ‐0.357 3.992 2.737 1.846 1.900 3.011 2.770 5.091 2.715 3.352 0.034616 0.100962 2.168 0.729921 0.876621 0.281 0.007617 0.070425 3.019
sp|Q9ULI3|HEG1Q9ULI3 HEG1_HUMAN HEG1 heart development pro 2.155 0.292 1.070 1.764 1.465 ‐0.843 ‐0.335 1.551 ‐1.796 0.040 ‐1.105 0.955 ‐3.067 ‐0.462 0.034942 0.101612 ‐1.796 0.339824 0.584259 ‐1.030 0.098447 0.285491 ‐1.225
sp|P20160|CAP7P20160 CAP7_HUMAN AZU1 azurocidin 1 blood ‐8.271 ‐1.354 0.776 ‐0.657 ‐8.528 ‐4.401 ‐4.307 ‐2.181 3.945 ‐0.398 ‐4.557 ‐0.919 2.129 3.889 0.035622 0.103281 4.297 0.009297 0.076513 4.312 0.992485 0.994965 ‐0.023
sp|A0A0C4DH31A0A0C4DH31 HV118_HUMAN None None None ‐6.590 ‐4.905 ‐8.394 0.241 ‐3.203 ‐0.178 ‐0.476 ‐3.079 ‐1.040 ‐0.096 ‐0.684 2.028 ‐1.472 ‐0.543 0.037036 0.107067 3.022 0.746554 0.884671 0.943 0.053527 0.205712 3.325
sp|A0A075B6Q5 A0A075B6Q5 HV364_HUMAN None None None 0.375 ‐2.510 ‐2.815 ‐2.174 ‐3.469 0.242 ‐0.920 ‐2.684 ‐4.095 ‐3.627 ‐5.570 0.394 ‐2.976 ‐3.681 0.038456 0.110844 ‐1.515 0.007033 0.069993 ‐2.139 0.189159 0.407419 0.998
sp|Q969E1|LEAPQ969E1 LEAP2_HUMAN LEAP2 liver enriche liver 5.685 4.972 3.925 3.787 2.980 3.879 4.386 3.048 1.717 2.346 2.871 ‐8.053 3.259 3.702 0.038989 0.112050 ‐3.109 0.150353 0.364790 ‐2.797 0.537606 0.749436 ‐0.499
sp|Q12794|HYA Q12794 HYAL1_HUMAN HYAL1 hyaluronidascervix ‐5.908 ‐0.094 ‐4.263 0.239 0.866 ‐4.312 ‐2.832 ‐2.497 ‐2.632 ‐6.431 ‐4.207 ‐8.671 ‐6.600 ‐4.599 0.039907 0.114353 ‐3.173 0.071469 0.242066 ‐2.310 0.390292 0.612464 ‐1.382
sp|P06280|AGALP06280 AGAL_HUMAN GLA galactosidase alpha ‐1.729 0.614 ‐3.675 ‐0.678 ‐2.187 ‐3.019 ‐0.725 ‐2.473 ‐0.585 ‐1.604 ‐3.732 ‐7.218 ‐4.043 ‐7.931 0.040048 0.114424 ‐2.451 0.172997 0.397423 ‐2.113 0.578671 0.768386 ‐0.542
sp|P05362|ICAMP05362 ICAM1_HUMAN ICAM1 intercellular  tongue ‐0.915 ‐1.603 ‐2.404 ‐1.641 ‐0.447 ‐4.041 ‐2.525 ‐1.628 ‐3.205 ‐3.689 ‐2.654 ‐3.080 ‐1.827 ‐7.365 0.040224 0.114593 ‐1.736 0.453347 0.679028 ‐0.905 0.125934 0.317871 ‐1.330
sp|Q8IUL8|CILP2Q8IUL8 CILP2_HUMAN CILP2 cartilage intermediate l ‐1.403 ‐0.543 1.067 ‐3.155 ‐0.240 ‐4.353 ‐1.139 1.250 ‐6.849 ‐2.373 ‐4.760 ‐0.056 ‐5.218 ‐7.170 0.040837 0.115999 ‐3.340 0.213957 0.446124 ‐2.990 0.785530 0.882927 ‐0.559
sp|Q2UY09|COS Q2UY09 COSA1_HUMAN COL28A1 collagen type XXVIII alp ‐0.453 ‐4.541 ‐0.664 ‐0.688 ‐2.116 ‐2.996 ‐2.653 ‐2.591 ‐3.864 ‐2.760 ‐6.198 ‐2.735 ‐7.347 ‐3.994 0.040960 0.116015 ‐2.395 0.070590 0.241060 ‐1.737 0.073605 0.243691 ‐1.054
sp|P62873|GBB1P62873 GBB1_HUMAN GNB1 G protein subunit beta  ‐4.289 ‐0.721 ‐2.010 ‐1.070 0.731 ‐3.487 ‐2.977 ‐3.551 ‐5.947 ‐3.371 ‐8.102 ‐4.153 ‐4.471 ‐1.741 0.041168 0.116266 ‐2.459 0.148512 0.362955 ‐1.293 0.010124 0.085527 ‐1.866
sp|P05161|ISG1 P05161 ISG15_HUMAN ISG15 ISG15 ubiquitin like mo ‐8.670 ‐2.486 ‐3.732 ‐1.909 ‐3.202 ‐4.377 ‐1.320 1.417 ‐1.747 2.463 2.268 ‐0.393 ‐1.455 ‐3.040 0.041674 0.117358 2.718 0.650041 0.830561 1.110 0.134043 0.333406 2.573
sp|P25787|PSA2P25787 PSA2_HUMAN PSMA2 proteasome 20S subuni ‐2.272 ‐1.816 ‐5.458 ‐2.625 ‐6.564 1.297 0.385 ‐2.861 ‐1.457 ‐2.463 0.589 ‐0.482 1.782 ‐0.546 0.041860 0.117543 2.060 0.817163 0.919426 ‐0.036 0.069118 0.235808 3.354
sp|Q9NP84|TNRQ9NP84 TNR12_HUMAN TNFRSF12ATNF receptor superfam ‐3.924 ‐0.332 ‐6.263 ‐4.440 ‐3.828 ‐0.266 0.449 0.854 0.949 2.941 1.727 ‐11.631 1.809 1.269 0.042015 0.117643 1.730 0.132510 0.342637 ‐0.835 0.000082 0.009227 4.103
sp|P01210|PENKP01210 PENK_HUMAN PENK proenkephal bone ‐0.596 ‐3.017 ‐1.795 ‐2.838 ‐6.217 0.765 ‐0.606 ‐0.653 0.597 ‐4.446 ‐4.083 ‐8.772 ‐6.126 ‐0.265 0.042149 0.117682 ‐1.980 0.002644 0.046475 ‐3.685 0.011504 0.090919 2.728
sp|P22692|IBP4_P22692 IBP4_HUMAN IGFBP4 insulin like g stomach ‐1.002 ‐4.246 ‐5.340 ‐3.334 ‐3.940 ‐2.562 ‐2.954 ‐3.105 ‐2.386 ‐0.268 ‐3.846 ‐2.820 ‐0.119 3.098 0.042634 0.118697 2.254 0.224001 0.454527 1.817 0.125562 0.317871 0.699
sp|P06737|PYGLP06737 PYGL_HUMAN PYGL glycogen phoblood ‐5.325 ‐4.174 ‐2.922 ‐10.010 ‐6.044 ‐0.945 ‐6.032 ‐2.095 ‐0.467 ‐1.517 ‐3.444 ‐1.243 ‐5.801 4.070 0.042951 0.119241 3.293 0.441384 0.669909 1.624 0.167610 0.375019 2.671
sp|P37802|TAGLP37802 TAGL2_HUMAN TAGLN2 transgelin 2 soft_tissue ‐4.912 ‐4.720 ‐4.901 ‐3.348 ‐4.258 ‐5.842 ‐2.245 ‐5.919 0.074 ‐3.487 ‐4.812 ‐0.488 ‐4.910 2.926 0.043135 0.119414 2.735 0.173974 0.397423 2.886 0.158420 0.363536 ‐0.241
sp|O43556|SGCEO43556 SGCE_HUMAN SGCE sarcoglycan epsilon ‐7.529 ‐7.404 ‐3.950 ‐1.418 ‐5.725 ‐3.901 ‐3.545 ‐5.179 ‐3.619 ‐2.114 ‐4.005 ‐1.987 1.680 ‐5.836 0.043646 0.119478 2.185 0.229586 0.460355 1.562 0.325019 0.549170 0.997
sp|P34059|GALNP34059 GALNS_HUMAN GALNS galactosamine (N‐acety ‐1.421 1.384 ‐2.338 ‐1.723 ‐2.857 ‐0.052 ‐1.468 ‐2.898 0.050 ‐2.604 ‐2.338 ‐5.447 ‐9.823 ‐5.063 0.043446 0.119478 ‐2.783 0.119091 0.324191 ‐2.732 0.924003 0.960258 ‐0.082
sp|P54802|ANAGP54802 ANAG_HUMAN NAGLU N‐acetyl‐alpha‐glucosam 2.324 4.632 ‐1.717 3.273 2.917 2.148 3.465 3.280 3.138 2.174 2.441 0.247 ‐3.459 ‐4.127 0.043554 0.119478 ‐2.471 0.169542 0.395090 ‐2.895 0.853580 0.927392 0.678
sp|Q06481|APLPQ06481 APLP2_HUMAN APLP2 amyloid beta precursor ‐1.509 ‐0.328 ‐3.920 ‐2.700 ‐3.440 ‐1.549 ‐0.978 ‐1.202 ‐2.731 ‐5.268 ‐2.728 ‐5.482 ‐3.216 ‐2.521 0.043457 0.119478 ‐1.704 0.030604 0.146578 ‐2.415 0.100466 0.288610 1.136
sp|A0A075B6K5 A0A075B6K5 LV39_HUMAN None None None 1.876 2.779 ‐0.994 ‐1.189 ‐0.979 4.312 0.919 2.345 2.407 4.893 5.485 4.080 1.518 3.039 0.044433 0.121294 2.437 0.432468 0.666382 1.045 0.164689 0.371878 2.227
sp|P04114|APOBP04114 APOB_HUMAN APOB apolipoproteliver;small ‐1.393 ‐2.918 ‐0.234 ‐8.095 ‐3.036 ‐0.894 ‐0.535 ‐1.020 ‐2.517 0.653 ‐0.861 6.767 1.090 0.640 0.044630 0.121494 3.228 0.034659 0.157248 1.778 0.013783 0.098894 2.319
sp|P16870|CBPEP16870 CBPE_HUMAN CPE carboxypept pancreas 1.496 ‐0.387 ‐5.704 2.117 0.097 ‐5.696 ‐0.982 0.276 ‐1.966 ‐3.656 ‐1.047 ‐0.819 ‐7.199 ‐3.497 0.045542 0.123535 ‐1.933 0.654109 0.833317 ‐0.896 0.310836 0.533483 ‐1.658
sp|P48304|REG1P48304 REG1B_HUMAN REG1B regeneratingpancreas ‐8.495 ‐2.531 ‐6.033 ‐4.675 ‐4.880 ‐1.407 ‐0.269 ‐3.779 ‐2.487 ‐1.271 ‐2.179 ‐4.973 ‐0.161 2.805 0.045632 0.123535 2.631 0.830260 0.923558 0.441 0.020591 0.118463 3.505
sp|Q9H3G5|CPVQ9H3G5 CPVL_HUMAN CPVL carboxypeptidase vitell ‐0.023 0.857 ‐5.082 ‐0.836 1.070 ‐0.138 ‐0.081 ‐2.088 1.802 ‐4.270 ‐0.155 ‐2.086 ‐6.903 ‐5.881 0.046194 0.124711 ‐2.125 0.097349 0.290079 ‐2.146 0.519708 0.733970 0.034
sp|P02774|VTDBP02774 VTDB_HUMAN GC GC vitamin Dliver 5.012 3.835 3.323 3.500 4.345 8.244 4.955 3.006 5.376 5.089 4.786 7.950 8.778 4.853 0.046868 0.124873 1.611 0.551858 0.764952 0.737 0.261269 0.486907 1.399
sp|P27797|CALRP27797 CALR_HUMAN CALR calreticulin small_inte ‐2.569 1.289 ‐8.782 ‐2.619 ‐2.482 ‐0.468 0.211 0.696 1.411 1.637 3.645 ‐0.342 ‐0.815 0.978 0.046862 0.124873 2.926 0.312997 0.554678 0.939 0.001112 0.024758 3.179
sp|Q02985|FHR3Q02985 FHR3_HUMAN CFHR3 complement larynx;live ‐2.258 ‐5.187 ‐2.203 ‐4.410 ‐0.465 ‐4.093 ‐5.386 ‐8.163 ‐3.677 ‐1.670 ‐0.843 ‐1.714 ‐1.449 ‐2.097 0.046891 0.124873 2.112 0.000401 0.023306 3.972 0.091537 0.273496 ‐2.976
sp|Q04756|HGF Q04756 HGFA_HUMAN HGFAC HGF activator ‐4.247 ‐0.843 0.435 ‐0.338 ‐0.368 ‐0.025 ‐0.385 ‐3.827 ‐2.581 ‐2.425 ‐1.142 ‐3.083 0.306 ‐4.797 0.046654 0.124873 ‐1.087 0.435832 0.668590 ‐0.875 0.808310 0.894161 ‐0.340
sp|Q96IY4|CBPBQ96IY4 CBPB2_HUMAN CPB2 carboxypept liver ‐2.870 ‐5.023 ‐7.695 ‐5.455 ‐4.330 ‐2.367 ‐1.890 ‐2.623 ‐2.671 ‐2.841 ‐1.534 2.252 1.099 ‐5.550 0.046792 0.124873 2.491 0.581921 0.780140 0.753 0.002742 0.040712 2.781
sp|Q9Y279|VSIGQ9Y279 VSIG4_HUMAN VSIG4 V‐set and im placenta 0.624 0.128 ‐6.605 ‐4.114 ‐5.060 ‐5.290 ‐7.129 ‐0.079 ‐1.643 0.904 0.509 ‐2.644 2.064 ‐0.496 0.047942 0.127325 3.223 0.010132 0.078808 3.948 0.690837 0.844017 ‐1.160
sp|P78324|SHPSP78324 SHPS1_HUMAN SIRPA signal regulatory protei 2.315 3.082 1.920 1.847 1.811 2.539 2.206 3.164 0.303 1.209 2.453 2.746 ‐0.648 0.763 0.048841 0.129362 ‐1.223 0.050238 0.203293 ‐1.499 0.332936 0.558694 0.441
sp|P08758|ANXAP08758 ANXA5_HUMAN ANXA5 annexin A5 ‐0.115 ‐1.369 ‐5.940 ‐0.443 ‐2.700 ‐2.832 ‐9.918 ‐1.972 ‐11.899 ‐4.285 ‐6.284 ‐10.165 ‐4.244 ‐3.390 0.049460 0.130650 ‐3.550 0.516798 0.741525 ‐1.804 0.256152 0.486490 ‐2.794
sp|Q9NRX4|PHPQ9NRX4 PHP14_HUMAN PHPT1 phosphohistidine phosp 1.388 1.034 ‐2.699 ‐10.516 ‐0.186 ‐1.235 ‐0.545 1.577 1.152 ‐1.064 ‐5.895 ‐4.355 ‐9.285 ‐4.298 0.050170 0.132169 ‐2.560 0.037200 0.165707 ‐3.890 0.602457 0.779931 2.128
sp|P01258|CALCP01258 CALC_HUMAN CALCA calcitonin related polyp ‐2.288 ‐2.787 ‐2.682 ‐1.497 ‐2.348 ‐4.886 ‐8.369 ‐1.837 ‐5.128 ‐2.890 ‐1.428 ‐4.938 ‐8.161 ‐5.438 0.051268 0.134310 ‐1.327 0.829764 0.923558 0.367 0.006857 0.066533 ‐2.710
sp|P11597|CETPP11597 CETP_HUMAN CETP cholesteryl eplacenta ‐1.788 ‐0.963 ‐5.663 ‐5.604 ‐1.893 0.605 ‐0.360 0.475 ‐4.278 ‐3.932 ‐1.143 ‐2.991 ‐2.135 ‐4.866 0.051394 0.134310 ‐1.325 0.000680 0.028388 ‐3.464 0.028525 0.141183 3.422
sp|P81605|DCD_P81605 DCD_HUMAN DCD dermcidin mammary ‐0.962 ‐4.306 ‐4.701 ‐3.401 ‐0.996 ‐0.374 ‐4.343 ‐1.457 0.595 3.174 ‐1.678 ‐3.358 0.307 0.997 0.051607 0.134310 2.573 0.222592 0.454527 2.064 0.635872 0.811399 0.815
sp|Q6UX71|PXDQ6UX71 PXDC2_HUMAN PLXDC2 plexin domain containin ‐1.480 ‐5.587 ‐5.564 ‐3.611 ‐1.425 ‐4.775 ‐2.068 ‐0.638 ‐4.817 ‐6.676 ‐5.273 ‐3.910 ‐5.532 ‐5.962 0.051404 0.134310 ‐2.218 0.001778 0.037961 ‐2.868 0.600934 0.778988 1.040
sp|Q9UKU9|ANGQ9UKU9 ANGL2_HUMAN ANGPTL2 angiopoietin soft_tissue 1.079 1.733 ‐0.049 1.633 1.928 1.298 2.248 2.090 ‐0.673 2.073 1.109 ‐8.244 0.252 0.628 0.051668 0.134310 ‐2.304 0.059324 0.219204 ‐2.688 0.419079 0.643726 0.614
sp|O95336|6PG O95336 6PGL_HUMAN PGLS 6‐phosphogluconolacto 2.588 2.825 ‐2.716 1.411 1.141 1.836 2.036 2.315 0.547 1.794 2.774 ‐6.506 ‐2.386 0.000 0.052546 0.135130 ‐2.059 0.015651 0.098953 ‐2.692 0.512796 0.731499 1.012
sp|P07225|PROSP07225 PROS_HUMAN PROS1 protein S ‐6.746 ‐1.774 ‐8.194 ‐6.715 ‐1.786 ‐2.836 ‐4.434 ‐3.971 ‐5.054 3.371 ‐6.072 3.706 ‐0.088 ‐1.040 0.052673 0.135130 3.694 0.012522 0.087033 2.884 0.440025 0.660374 1.296
sp|P55290|CAD1P55290 CAD13_HUMAN CDH13 cadherin 13 tongue 4.974 4.829 2.766 2.977 2.812 4.055 4.546 4.439 2.440 3.813 3.611 ‐9.827 2.487 ‐1.776 0.052578 0.135130 ‐3.800 0.011685 0.083585 ‐4.222 0.436576 0.658223 0.675
sp|P68431|H31_P68431 H31_HUMAN H3C1 H3 clustered histone 1 ‐1.929 ‐2.289 ‐5.754 ‐2.930 ‐2.453 ‐1.686 ‐8.327 0.339 1.288 ‐3.923 ‐2.955 0.191 ‐0.315 3.906 0.052326 0.135130 2.827 0.258089 0.491121 2.923 0.260022 0.486907 ‐0.153
sp|Q9Y646|CBPQQ9Y646 CBPQ_HUMAN CPQ carboxypeptidase Q 1.251 2.953 ‐2.323 1.464 1.042 0.800 1.899 0.448 3.173 0.946 0.299 ‐7.023 ‐4.054 ‐2.481 0.052420 0.135130 ‐2.465 0.161678 0.381793 ‐2.572 0.693595 0.844345 0.172
sp|Q86UN3|R4RQ86UN3 R4RL2_HUMAN RTN4RL2 reticulon 4 receptor like ‐1.191 0.191 ‐0.841 0.449 0.106 ‐3.732 ‐5.317 ‐1.530 ‐7.659 ‐4.653 ‐3.634 ‐7.609 ‐0.025 ‐0.800 0.053244 0.136237 ‐2.580 0.773843 0.902823 ‐0.537 0.001879 0.035403 ‐3.269



sp|Q8N307|MUCQ8N307 MUC20_HUMAN MUC20 mucin 20, ce kidney ‐0.719 ‐2.658 ‐1.387 ‐0.678 1.468 ‐3.105 ‐4.932 ‐1.800 ‐2.354 ‐2.319 ‐5.471 ‐7.403 ‐6.246 ‐2.016 0.053468 0.136456 ‐2.575 0.584767 0.781817 ‐1.023 0.042863 0.180598 ‐2.484
sp|P55259|GP2_P55259 GP2_HUMAN GP2 glycoprotein pancreas 1.507 ‐0.894 0.878 1.097 1.324 0.281 ‐3.518 2.030 ‐3.032 ‐0.869 0.898 ‐3.487 ‐1.744 0.009 0.053678 0.136635 ‐1.709 0.549924 0.764433 ‐0.969 0.345309 0.571627 ‐1.185
sp|P52799|EFNBP52799 EFNB2_HUMAN EFNB2 ephrin B2 ‐5.281 ‐3.039 ‐1.234 ‐7.984 ‐5.084 ‐3.000 ‐8.525 ‐1.123 ‐1.957 ‐1.922 ‐0.896 ‐3.400 ‐2.400 ‐2.336 0.054037 0.136839 2.257 0.257962 0.491121 2.064 0.888423 0.943288 0.309
sp|Q13501|SQSTQ13501 SQSTM_HUMAN SQSTM1 sequestosome 1 ‐2.605 ‐3.634 ‐1.902 ‐4.659 ‐2.218 ‐0.271 ‐0.741 ‐3.104 ‐1.710 0.038 ‐2.422 1.015 ‐0.575 ‐1.125 0.053966 0.136839 1.595 0.555105 0.766201 0.576 0.125844 0.317871 1.632
sp|P17931|LEG3P17931 LEG3_HUMAN LGALS3 galectin 3 ‐2.350 ‐2.026 ‐3.446 ‐5.315 ‐1.477 ‐2.220 ‐1.768 ‐9.647 0.151 0.558 ‐2.210 ‐6.397 ‐1.253 1.173 0.054293 0.137132 2.201 0.121956 0.330158 3.215 0.872855 0.936909 ‐1.622
sp|P28066|PSA5P28066 PSA5_HUMAN PSMA5 proteasome 20S subuni ‐2.361 ‐4.230 ‐6.291 ‐5.772 ‐8.789 ‐0.076 ‐3.293 ‐7.646 ‐1.050 ‐2.800 ‐1.960 ‐4.100 ‐4.007 ‐0.412 0.055207 0.139083 2.419 0.576039 0.778338 1.284 0.399807 0.621922 1.817
sp|Q02747|GUCQ02747 GUC2A_HUMAN GUCA2A guanylate cyclase activa 2.143 0.937 0.515 ‐0.962 ‐0.222 2.903 4.055 3.680 4.009 4.976 2.832 ‐0.657 4.432 4.309 0.055376 0.139151 1.686 0.620136 0.808337 ‐0.229 0.001673 0.033469 3.064
sp|P60953|CDC4P60953 CDC42_HUMAN CDC42 cell division cycle 42 ‐4.354 ‐2.691 ‐1.596 ‐1.911 ‐1.696 ‐3.501 ‐5.622 ‐1.776 ‐1.247 ‐0.386 ‐0.671 ‐1.646 ‐5.611 0.196 0.055580 0.139305 1.333 0.012934 0.088636 2.072 0.169744 0.378066 ‐1.184
sp|O43707|ACTNO43707 ACTN4_HUMAN ACTN4 actinin alpha 4 ‐2.364 ‐3.200 ‐2.817 ‐2.651 ‐4.271 ‐2.670 ‐4.777 ‐4.102 1.497 ‐2.754 ‐3.349 ‐2.022 ‐2.332 3.503 0.055959 0.139898 2.447 0.070078 0.240970 2.940 0.181942 0.393568 ‐0.789
sp|Q01459|DIACQ01459 DIAC_HUMAN CTBS chitobiase 3.010 3.919 0.870 2.106 1.896 2.763 3.762 3.149 2.883 2.249 2.279 ‐2.805 ‐0.528 ‐0.968 0.056472 0.140821 ‐2.166 0.100672 0.296271 ‐2.707 0.201348 0.425261 0.865
sp|Q99715|COC Q99715 COCA1_HUMAN COL12A1 collagen typebone_mar ‐0.266 ‐0.086 ‐0.326 1.781 0.239 ‐2.954 ‐3.508 ‐1.014 ‐2.978 ‐0.225 ‐6.043 ‐3.580 ‐5.904 ‐0.540 0.056982 0.141731 ‐2.445 0.616636 0.806150 ‐0.720 0.000979 0.024758 ‐2.760
sp|P02654|APOCP02654 APOC1_HUMAN APOC1 apolipoproteliver ‐6.515 ‐3.909 ‐9.301 ‐5.076 ‐0.414 ‐2.292 ‐1.307 ‐2.674 ‐2.713 ‐0.416 ‐5.740 4.360 ‐0.347 ‐1.417 0.057483 0.142616 2.891 0.358780 0.603095 1.045 0.020088 0.117884 2.952
sp|O14498|ISLR_O14498 ISLR_HUMAN ISLR immunoglobovary;soft_ 0.573 1.973 ‐0.352 0.572 1.894 1.679 1.378 1.780 0.244 1.865 1.572 ‐3.333 ‐0.624 ‐3.688 0.059903 0.147539 ‐1.848 0.024333 0.130310 ‐2.273 0.157936 0.363536 0.680
sp|P02647|APOAP02647 APOA1_HUMAN APOA1 apolipoproteliver;splee 5.238 1.268 ‐0.257 2.441 6.063 6.169 4.969 2.486 4.723 6.236 2.717 10.096 8.487 5.980 0.059919 0.147539 2.826 0.269980 0.504925 1.832 0.391045 0.612464 1.591
sp|Q9H6B4|CLMQ9H6B4 CLMP_HUMAN CLMP CXADR like mbone ‐2.283 0.079 ‐2.792 ‐1.871 ‐0.562 0.486 0.418 1.132 ‐3.532 ‐0.925 ‐2.179 ‐6.696 ‐1.049 ‐2.887 0.059862 0.147539 ‐2.204 0.000707 0.028388 ‐3.557 0.010638 0.087591 2.164
sp|P12830|CADHP12830 CADH1_HUMAN CDH1 cadherin 1 4.335 5.314 2.036 3.377 2.911 4.864 5.965 5.323 2.443 3.653 4.446 ‐2.286 2.580 1.047 0.061048 0.149942 ‐2.285 0.003020 0.047990 ‐3.403 0.030694 0.148452 1.789
sp|P04279|SEMGP04279 SEMG1_HUMAN SEMG1 semenogelinprostate 9.902 ‐8.217 ‐5.001 ‐7.606 ‐4.501 ‐6.334 ‐3.198 ‐3.411 2.983 ‐1.863 ‐0.681 ‐5.126 1.348 ‐5.840 0.061358 0.150147 2.016 0.178463 0.402373 2.785 0.446179 0.665534 ‐1.230
sp|P05937|CALBP05937 CALB1_HUMAN CALB1 calbindin 1 kidney ‐2.653 ‐2.404 ‐4.228 ‐2.919 ‐0.775 ‐1.218 ‐4.243 ‐2.758 ‐2.176 ‐5.791 ‐11.382 ‐3.254 ‐3.968 ‐6.035 0.061438 0.150147 ‐2.784 0.179097 0.402558 ‐2.694 0.881421 0.939476 ‐0.144
sp|P06727|APOAP06727 APOA4_HUMAN APOA4 apolipoprotein A4 1.987 ‐1.566 ‐0.213 1.126 3.641 3.400 1.201 1.622 4.600 3.817 ‐1.406 6.509 7.830 1.560 0.062056 0.151281 2.418 0.150927 0.364790 1.743 0.343754 0.570981 1.080
sp|P61158|ARP3P61158 ARP3_HUMAN ACTR3 actin related protein 3 ‐0.538 ‐4.449 ‐5.945 ‐7.554 ‐2.469 ‐5.539 ‐9.549 ‐6.253 ‐1.161 ‐5.469 ‐2.105 ‐5.329 ‐2.668 2.531 0.062959 0.153075 2.920 0.016137 0.100168 4.747 0.117216 0.308059 ‐2.923
sp|Q99497|PAR Q99497 PARK7_HUMAN PARK7 Parkinsonism associate ‐1.282 ‐0.824 ‐7.953 0.092 0.204 ‐4.218 ‐2.849 ‐2.347 3.097 ‐0.219 1.008 ‐1.365 ‐1.848 2.013 0.063104 0.153075 2.845 0.009560 0.076513 3.586 0.043797 0.181870 ‐1.186
sp|Q16777|H2A Q16777 H2A2C_HUMAN H2AC20 H2A clustered histone 2 ‐1.030 ‐1.652 ‐6.068 ‐2.895 ‐6.263 ‐0.738 ‐3.587 ‐0.948 1.888 ‐2.731 ‐3.147 0.832 ‐0.830 3.643 0.063650 0.154017 2.840 0.347045 0.591717 1.700 0.331321 0.557893 1.824
sp|Q14520|HAB Q14520 HABP2_HUMAN HABP2 hyaluronan bkidney;live ‐5.184 ‐3.828 ‐3.573 ‐8.119 ‐5.459 ‐1.524 ‐4.821 ‐2.574 ‐6.035 ‐1.312 ‐6.466 1.321 2.388 ‐2.568 0.064174 0.154523 2.273 0.621012 0.808337 0.861 0.136954 0.336829 2.259
sp|Q6W4X9|MUQ6W4X9 MUC6_HUMAN MUC6 mucin 6, oligomeric mu 1.468 ‐7.022 ‐4.833 ‐6.530 ‐4.813 ‐6.827 ‐4.412 ‐4.827 ‐0.054 ‐5.597 ‐4.771 ‐1.538 ‐4.020 ‐2.070 0.064119 0.154523 1.716 0.126932 0.336540 2.347 0.923967 0.960258 ‐1.009
sp|Q92956|TNR Q92956 TNR14_HUMAN TNFRSF14 TNF receptorskin 3.020 2.236 ‐4.911 2.214 0.744 1.516 2.339 0.610 0.685 0.943 1.663 ‐3.411 ‐0.074 ‐1.119 0.066421 0.159540 ‐1.190 0.156768 0.375631 ‐1.707 0.888184 0.943288 0.828
sp|P55285|CADHP55285 CADH6_HUMAN CDH6 cadherin 6 kidney;ova ‐2.058 ‐2.117 0.963 ‐2.689 ‐1.483 ‐5.945 ‐2.860 ‐0.789 ‐7.983 ‐1.645 ‐1.164 ‐5.269 ‐3.607 ‐4.976 0.066686 0.159786 ‐1.985 0.690332 0.858162 ‐0.909 0.225074 0.455923 ‐1.721
sp|P03952|KLKBP03952 KLKB1_HUMAN KLKB1 kallikrein B1 liver ‐4.870 ‐4.228 ‐5.702 ‐2.992 ‐3.959 ‐7.915 ‐4.289 ‐1.875 ‐7.748 ‐6.444 ‐2.751 2.746 0.010 ‐0.562 0.066959 0.160048 2.020 0.406862 0.643104 2.235 0.955028 0.980654 ‐0.343
sp|P51884|LUM P51884 LUM_HUMAN LUM lumican 2.524 2.466 ‐7.149 0.783 1.648 4.012 2.911 2.043 3.009 3.924 3.233 3.314 3.551 1.113 0.070035 0.166796 1.869 0.558349 0.766768 0.036 0.150747 0.354227 2.934
sp|Q9HBR0|S38AQ9HBR0 S38AA_HUMAN SLC38A10 solute carrier family 38  ‐3.214 ‐3.524 ‐4.776 ‐5.655 ‐2.083 ‐6.697 ‐3.218 ‐0.690 ‐2.138 0.807 ‐2.888 ‐3.613 0.250 ‐1.736 0.070122 0.166796 2.179 0.268033 0.504266 1.982 0.688185 0.844017 0.315
sp|Q03591|FHR1Q03591 FHR1_HUMAN CFHR1 complement liver 0.987 ‐0.106 ‐7.132 ‐1.739 ‐1.277 0.170 ‐0.051 ‐8.409 ‐1.027 ‐0.360 ‐1.128 4.459 4.341 1.445 0.070411 0.167077 3.483 0.142288 0.355372 4.051 0.960337 0.980654 ‐0.910
sp|P07148|FABPP07148 FABPL_HUMAN FABP1 fatty acid binliver ‐1.548 0.249 ‐0.463 0.829 ‐1.742 2.156 0.656 1.852 3.802 2.321 3.062 ‐2.908 1.693 0.942 0.070764 0.167105 1.237 0.645725 0.827339 ‐0.069 0.042938 0.180598 2.090
sp|P62805|H4_HP62805 H4_HUMAN H4‐16 H4 histone 16 ‐2.241 ‐1.329 ‐3.169 ‐5.981 ‐2.357 ‐0.149 ‐2.475 0.455 2.329 ‐3.546 ‐2.031 0.792 ‐0.137 5.034 0.070715 0.167105 2.563 0.575400 0.778338 1.130 0.046941 0.190254 2.292
sp|O60635|TSN1O60635 TSN1_HUMAN TSPAN1 tetraspanin 1colon ‐0.726 ‐1.399 ‐7.958 ‐1.173 ‐1.109 ‐0.367 ‐1.376 ‐6.080 ‐1.405 ‐5.074 ‐1.851 ‐2.664 ‐2.867 ‐2.608 0.071200 0.167730 ‐0.221 0.287740 0.532047 ‐0.137 0.891742 0.944352 ‐0.135
sp|P12883|MYHP12883 MYH7_HUMAN MYH7 myosin heav heart;mus ‐8.034 ‐4.540 ‐2.758 ‐3.029 ‐4.309 ‐6.160 0.369 ‐6.301 0.788 2.145 ‐4.928 ‐2.531 ‐4.810 ‐1.848 0.072113 0.169474 2.481 0.394190 0.627380 2.167 0.739016 0.866310 0.503
sp|O43653|PSCAO43653 PSCA_HUMAN PSCA prostate stemprostate 2.378 ‐1.326 1.284 ‐0.945 ‐2.357 0.000 0.752 ‐1.585 ‐4.490 ‐2.859 0.097 ‐2.756 0.302 ‐3.568 0.073314 0.171584 ‐1.988 0.157847 0.377293 ‐1.935 0.974609 0.984094 ‐0.084
sp|Q8N474|SFRPQ8N474 SFRP1_HUMAN SFRP1 secreted friz heart;soft_ ‐6.801 ‐2.431 ‐6.176 ‐1.737 ‐2.919 ‐1.481 ‐1.784 ‐3.407 ‐8.754 ‐8.009 ‐2.484 ‐7.125 ‐6.119 ‐2.052 0.073361 0.171584 ‐2.415 0.007034 0.069993 ‐3.533 0.215883 0.442605 1.789
sp|P01889|HLABP01889 HLAB_HUMAN HLA‐B major histocompatibilit ‐7.757 ‐0.150 ‐0.390 ‐0.743 0.744 1.563 0.908 1.269 ‐2.137 0.755 1.536 ‐1.863 ‐7.017 ‐1.758 0.073746 0.172075 ‐1.178 0.000800 0.028388 ‐2.994 0.014601 0.098894 2.906
sp|Q92692|NECTQ92692 NECT2_HUMAN NECTIN2 nectin cell adhesion mo 1.881 0.971 ‐0.488 0.066 0.827 1.217 1.296 2.828 ‐0.077 1.909 1.526 ‐4.348 ‐0.863 ‐3.028 0.074004 0.172266 ‐1.888 0.060834 0.219204 ‐2.594 0.119017 0.311750 1.129
sp|P02747|C1QCP02747 C1QC_HUMAN C1QC complement spleen ‐8.619 ‐3.953 ‐4.127 ‐6.276 ‐6.462 ‐3.545 ‐5.919 ‐4.554 ‐4.095 ‐3.178 ‐7.634 3.156 ‐4.475 ‐2.004 0.074266 0.172466 2.393 0.311641 0.553276 1.634 0.364330 0.587242 1.215
sp|O15144|ARPCO15144 ARPC2_HUMAN ARPC2 actin related protein 2/ ‐3.332 ‐4.715 0.403 ‐7.922 ‐4.822 ‐1.011 ‐6.518 ‐8.072 ‐2.771 ‐6.143 ‐3.892 ‐0.981 ‐0.622 1.791 0.074582 0.172791 2.396 0.081391 0.260367 3.097 0.471822 0.689099 ‐1.123
sp|P15309|PPAPP15309 PPAP_HUMAN ACP3 acid phosphaprostate 5.074 2.981 2.589 5.887 3.151 0.306 3.312 4.373 2.857 ‐0.180 4.064 ‐2.816 ‐1.554 3.295 0.074894 0.173103 ‐2.515 0.446060 0.672521 ‐1.719 0.322612 0.546044 ‐1.273
sp|P25815|S100P25815 S100P_HUMAN S100P S100 calciumstomach 0.710 ‐3.732 ‐0.167 0.231 ‐1.502 ‐0.462 ‐1.973 ‐0.597 2.926 0.528 ‐4.885 ‐0.552 0.673 3.782 0.076561 0.176541 1.348 0.097324 0.290079 1.422 0.675366 0.836736 ‐0.118
sp|A0A0B4J1X5|A0A0B4J1X5 HV374_HUMAN None None None ‐2.730 0.218 ‐2.065 ‐4.814 ‐4.333 1.474 1.146 0.299 ‐1.196 1.470 0.240 2.140 1.078 1.425 0.076788 0.176648 2.210 0.905123 0.957492 ‐0.113 0.001678 0.033469 3.718
sp|P14618|KPYMP14618 KPYM_HUMAN PKM pyruvate kinase M1/2 ‐1.188 ‐0.298 ‐6.243 ‐0.656 0.235 ‐0.320 ‐1.546 0.427 5.260 0.229 ‐0.517 ‐0.135 0.069 4.955 0.078648 0.180504 2.842 0.215759 0.447974 2.123 0.670019 0.832216 1.150
sp|Q8N9R8|SCA Q8N9R8 SCAI_HUMAN SCAI suppressor of cancer ce ‐5.173 ‐3.039 ‐5.714 ‐2.984 ‐4.523 ‐7.705 ‐4.847 ‐4.553 ‐4.385 ‐2.742 ‐0.378 ‐3.135 ‐6.456 ‐2.400 0.079288 0.181548 1.568 0.052711 0.204176 2.453 0.260641 0.486907 ‐1.416
sp|Q9NQ84|GPCQ9NQ84 GPC5C_HUMAN GPRC5C G protein‐coupled rece 0.495 ‐1.043 1.343 0.458 0.959 ‐6.053 ‐4.236 ‐2.666 ‐1.583 ‐6.490 ‐2.893 ‐2.276 ‐6.156 ‐4.037 0.080659 0.184256 ‐2.563 0.796432 0.913939 0.413 0.000263 0.015604 ‐4.761
sp|P02741|CRP_P02741 CRP_HUMAN CRP C‐reactive prliver ‐0.519 ‐2.284 ‐5.039 ‐5.175 ‐3.499 ‐4.286 ‐1.142 ‐3.697 ‐4.687 1.239 ‐7.083 5.809 5.386 ‐2.076 0.081437 0.185169 2.970 0.187350 0.409828 2.806 0.858901 0.928030 0.261
sp|Q13231|CHITQ13231 CHIT1_HUMAN CHIT1 chitinase 1 blood ‐7.343 ‐1.365 ‐1.823 ‐5.429 ‐3.636 0.443 ‐4.907 ‐1.830 0.467 0.579 ‐5.171 ‐0.666 ‐3.022 2.693 0.081376 0.185169 2.383 0.548925 0.764129 1.245 0.422749 0.644314 1.821
sp|P60174|TPIS_P60174 TPIS_HUMAN TPI1 triosephosphate isomer 1.925 1.865 0.497 3.147 3.081 0.774 ‐0.501 0.244 1.486 ‐5.745 ‐2.714 0.368 ‐3.274 4.500 0.081782 0.185524 ‐2.276 0.472601 0.695421 ‐1.069 0.023043 0.127002 ‐1.931
sp|P16422|EPCAP16422 EPCAM_HUMAN EPCAM epithelial cell adhesion  ‐3.461 ‐4.985 ‐1.629 ‐1.269 ‐0.932 ‐3.656 ‐1.071 ‐1.777 ‐2.941 ‐2.312 ‐4.047 ‐5.080 ‐6.322 ‐3.201 0.082130 0.185883 ‐1.636 0.134013 0.344706 ‐1.816 0.857581 0.927627 0.287
sp|P00736|C1R_P00736 C1R_HUMAN C1R complement soft_tissue ‐1.312 ‐0.238 1.146 0.258 ‐1.401 ‐1.288 0.069 ‐0.499 ‐7.369 ‐2.077 ‐2.962 4.445 ‐0.826 ‐1.771 0.082756 0.186868 ‐1.352 0.141579 0.354854 ‐1.187 0.759681 0.876790 ‐0.263
sp|P31997|CEAMP31997 CEAM8_HUMAN CEACAM8 CEA cell adheblood 2.558 0.689 2.332 2.415 1.380 ‐1.144 0.708 1.511 0.831 ‐0.943 ‐0.029 ‐9.834 0.168 1.503 0.083149 0.187324 ‐2.690 0.676504 0.849967 ‐1.742 0.091112 0.273056 ‐1.516
sp|Q9GZM7|TINQ9GZM7 TINAL_HUMAN TINAGL1 tubulointerstplacenta ‐2.418 ‐6.675 ‐4.879 ‐1.614 ‐1.395 ‐3.779 ‐3.938 ‐1.843 ‐4.474 ‐4.432 ‐5.213 ‐10.099 ‐3.177 ‐4.372 0.084406 0.189721 ‐1.977 0.098321 0.291100 ‐2.108 0.935694 0.969323 0.209
sp|P02511|CRYAP02511 CRYAB_HUMAN CRYAB crystallin alp eye;muscl ‐1.993 ‐0.086 ‐1.222 ‐2.011 0.208 ‐1.807 ‐2.857 ‐3.869 ‐3.080 ‐2.106 ‐5.649 ‐5.965 0.048 ‐3.749 0.084963 0.190535 ‐1.712 0.466894 0.691172 ‐0.572 0.101262 0.288610 ‐1.823
sp|P29279|CCN2P29279 CCN2_HUMAN CCN2 cellular commbone_mar ‐0.207 ‐1.237 0.120 ‐2.088 ‐3.562 ‐2.526 ‐0.125 ‐0.503 0.867 2.350 ‐2.221 ‐1.371 0.576 2.278 0.085220 0.190675 1.679 0.322361 0.565140 1.465 0.764955 0.876790 0.343
sp|Q03154|ACY1Q03154 ACY1_HUMAN ACY1 aminoacylase 1 0.537 2.769 ‐1.639 2.703 1.475 ‐2.471 0.722 0.778 0.281 ‐4.935 1.331 ‐1.360 ‐3.977 ‐4.679 0.085541 0.190958 ‐2.832 0.362108 0.603513 ‐1.900 0.249649 0.479519 ‐1.492
sp|Q99880|H2B Q99880 H2B1L_HUMAN H2BC13 H2B clustered histone 1 ‐2.682 ‐0.551 ‐3.403 ‐5.571 ‐1.832 0.111 ‐2.725 0.709 2.414 ‐2.985 ‐2.855 1.350 0.569 4.479 0.085790 0.191077 2.488 0.554074 0.765857 1.131 0.098465 0.285491 2.172
sp|P02545|LMN P02545 LMNA_HUMAN LMNA lamin A/C 1.077 ‐2.173 ‐0.174 ‐7.621 ‐2.838 ‐2.458 ‐2.792 ‐3.425 ‐1.385 ‐1.729 ‐1.872 ‐1.206 ‐3.234 ‐0.213 0.086621 0.192490 0.944 0.042290 0.181772 1.285 0.234470 0.467904 ‐0.546
sp|P01780|HV30P01780 HV307_HUMAN None None None 1.304 2.908 ‐0.445 1.416 1.380 5.304 4.788 3.234 2.775 4.118 3.706 5.991 3.990 3.839 0.088739 0.196307 1.584 0.169727 0.395090 ‐0.372 0.000333 0.016374 3.129
sp|P15311|EZRI_P15311 EZRI_HUMAN EZR ezrin 0.000 ‐1.060 0.552 1.344 1.590 ‐2.791 ‐1.567 ‐1.403 1.543 ‐6.454 ‐2.526 ‐2.665 ‐4.618 ‐0.062 0.088622 0.196307 ‐2.047 0.499429 0.724024 ‐0.543 0.010502 0.087591 ‐2.406
sp|P05114|HMGP05114 HMGN1_HUMAN HMGN1 high mobility group nuc ‐4.778 ‐4.730 ‐3.555 ‐0.279 ‐5.020 ‐5.757 ‐4.892 ‐3.239 ‐5.398 ‐4.056 ‐2.515 ‐3.193 ‐2.098 ‐1.447 0.089866 0.197906 0.913 0.153110 0.368667 1.512 0.574353 0.767657 ‐0.957
sp|Q9UHI8|ATS1Q9UHI8 ATS1_HUMAN ADAMTS1 ADAM metallopeptidas 1.768 ‐0.849 ‐2.696 ‐6.156 ‐5.335 ‐0.833 ‐0.974 ‐0.141 ‐0.091 2.165 0.040 ‐0.537 0.883 ‐3.364 0.089772 0.197906 1.751 0.310845 0.553276 0.499 0.112371 0.302739 2.004
sp|Q7Z7M0|MEGQ7Z7M0 MEGF8_HUMAN MEGF8 multiple EGF like doma ‐0.183 ‐5.491 ‐5.575 ‐3.004 ‐1.785 ‐1.671 ‐3.795 ‐2.203 ‐0.863 ‐3.438 ‐7.430 ‐4.247 ‐9.713 ‐4.695 0.091270 0.200101 ‐2.101 0.083564 0.265887 ‐2.508 0.598403 0.777765 0.651
sp|Q9BVM4|GG Q9BVM4 GGACT_HUMAN GGACT gamma‐glutamylamine  ‐2.354 ‐10.286 ‐4.057 ‐10.191 ‐2.163 ‐2.788 2.610 ‐1.833 ‐2.874 ‐5.623 ‐6.981 ‐7.678 ‐2.403 ‐6.720 0.091206 0.200101 ‐1.497 0.038191 0.168019 ‐4.709 0.134851 0.333723 5.140
sp|Q14118|DAGQ14118 DAG1_HUMAN DAG1 dystroglycan 1 ‐0.708 ‐1.008 0.299 0.822 1.267 ‐2.828 ‐1.456 ‐0.095 3.091 3.825 0.832 ‐2.947 2.922 ‐0.652 0.091487 0.200127 1.642 0.080680 0.260087 2.638 0.146435 0.348316 ‐1.594
sp|Q15828|CYTMQ15828 CYTM_HUMAN CST6 cystatin E/Mheart 4.507 3.365 2.383 1.882 0.523 5.063 4.847 6.781 4.216 6.548 6.018 ‐0.865 6.245 6.340 0.092574 0.201383 1.081 0.999841 0.999841 ‐0.814 0.006284 0.065516 3.032
sp|Q86V85|GP1 Q86V85 GP180_HUMAN GPR180 G protein‐coupled rece ‐2.381 0.279 ‐3.215 ‐0.015 0.000 ‐1.106 ‐0.287 ‐3.629 ‐5.051 ‐2.088 ‐2.852 ‐6.136 ‐2.126 ‐0.720 0.092658 0.201383 ‐1.868 0.304280 0.546143 ‐1.488 0.648784 0.820984 ‐0.608
sp|Q96HC4|PDL Q96HC4 PDLI5_HUMAN PDLIM5 PDZ and LIMmuscle ‐3.138 ‐4.151 ‐4.517 ‐2.714 ‐2.692 ‐2.384 ‐6.172 ‐5.476 2.652 ‐1.891 ‐1.719 ‐1.503 ‐4.598 ‐3.624 0.092677 0.201383 2.125 0.101068 0.296548 2.897 0.084293 0.263080 ‐1.235
sp|P08311|CATGP08311 CATG_HUMAN CTSG cathepsin G blood;pros ‐2.680 ‐2.950 ‐7.834 ‐6.998 ‐6.324 ‐2.311 0.617 ‐2.814 0.715 ‐5.323 ‐3.548 ‐1.208 0.344 1.838 0.094926 0.205359 2.715 0.814372 0.919426 0.306 0.059397 0.218013 3.855
sp|P26038|MOEP26038 MOES_HUMAN MSN moesin blood 0.998 ‐0.318 1.352 1.041 0.933 0.263 ‐1.013 0.132 3.704 ‐2.428 ‐1.202 ‐0.738 ‐1.805 4.455 0.094773 0.205359 ‐0.093 0.587454 0.784339 0.537 0.104941 0.292996 ‐1.007
sp|Q9BQ51|PD1Q9BQ51 PD1L2_HUMAN PDCD1LG2programmed cell death ‐7.890 ‐0.532 ‐7.470 ‐0.904 ‐0.463 ‐2.027 ‐3.446 ‐0.946 ‐4.845 ‐3.772 ‐4.741 ‐4.513 ‐1.694 ‐5.670 0.096812 0.208978 ‐1.246 0.014250 0.094357 ‐2.066 0.617978 0.795819 1.312
sp|O00241|SIRBO00241 SIRB1_HUMAN SIRPB1 signal regula blood;bon ‐0.002 2.245 0.059 ‐1.563 ‐1.075 ‐0.410 1.784 2.495 ‐1.303 0.029 1.061 ‐4.269 ‐3.634 ‐1.852 0.097923 0.209988 ‐2.103 0.094236 0.285035 ‐2.951 0.233299 0.467521 1.357
sp|O43490|PRO O43490 PROM1_HUMAN PROM1 prominin 1 ‐0.936 ‐11.177 ‐2.725 ‐0.542 ‐1.316 ‐3.075 ‐7.161 ‐4.026 ‐4.202 ‐10.215 ‐9.359 ‐4.370 ‐4.213 ‐4.071 0.097870 0.209988 ‐2.202 0.487166 0.710450 ‐1.318 0.063481 0.224591 ‐1.415
sp|P03950|ANG P03950 ANGI_HUMAN ANG angiogenin liver ‐3.524 ‐1.207 ‐1.532 ‐3.157 ‐7.821 ‐7.947 ‐0.700 ‐1.897 ‐5.542 ‐4.827 ‐5.132 ‐3.463 ‐0.533 ‐7.861 0.097734 0.209988 ‐1.086 0.138793 0.350559 ‐1.045 0.968258 0.983309 ‐0.066
sp|P23470|PTPRP23470 PTPRG_HUMAN PTPRG protein tyrostongue 0.976 1.995 ‐2.075 ‐1.945 ‐0.778 1.347 1.393 2.027 ‐2.333 0.227 1.743 ‐3.931 ‐1.367 ‐9.549 0.098730 0.211256 ‐2.902 0.000803 0.028388 ‐4.124 0.064201 0.226011 1.954
sp|P01699|LV14P01699 LV144_HUMAN None None None ‐5.307 ‐10.748 ‐0.410 ‐5.411 0.263 ‐2.546 ‐0.449 ‐9.580 0.517 ‐2.555 ‐0.832 ‐0.202 ‐2.359 ‐1.728 0.099513 0.212469 3.080 0.268599 0.504266 2.998 0.971287 0.983953 0.131
sp|P0DP09|KV11P0DP09 KV113_HUMAN None None None ‐3.515 ‐0.422 ‐6.889 ‐1.386 ‐2.328 2.895 1.525 0.928 ‐0.115 4.644 2.284 2.800 0.454 ‐9.213 0.101968 0.216997 1.291 0.716525 0.869890 ‐1.640 0.004120 0.051624 4.691
sp|P33241|LSP1 P33241 LSP1_HUMAN LSP1 lymphocyte slymph_no ‐2.990 ‐4.021 ‐1.525 ‐6.198 ‐0.014 ‐5.072 ‐5.753 ‐8.794 0.784 ‐1.839 ‐7.034 ‐2.550 ‐2.924 ‐0.021 0.102077 0.216997 2.032 0.008817 0.076513 4.276 0.024600 0.130312 ‐3.590
sp|P07358|CO8BP07358 CO8B_HUMAN C8B complement liver ‐2.735 ‐7.293 ‐5.852 ‐1.905 ‐6.120 ‐2.715 ‐4.760 ‐4.338 ‐4.016 ‐0.556 ‐7.147 3.678 3.190 ‐5.079 0.104827 0.222361 2.810 0.322338 0.565140 2.283 0.452821 0.670027 0.843
sp|Q13508|NAR Q13508 NAR3_HUMAN ART3 ADP‐ribosylt muscle;tes 0.266 0.466 ‐1.408 ‐1.242 ‐2.201 0.879 2.396 1.879 1.046 1.969 2.670 ‐5.889 1.839 3.486 0.106296 0.224990 0.724 0.854914 0.933918 ‐0.864 0.013133 0.098894 2.542
sp|P22528|SPR1P22528 SPR1B_HUMAN SPRR1B small prolinelarynx 0.956 ‐0.749 6.360 ‐3.821 ‐0.361 3.114 ‐6.879 ‐6.958 ‐5.411 ‐6.922 ‐5.707 ‐5.169 ‐2.270 1.108 0.106813 0.225596 ‐3.020 0.766077 0.901267 ‐0.487 0.001096 0.024758 ‐4.051
sp|Q9NQT8|KI13Q9NQT8 KI13B_HUMAN KIF13B kinesin family member  ‐2.317 ‐10.162 ‐0.906 ‐6.546 ‐0.388 ‐1.396 ‐2.648 ‐6.781 0.524 0.987 ‐1.542 ‐9.268 ‐0.181 ‐0.364 0.107122 0.225762 2.252 0.051424 0.204176 1.967 0.900685 0.949191 0.456
sp|P51688|SPHMP51688 SPHM_HUMAN SGSH N‐sulfoglucosamine sul ‐0.921 ‐0.427 ‐8.342 ‐2.828 ‐1.799 ‐8.237 ‐0.918 ‐1.400 ‐1.651 ‐5.906 ‐4.647 ‐1.257 ‐6.413 ‐8.020 0.107614 0.225828 ‐1.540 0.645831 0.827339 ‐1.131 0.780922 0.882927 ‐0.655
sp|Q13822|ENP Q13822 ENPP2_HUMAN ENPP2 ectonucleotide pyropho ‐1.114 ‐4.272 ‐2.532 ‐3.499 ‐1.406 ‐3.518 ‐2.041 ‐4.088 ‐5.909 ‐6.089 ‐4.498 0.019 ‐4.768 ‐3.325 0.107516 0.225828 ‐1.286 0.300039 0.541601 ‐0.879 0.550155 0.753803 ‐0.651
sp|Q9Y4F3|MARQ9Y4F3 MARF1_HUMAN MARF1 meiosis regu larynx ‐3.709 ‐3.122 ‐6.356 ‐2.564 ‐5.706 0.642 ‐6.107 ‐4.325 ‐1.385 ‐4.388 ‐1.032 0.161 ‐1.675 ‐4.222 0.108211 0.226596 1.816 0.565527 0.771501 1.174 0.687839 0.844017 1.028
sp|P10645|CMGP10645 CMGA_HUMAN CHGA chromogranin A 0.545 ‐1.108 ‐1.645 ‐5.728 ‐2.510 ‐2.125 0.747 1.423 0.612 2.715 0.481 ‐5.710 1.023 1.327 0.109013 0.227789 1.375 0.740188 0.880321 0.060 0.143991 0.344173 2.104
sp|P01704|LV21P01704 LV214_HUMAN None None None 0.907 0.539 ‐5.673 ‐2.847 ‐7.297 2.956 3.026 1.977 ‐0.572 4.232 3.619 3.265 1.025 2.348 0.110771 0.230968 3.121 0.975101 0.988216 ‐0.334 0.014612 0.098894 5.528
sp|P13473|LAM P13473 LAMP2_HUMAN LAMP2 lysosomal associated m 1.932 ‐0.233 0.129 2.635 3.202 0.019 1.286 0.173 0.948 0.952 0.255 ‐0.741 ‐1.339 ‐1.900 0.112353 0.233771 ‐1.447 0.372660 0.607612 ‐0.797 0.310331 0.533483 ‐1.041
sp|P09467|F16PP09467 F16P1_HUMAN FBP1 fructose‐bisphosphatas ‐0.161 1.414 ‐6.868 2.153 1.465 ‐1.424 ‐2.254 ‐0.188 0.523 ‐3.178 ‐9.361 ‐4.028 0.392 ‐3.558 0.112610 0.233809 ‐2.469 0.201297 0.428849 ‐1.913 0.071026 0.237561 ‐0.889
sp|P08123|CO1AP08123 CO1A2_HUMAN COL1A2 collagen typebone_mar 0.817 ‐1.653 0.836 0.672 1.119 ‐1.526 ‐0.230 1.296 ‐0.894 0.464 ‐0.265 ‐2.701 ‐1.366 ‐0.207 0.113759 0.235695 ‐0.995 0.539855 0.757963 ‐0.675 0.137486 0.336840 ‐0.511
sp|P01860|IGHGP01860 IGHG3_HUMAN None None None 3.605 6.740 3.021 4.345 4.574 7.774 7.311 5.475 5.585 7.123 6.464 8.648 7.025 6.084 0.114824 0.237399 1.466 0.771983 0.902823 ‐0.032 0.016167 0.106336 2.397
sp|Q06033|ITIH3Q06033 ITIH3_HUMAN ITIH3 inter‐alpha‐t liver 0.971 ‐0.461 0.298 ‐7.459 ‐5.514 ‐1.570 ‐2.564 ‐8.202 ‐2.136 0.818 ‐2.181 4.985 3.355 ‐3.027 0.115520 0.238335 3.365 0.088991 0.275114 4.415 0.549024 0.753803 ‐1.679
sp|P0DP57|SLURP0DP57 SLUR2_HUMAN SLURP2 secreted LY6/PLAUR do ‐0.321 2.893 0.280 3.247 3.860 3.011 3.164 4.131 ‐3.070 2.994 2.511 ‐2.788 1.898 1.123 0.117844 0.242110 ‐2.088 0.031937 0.149041 ‐2.991 0.212997 0.439446 1.444
sp|P21695|GPDAP21695 GPDA_HUMAN GPD1 glycerol‐3‐phsoft_tissue ‐4.059 ‐0.350 0.578 ‐2.334 ‐2.048 ‐2.571 ‐2.667 ‐3.932 ‐4.480 ‐7.687 ‐1.565 ‐3.752 ‐8.185 ‐0.523 0.117671 0.242110 ‐2.193 0.306389 0.548924 ‐1.309 0.128709 0.321832 ‐1.414
sp|P05451|REG1P05451 REG1A_HUMAN REG1A regeneratingpancreas 4.925 4.890 2.353 1.807 1.528 6.212 7.885 5.878 5.321 6.798 6.683 2.525 6.761 7.029 0.118173 0.242280 1.418 0.609000 0.802178 ‐0.806 0.018850 0.115459 3.558
sp|Q66K79|CBPZQ66K79 CBPZ_HUMAN CPZ carboxypept placenta ‐2.336 ‐5.606 ‐4.182 ‐1.961 ‐0.823 ‐3.184 ‐2.710 ‐4.340 ‐3.095 ‐4.465 ‐5.786 ‐4.601 ‐3.557 ‐5.218 0.118431 0.242301 ‐1.311 0.237521 0.468994 ‐1.042 0.550123 0.753803 ‐0.430
sp|P01700|LV14P01700 LV147_HUMAN None None None 1.504 3.862 ‐0.212 0.786 0.848 5.212 4.275 4.066 3.107 5.752 6.045 4.800 2.949 3.511 0.120218 0.245444 1.818 0.863835 0.934391 ‐0.157 0.000418 0.016374 3.160
sp|P48745|CCN3P48745 CCN3_HUMAN CCN3 cellular communication 2.795 1.052 1.297 1.899 1.368 ‐0.275 1.244 1.406 1.861 1.399 ‐0.928 ‐6.056 ‐1.401 1.013 0.121674 0.247901 ‐2.033 0.463687 0.689087 ‐1.477 0.291632 0.514028 ‐0.891
sp|Q9BX67|JAMQ9BX67 JAM3_HUMAN JAM3 junctional adhesion mo ‐0.543 ‐1.913 ‐5.394 ‐3.025 ‐1.178 ‐10.405 ‐1.123 ‐1.247 ‐2.722 ‐5.587 ‐3.595 ‐11.416 ‐2.696 ‐2.950 0.122321 0.248703 ‐1.724 0.318764 0.561605 ‐0.570 0.959272 0.980654 ‐1.848
sp|P21802|FGFRP21802 FGFR2_HUMAN FGFR2 fibroblast growth facto ‐2.811 ‐3.468 ‐1.507 ‐0.941 ‐1.821 ‐3.687 ‐2.895 ‐2.324 ‐2.754 0.692 ‐5.826 ‐4.926 ‐6.971 ‐2.150 0.123159 0.249887 ‐1.224 0.437439 0.668783 ‐0.687 0.280443 0.503986 ‐0.859
sp|P19823|ITIH2P19823 ITIH2_HUMAN ITIH2 inter‐alpha‐t liver;splee ‐0.331 ‐3.829 ‐7.140 ‐4.850 0.437 2.232 1.426 ‐6.587 1.493 1.810 ‐1.884 6.018 4.985 ‐2.715 0.125202 0.253370 3.948 0.417684 0.651801 2.594 0.457787 0.673620 2.166
sp|Q496F6|CLMQ496F6 CLM2_HUMAN CD300E CD300e molecule 0.311 ‐2.548 ‐2.214 ‐3.184 ‐8.701 ‐9.019 ‐1.822 ‐2.568 ‐3.693 ‐3.063 ‐0.356 ‐4.448 ‐5.229 ‐4.481 0.125392 0.253370 0.173 0.384404 0.616556 0.924 0.681536 0.841068 ‐1.202
sp|Q14103|HNRQ14103 HNRPD_HUMAN HNRNPD heterogeneous nuclear ‐3.481 ‐7.205 ‐4.799 ‐4.599 ‐4.810 ‐5.106 ‐5.606 ‐2.865 ‐3.098 ‐3.504 ‐5.749 ‐0.049 ‐8.473 ‐0.844 0.127386 0.256869 1.190 0.460455 0.687875 0.906 0.714143 0.856622 0.453
sp|O14745|NHRO14745 NHRF1_HUMAN SLC9A3R1 SLC9A3 regulator 1 ‐0.377 ‐0.338 ‐1.266 ‐1.025 0.261 1.820 2.193 ‐2.389 2.548 0.320 0.886 0.488 0.338 0.112 0.128308 0.257668 0.922 0.103479 0.300919 0.241 0.029821 0.146123 1.090
sp|P09619|PGFRP09619 PGFRB_HUMAN PDGFRB platelet derived growth ‐0.466 ‐1.024 ‐4.238 ‐0.082 ‐0.856 ‐7.703 ‐6.815 ‐2.194 ‐3.151 ‐3.237 ‐7.710 ‐3.475 ‐4.163 ‐5.243 0.128275 0.257668 ‐1.574 0.106747 0.306781 1.074 0.000101 0.009278 ‐4.237
sp|Q03167|TGB Q03167 TGBR3_HUMAN TGFBR3 transforming growth fa ‐8.484 ‐2.964 ‐2.945 4.838 ‐0.721 ‐5.361 0.382 ‐2.896 ‐8.852 ‐3.939 ‐2.982 ‐3.017 ‐7.382 ‐2.638 0.129294 0.259116 ‐2.533 0.303032 0.544902 ‐2.177 0.843591 0.919946 ‐0.570
sp|P01602|KV10P01602 KV105_HUMAN None None None ‐0.283 1.151 ‐6.255 ‐2.574 ‐1.105 2.117 1.725 3.037 0.864 4.103 2.646 3.411 ‐0.129 1.004 0.129876 0.259223 2.256 0.761064 0.896445 ‐0.310 0.004889 0.057177 4.106
sp|P26583|HMGP26583 HMGB2_HUMAN HMGB2 high mobility group box ‐2.289 ‐6.828 ‐4.512 ‐4.752 ‐4.644 ‐9.186 ‐2.248 ‐3.805 1.159 ‐6.810 ‐5.404 ‐2.893 ‐1.477 2.484 0.129791 0.259223 2.626 0.347181 0.591717 2.923 0.502760 0.722441 ‐0.475
sp|P15144|AMPP15144 AMPN_HUMAN ANPEP alanyl aminopeptidase, 3.757 5.989 3.145 4.971 3.979 5.873 5.743 4.820 4.363 6.271 2.949 3.682 2.201 2.940 0.130254 0.259449 ‐1.050 0.016493 0.100545 ‐1.745 0.108303 0.295646 1.111
sp|A0A075B6K4 A0A075B6K4 LV310_HUMAN None None None ‐1.274 1.593 ‐2.139 ‐1.668 ‐0.211 3.054 ‐0.593 2.572 0.571 2.926 2.534 4.005 ‐2.343 2.385 0.132230 0.262850 1.513 0.848005 0.932710 0.002 0.062331 0.222626 2.417
sp|P55287|CAD1P55287 CAD11_HUMAN CDH11 cadherin 11 larynx 1.735 0.750 ‐1.834 ‐0.866 0.374 1.107 1.252 2.906 ‐2.466 0.508 0.942 0.297 ‐4.173 ‐0.739 0.134034 0.265361 ‐1.616 0.054504 0.208258 ‐2.693 0.085497 0.265150 1.723
sp|Q01518|CAP1Q01518 CAP1_HUMAN CAP1 cyclase associated actin ‐4.511 ‐6.307 ‐6.830 1.024 ‐3.664 ‐1.897 ‐5.054 ‐5.216 1.707 ‐3.366 ‐5.631 ‐0.919 ‐4.117 4.467 0.133792 0.265361 2.747 0.252247 0.486764 2.746 0.697715 0.845192 0.002
sp|P78417|GSTOP78417 GSTO1_HUMAN GSTO1 glutathione S‐transfera ‐0.329 ‐8.359 ‐6.484 ‐5.104 ‐7.307 ‐3.472 ‐1.997 ‐2.293 1.229 ‐4.052 ‐1.705 ‐3.452 ‐4.214 1.926 0.134530 0.265805 2.707 0.616952 0.806150 0.876 0.005297 0.060362 2.929
sp|P02671|FIBA_P02671 FIBA_HUMAN FGA fibrinogen al liver 6.557 6.077 3.614 4.361 3.874 4.671 4.508 5.288 4.974 7.057 4.244 11.064 6.301 6.237 0.135473 0.267066 1.778 0.060838 0.219204 1.824 0.979606 0.986654 ‐0.074
sp|P63208|SKP1P63208 SKP1_HUMAN SKP1 S‐phase kinase associat ‐1.948 ‐6.277 ‐3.999 ‐6.128 ‐5.160 ‐3.014 ‐3.841 ‐3.662 ‐1.643 ‐0.189 ‐0.865 ‐4.413 ‐2.610 ‐5.875 0.135713 0.267066 1.654 0.075000 0.250000 0.906 0.102941 0.289061 1.197
sp|Q5JS37|NHLCQ5JS37 NHLC3_HUMAN NHLRC3 NHL repeat containing 3 0.129 4.559 ‐2.623 0.285 ‐2.214 ‐0.333 0.364 4.382 1.372 ‐2.453 0.184 ‐1.727 ‐2.047 ‐3.849 0.137607 0.270250 ‐1.989 0.086673 0.272011 ‐2.891 0.404617 0.627364 1.444
sp|P13727|PRG2P13727 PRG2_HUMAN PRG2 proteoglycanplacenta 1.330 ‐1.606 0.064 ‐2.662 ‐1.688 1.810 ‐2.085 2.742 ‐1.114 ‐0.306 0.144 ‐11.652 ‐4.672 ‐2.914 0.138639 0.271732 ‐3.157 0.111644 0.314450 ‐4.241 0.204184 0.427565 1.735
sp|P43652|AFAMP43652 AFAM_HUMAN AFM afamin kidney;live 0.452 3.241 ‐2.852 ‐0.356 0.432 6.298 5.837 1.234 2.606 2.144 4.214 5.153 5.658 1.474 0.141052 0.275911 1.756 0.559382 0.766768 ‐0.915 0.000413 0.016374 4.273
sp|P05089|ARGIP05089 ARGI1_HUMAN ARG1 arginase 1 blood;liver ‐6.335 ‐2.189 ‐2.028 ‐5.097 ‐1.742 ‐4.551 ‐2.554 ‐1.799 0.429 ‐7.279 ‐1.425 ‐0.143 ‐8.346 3.120 0.142485 0.278159 1.013 0.350411 0.594122 0.694 0.733463 0.862897 0.510
sp|P11047|LAM P11047 LAMC1_HUMAN LAMC1 laminin subunit gamma ‐2.627 ‐5.499 ‐3.757 ‐0.963 ‐2.481 ‐3.904 ‐4.447 ‐2.223 ‐3.898 ‐4.173 ‐4.229 ‐7.696 ‐2.494 ‐4.883 0.144527 0.280485 ‐1.325 0.360675 0.603513 ‐1.037 0.548291 0.753803 ‐0.459
sp|P20774|MIMP20774 MIME_HUMAN OGN osteoglycin ‐0.306 ‐0.820 ‐5.451 ‐6.636 ‐6.008 0.851 0.684 ‐0.250 0.757 2.002 0.106 ‐7.898 0.279 1.028 0.144306 0.280485 1.621 0.860666 0.934391 ‐1.050 0.041149 0.178434 4.273
sp|Q16661|GUCQ16661 GUC2B_HUMAN GUCA2B guanylate cyclase activa ‐3.010 ‐2.698 ‐7.372 ‐7.027 ‐0.322 1.155 2.996 3.139 1.976 2.662 0.420 ‐3.587 1.599 1.339 0.144536 0.280485 2.377 0.197272 0.423962 ‐1.695 0.001108 0.024758 6.516
sp|P35579|MYHP35579 MYH9_HUMAN MYH9 myosin heav larynx ‐1.202 0.171 ‐2.511 ‐4.546 ‐5.284 ‐6.678 ‐1.755 ‐3.568 0.510 ‐1.233 ‐3.382 ‐1.915 ‐3.142 4.477 0.146777 0.284271 2.391 0.165790 0.388693 3.220 0.510204 0.728863 ‐1.326
sp|P49767|VEGFP49767 VEGFC_HUMAN VEGFC vascular endothelial gro ‐1.688 ‐1.937 ‐4.390 ‐2.673 ‐2.718 ‐0.518 ‐5.383 ‐2.453 ‐3.313 ‐2.748 ‐5.748 ‐10.113 ‐4.401 ‐2.119 0.148732 0.287490 ‐2.020 0.335435 0.578744 ‐1.956 0.817060 0.899684 ‐0.103
sp|O75367|H2AYO75367 H2AY_HUMAN MACROH2macroH2A.1 blood 0.317 ‐4.342 ‐6.661 ‐2.989 ‐1.937 ‐2.869 ‐4.529 ‐8.764 ‐2.387 ‐2.624 ‐0.218 ‐6.637 ‐2.931 0.376 0.149800 0.287851 1.568 0.171671 0.397359 2.984 0.232370 0.467521 ‐2.264
sp|P02792|FRIL_P02792 FRIL_HUMAN FTL ferritin light chain ‐2.898 1.494 ‐6.245 ‐5.111 ‐7.022 ‐2.899 ‐6.520 ‐3.879 ‐1.540 0.913 ‐3.448 ‐2.048 ‐9.746 ‐3.382 0.149456 0.287851 0.926 0.129441 0.337373 1.224 0.975056 0.984094 ‐0.476
sp|P34741|SDC2P34741 SDC2_HUMAN SDC2 syndecan 2 ‐1.857 ‐3.711 ‐1.645 ‐2.426 ‐0.199 ‐2.173 ‐3.807 ‐0.857 ‐2.995 ‐2.171 ‐3.321 0.060 ‐6.398 ‐7.178 0.149670 0.287851 ‐1.583 0.348441 0.591807 ‐1.388 0.753000 0.874337 ‐0.311
sp|A0A0C4DH67A0A0C4DH67 KV108_HUMAN None None None ‐2.767 ‐2.629 ‐8.844 ‐3.880 ‐9.660 0.996 ‐0.571 ‐0.383 ‐0.988 0.697 ‐0.350 0.410 ‐3.932 ‐1.359 0.150342 0.288327 2.547 0.464577 0.689087 ‐0.934 0.027012 0.135062 5.570
sp|P02787|TRFEP02787 TRFE_HUMAN TF transferrin eye;liver 7.951 9.764 5.968 6.911 6.784 11.856 11.690 6.975 8.879 8.767 11.179 10.823 11.832 8.442 0.150941 0.288775 1.499 0.655534 0.833317 ‐0.187 0.002549 0.039033 2.698



sp|Q9NQ38|ISK5Q9NQ38 ISK5_HUMAN SPINK5 serine peptidheart 1.601 0.476 2.580 ‐1.666 ‐1.250 1.232 1.696 2.151 0.875 3.656 2.602 ‐2.227 2.577 4.760 0.151165 0.288775 1.188 0.210729 0.444117 0.348 0.164338 0.371878 1.345
sp|P31146|COR1P31146 COR1A_HUMAN CORO1A coronin 1A lymph_no ‐10.793 ‐0.577 ‐1.426 ‐8.102 ‐7.375 ‐1.834 ‐1.564 ‐3.556 0.496 ‐1.809 ‐5.914 0.794 ‐4.460 4.081 0.151734 0.289037 3.268 0.533383 0.752108 1.183 0.041811 0.178930 3.337
sp|P52209|6PGDP52209 6PGD_HUMAN PGD phosphogluconate dehy ‐2.665 ‐7.484 ‐8.027 ‐4.961 ‐8.355 ‐2.455 ‐4.227 ‐3.769 2.279 ‐5.367 ‐4.324 ‐3.898 ‐5.639 4.536 0.152004 0.289037 3.174 0.789456 0.911411 1.415 0.032953 0.153781 2.815
sp|Q13201|MM Q13201 MMRN1_HUMAN MMRN1 multimerin 1heart;sma ‐2.190 ‐2.293 1.081 0.846 0.622 0.914 1.734 ‐1.433 ‐3.424 0.562 0.298 ‐3.242 ‐1.752 ‐2.766 0.152187 0.289037 ‐1.631 0.173066 0.397423 ‐2.125 0.571922 0.766122 0.792
sp|P20933|ASPGP20933 ASPG_HUMAN AGA aspartylglucocervix ‐4.569 ‐1.487 ‐2.759 ‐0.263 ‐2.466 ‐3.302 ‐2.510 ‐4.297 ‐0.114 ‐1.429 ‐3.310 ‐1.381 1.859 ‐2.651 0.155589 0.294926 1.536 0.069307 0.240003 2.199 0.225636 0.455924 ‐1.061
sp|A0A0A0MS15A0A0A0MS15 HV349_HUMAN None None None ‐1.173 1.438 ‐5.894 ‐4.351 ‐10.224 0.837 0.390 2.069 ‐0.479 1.307 0.395 2.824 ‐0.160 0.503 0.157533 0.298036 2.845 0.542897 0.760344 ‐0.367 0.011406 0.090880 5.139
sp|P30047|GFRPP30047 GFRP_HUMAN GCHFR GTP cyclohydrolase I fe 4.555 0.291 ‐5.204 0.480 ‐1.222 1.378 0.042 1.034 ‐1.417 0.975 1.958 ‐2.055 ‐3.021 ‐3.055 0.158805 0.299863 ‐1.272 0.018988 0.112136 ‐1.921 0.272366 0.497519 1.038
sp|P16083|NQOP16083 NQO2_HUMAN NQO2 N‐ribosyldihydronicotin ‐1.733 ‐1.135 ‐1.467 ‐2.157 ‐4.781 ‐3.338 0.062 ‐4.390 0.782 ‐1.152 ‐1.973 ‐7.095 0.183 ‐0.858 0.161255 0.303730 0.682 0.291930 0.534458 0.870 0.143732 0.344173 ‐0.301
sp|Q06830|PRDXQ06830 PRDX1_HUMAN PRDX1 peroxiredoxi bladder ‐0.146 0.982 ‐1.176 0.563 1.622 ‐0.915 ‐2.428 1.153 0.016 0.350 ‐3.668 ‐1.209 ‐3.006 ‐0.745 0.161473 0.303730 ‐1.334 0.682777 0.855654 ‐0.647 0.276151 0.501163 ‐1.099
sp|Q99972|MYOQ99972 MYOC_HUMAN MYOC myocilin eye ‐0.468 ‐3.665 ‐2.658 ‐1.391 ‐2.948 ‐2.156 ‐0.655 0.665 1.127 2.057 ‐1.321 ‐2.543 ‐2.265 1.768 0.164063 0.308010 1.463 0.713847 0.867953 0.519 0.203964 0.427565 1.511
sp|O15145|ARPCO15145 ARPC3_HUMAN ARPC3 actin related protein 2/ ‐5.029 ‐7.750 ‐5.503 ‐3.452 ‐3.978 ‐1.366 ‐3.485 ‐5.400 ‐2.709 ‐2.471 ‐5.775 ‐2.972 ‐4.714 0.873 0.165156 0.309470 1.534 0.829655 0.923558 0.456 0.242265 0.471940 1.725
sp|Q8N114|SHSAQ8N114 SHSA5_HUMAN SHISA5 shisa family member 5 4.332 2.715 2.713 3.647 2.493 2.445 2.679 4.029 2.913 3.287 2.697 ‐4.728 1.737 1.750 0.165788 0.310062 ‐1.856 0.292300 0.534458 ‐1.775 0.867618 0.934312 ‐0.129
sp|P04432|KVD3P04432 KVD39_HUMAN None None None 0.223 2.975 ‐0.353 ‐0.152 ‐1.966 4.337 3.014 3.792 2.739 5.254 4.643 2.691 1.932 1.737 0.167482 0.312632 1.682 0.372965 0.607612 ‐0.548 0.000271 0.015604 3.569
sp|A0A0C4DH33A0A0C4DH33 HV124_HUMAN None None None ‐5.420 ‐1.232 ‐6.430 ‐5.646 ‐2.390 1.771 ‐2.770 ‐4.870 ‐3.243 ‐1.285 ‐1.313 2.534 ‐8.653 ‐1.741 0.168417 0.313780 1.090 0.686084 0.857604 ‐0.327 0.263971 0.488182 2.267
sp|P24593|IBP5_P24593 IBP5_HUMAN IGFBP5 insulin like growth facto ‐1.324 ‐5.604 ‐1.831 ‐1.642 ‐2.500 ‐4.946 ‐4.708 ‐2.469 ‐1.003 ‐0.848 0.286 ‐11.015 ‐2.062 ‐1.329 0.168790 0.313878 0.466 0.009043 0.076513 1.379 0.019786 0.116900 ‐1.461
sp|P04156|PRIOP04156 PRIO_HUMAN PRNP prion protein 2.561 1.681 2.501 2.539 2.148 1.144 0.912 2.614 0.818 2.033 1.300 ‐4.966 0.842 1.978 0.169579 0.314749 ‐1.679 0.592536 0.787494 ‐1.223 0.069299 0.235808 ‐0.729
sp|P11279|LAM P11279 LAMP1_HUMAN LAMP1 lysosomal as bladder 0.658 ‐1.115 0.311 1.477 1.603 0.129 0.367 ‐9.455 ‐0.497 1.275 ‐0.010 ‐0.889 ‐1.507 ‐2.730 0.171868 0.318395 0.027 0.841879 0.929101 2.260 0.260946 0.486907 ‐3.573
sp|P08697|A2APP08697 A2AP_HUMAN SERPINF2 serpin familykidney;live 1.267 1.928 ‐6.373 ‐1.692 0.776 4.390 2.589 1.734 0.789 2.564 2.785 4.656 5.573 0.847 0.172530 0.319018 2.292 0.980683 0.990793 ‐0.035 0.062472 0.222626 3.723
sp|P28300|LYOXP28300 LYOX_HUMAN LOX lysyl oxidase bone ‐4.876 ‐1.928 ‐8.580 ‐2.332 ‐0.777 ‐4.482 ‐5.031 0.041 ‐0.066 1.077 ‐1.197 ‐2.934 ‐1.485 ‐5.289 0.173600 0.320391 1.847 0.224481 0.454527 1.508 0.918506 0.958065 0.541
sp|P08263|GSTAP08263 GSTA1_HUMAN GSTA1 glutathione Sliver ‐0.545 0.451 ‐3.098 0.490 2.546 ‐6.755 ‐0.477 ‐2.700 ‐1.212 ‐1.705 ‐4.037 ‐3.729 ‐2.520 ‐1.659 0.174465 0.321383 ‐1.216 0.782827 0.907586 0.834 0.070960 0.237561 ‐3.279
sp|P05155|IC1_HP05155 IC1_HUMAN SERPING1 serpin family G membe 3.749 4.394 4.049 4.769 4.658 4.741 3.927 4.558 3.214 5.347 5.306 7.050 5.449 1.103 0.175089 0.321927 0.223 0.246166 0.479607 0.170 0.874378 0.936969 0.085
sp|Q7Z745|MROQ7Z745 MRO2B_HUMAN MROH2B maestro hea testis ‐6.717 ‐2.654 ‐6.756 ‐4.807 ‐7.653 ‐1.982 ‐1.741 ‐5.919 ‐4.712 ‐1.978 ‐8.421 ‐1.926 ‐1.131 0.408 0.175681 0.322412 1.819 0.606159 0.799509 0.254 0.045339 0.185135 2.504
sp|Q07954|LRP1Q07954 LRP1_HUMAN LRP1 LDL receptor related pr ‐0.552 ‐1.905 ‐1.076 0.634 0.343 ‐5.111 ‐2.893 ‐1.901 0.659 ‐1.209 ‐3.983 ‐3.955 ‐5.478 ‐2.304 0.176013 0.322417 ‐1.154 0.732615 0.878779 0.590 0.023068 0.127002 ‐2.790
sp|P05556|ITB1_P05556 ITB1_HUMAN ITGB1 integrin subunit beta 1 ‐1.648 ‐1.879 ‐5.308 ‐1.006 ‐5.448 ‐2.950 ‐2.290 ‐2.980 ‐6.782 1.000 ‐5.210 ‐6.919 ‐2.924 ‐3.588 0.177686 0.324873 ‐1.132 0.104802 0.302969 ‐1.330 0.806488 0.894161 0.318
sp|Q6UXB8|PI16Q6UXB8 PI16_HUMAN PI16 peptidase in heart 5.180 5.903 1.199 0.722 1.377 5.037 5.089 6.465 2.238 3.641 3.945 ‐7.634 2.300 0.964 0.181328 0.330914 ‐2.962 0.007959 0.074282 ‐4.621 0.115362 0.306382 2.654
sp|P02649|APOEP02649 APOE_HUMAN APOE apolipoprotein E 1.961 1.161 ‐0.446 1.545 2.766 ‐0.106 1.415 2.270 0.726 1.156 ‐0.061 4.869 ‐2.203 ‐1.149 0.182306 0.332082 ‐0.764 0.371531 0.607612 ‐0.637 0.752482 0.874337 ‐0.204
sp|P07476|INVOP07476 INVO_HUMAN IVL involucrin larynx ‐0.515 ‐1.859 3.403 ‐4.963 ‐4.582 0.074 ‐6.077 ‐4.465 ‐0.520 ‐10.004 ‐4.196 ‐4.783 ‐7.873 ‐2.522 0.185430 0.337145 ‐2.610 0.543508 0.760344 ‐1.494 0.499891 0.719374 ‐1.786
sp|P43251|BTD_P43251 BTD_HUMAN BTD biotinidase 2.147 2.404 ‐0.444 0.291 0.941 3.735 3.453 3.301 0.679 0.028 1.870 0.203 2.001 ‐1.129 0.187260 0.339842 ‐1.370 0.000435 0.023306 ‐2.888 0.006519 0.066533 2.429
sp|Q01469|FABPQ01469 FABP5_HUMAN FABP5 fatty acid binding prote 1.421 ‐1.625 4.170 ‐3.699 ‐1.120 3.749 ‐3.234 ‐3.289 3.615 1.726 2.887 ‐4.543 0.014 3.428 0.188834 0.342065 1.641 0.118550 0.323618 2.113 0.548656 0.753803 ‐0.755
sp|Q9NPH3|IL1AQ9NPH3 IL1AP_HUMAN IL1RAP interleukin 1 receptor a ‐3.220 ‐1.675 ‐6.933 ‐0.813 ‐2.601 ‐2.709 ‐2.271 ‐0.251 ‐1.085 ‐3.644 ‐3.364 ‐7.276 ‐1.615 ‐5.797 0.189737 0.343068 ‐1.238 0.202199 0.429837 ‐2.053 0.432902 0.653689 1.305
sp|P12872|MOTP12872 MOTI_HUMAN MLN motilin ‐1.849 ‐5.465 ‐5.045 ‐6.431 ‐5.952 ‐2.445 ‐0.811 ‐0.497 ‐2.293 ‐2.681 ‐3.229 ‐4.106 2.974 0.553 0.190631 0.344048 2.098 0.604273 0.798097 ‐0.213 0.000474 0.017859 3.697
sp|P0DSN7|KVD P0DSN7 KVD37_HUMAN None None None ‐9.593 ‐1.382 ‐4.364 ‐3.746 ‐3.248 ‐2.045 ‐3.302 ‐0.202 ‐2.728 0.563 ‐0.313 ‐4.470 ‐2.037 ‐1.706 0.191390 0.344431 1.704 0.961800 0.986370 0.068 0.102058 0.288610 2.617
sp|Q8N6Q3|CD1Q8N6Q3 CD177_HUMAN CD177 CD177 molecprostate 1.449 ‐2.932 ‐2.755 1.000 ‐2.102 ‐0.593 ‐0.805 ‐2.946 ‐1.243 ‐4.370 ‐1.263 ‐3.905 ‐3.906 ‐1.626 0.191546 0.344431 ‐1.508 0.301227 0.542651 ‐1.271 0.807882 0.894161 ‐0.380
sp|Q14247|SRC8Q14247 SRC8_HUMAN CTTN cortactin larynx ‐0.261 ‐2.353 ‐2.117 ‐1.490 ‐1.342 ‐6.954 ‐4.252 ‐1.630 ‐2.461 1.026 ‐2.395 ‐7.936 ‐5.634 ‐6.726 0.193619 0.347521 ‐1.471 0.917622 0.967399 0.258 0.013891 0.098894 ‐2.766
sp|P55000|SLURP55000 SLUR1_HUMAN SLURP1 secreted LY6/PLAUR do 5.188 4.411 3.342 4.440 3.941 5.521 5.922 6.488 3.167 4.954 4.986 ‐3.929 4.370 3.655 0.194508 0.348479 ‐2.040 0.015944 0.100163 ‐3.110 0.014632 0.098894 1.712
sp|Q92688|AN3 Q92688 AN32B_HUMAN ANP32B acidic nuclear phosphop ‐2.645 ‐4.978 ‐1.210 ‐3.929 ‐2.136 ‐3.830 ‐6.323 ‐7.333 ‐3.965 ‐4.136 ‐1.881 0.025 ‐3.358 ‐0.425 0.195004 0.348730 1.758 0.049667 0.202808 3.539 0.043185 0.180860 ‐2.849
sp|P23528|COF1P23528 COF1_HUMAN CFL1 cofilin 1 ‐0.645 ‐1.793 ‐2.442 0.198 ‐0.391 ‐5.142 ‐3.269 ‐1.959 2.324 ‐1.779 ‐6.860 0.854 ‐2.773 2.873 0.196461 0.350695 1.037 0.085274 0.268709 2.563 0.039488 0.172759 ‐2.442
sp|P35542|SAA4P35542 SAA4_HUMAN SAA4 serum amyloliver ‐0.260 ‐1.202 ‐2.747 ‐8.322 ‐3.625 ‐2.327 ‐3.203 ‐2.855 ‐3.606 ‐1.839 ‐1.974 4.588 0.601 ‐2.610 0.198095 0.352969 2.261 0.182594 0.406688 1.988 0.763836 0.876790 0.436
sp|P23284|PPIB_P23284 PPIB_HUMAN PPIB peptidylprolybladder ‐2.161 ‐2.746 ‐6.634 ‐2.909 ‐1.331 ‐2.453 ‐5.941 ‐10.692 ‐2.769 ‐6.459 ‐12.243 ‐6.205 ‐8.294 ‐2.662 0.198646 0.353308 ‐2.080 0.982167 0.991271 ‐0.076 0.033852 0.155750 ‐3.206
sp|Q9H0W9|CK0Q9H0W9 CK054_HUMAN C11orf54 chromosomekidney ‐7.468 0.598 ‐2.355 0.912 0.890 ‐1.840 ‐1.413 ‐0.480 ‐0.801 ‐0.980 ‐2.581 ‐2.840 ‐2.385 ‐1.839 0.199257 0.353754 ‐0.510 0.407902 0.643383 ‐0.660 0.722431 0.859338 0.241
sp|P04430|KV11P04430 KV116_HUMAN None None None ‐5.538 ‐1.213 ‐9.914 ‐4.708 ‐6.161 0.787 0.280 0.548 ‐0.568 2.282 0.558 1.729 ‐5.289 ‐1.717 0.201782 0.357589 2.739 0.479225 0.700956 ‐1.039 0.000012 0.005902 6.046
sp|P54108|CRIS3P54108 CRIS3_HUMAN CRISP3 cysteine rich blood ‐3.239 ‐4.504 0.322 ‐2.110 ‐2.908 ‐3.303 ‐1.931 ‐4.736 ‐1.063 ‐0.609 ‐4.643 ‐3.884 ‐1.500 0.643 0.203233 0.359509 0.958 0.292710 0.534458 1.480 0.552492 0.754097 ‐0.835
sp|Q9BQE3|TBAQ9BQE3 TBA1C_HUMAN TUBA1C tubulin alpha 1c ‐2.446 ‐2.217 ‐7.968 1.189 ‐3.716 ‐3.961 0.153 ‐0.929 ‐4.379 ‐5.941 ‐1.558 ‐2.973 ‐4.645 ‐2.330 0.204011 0.360236 ‐1.151 0.135413 0.347395 ‐2.059 0.387198 0.609836 1.453
sp|A0A075B6S5 A0A075B6S5 KV127_HUMAN None None None ‐0.850 1.698 0.130 ‐0.935 ‐1.881 3.385 3.452 3.678 2.246 3.836 4.027 3.009 2.207 0.771 0.205781 0.362708 1.598 0.357953 0.602738 ‐0.822 0.000030 0.006441 3.873
sp|Q14126|DSG Q14126 DSG2_HUMAN DSG2 desmoglein 2tongue ‐5.815 ‐5.143 ‐5.249 ‐2.695 ‐2.777 ‐1.047 ‐0.829 ‐2.517 ‐6.697 ‐2.519 ‐0.245 ‐6.293 ‐8.735 ‐5.341 0.206593 0.363485 ‐1.712 0.005274 0.062276 ‐3.507 0.019076 0.116116 2.872
sp|P01703|LV14P01703 LV140_HUMAN None None None ‐0.751 2.209 ‐0.717 ‐1.470 ‐5.605 3.893 2.676 2.553 1.960 3.366 3.582 2.828 0.636 1.087 0.207450 0.364339 1.895 0.394353 0.627380 ‐0.797 0.000243 0.015604 4.307
sp|P30046|DOP P30046 DOPD_HUMAN DDT D‐dopachrome tautome ‐4.325 ‐1.151 ‐5.177 ‐2.555 ‐5.482 ‐4.176 ‐1.647 ‐8.336 ‐0.352 ‐0.115 ‐1.805 ‐5.321 ‐6.307 0.572 0.208700 0.364575 1.885 0.351956 0.594685 2.498 0.634901 0.811399 ‐0.982
sp|P98160|PGBMP98160 PGBM_HUMAN HSPG2 heparan sulfate proteog 6.969 6.589 6.197 6.253 6.742 7.116 7.319 7.779 6.486 7.359 6.221 2.504 6.277 5.645 0.208446 0.364575 ‐1.122 0.055076 0.209202 ‐1.656 0.123975 0.315572 0.855
sp|Q9UGM3|DMQ9UGM3 DMBT1_HUMAN DMBT1 deleted in mcolon;stom ‐0.773 0.173 ‐4.900 ‐1.541 ‐2.513 ‐3.401 ‐2.018 ‐8.945 ‐0.532 ‐4.001 ‐2.861 ‐5.019 ‐3.709 ‐5.250 0.208596 0.364575 ‐0.572 0.724347 0.872063 1.226 0.165779 0.373479 ‐2.878
sp|P48740|MAS P48740 MASP1_HUMAN MASP1 mannan binding lectin s ‐4.633 ‐2.472 ‐2.568 ‐6.452 ‐4.774 ‐1.854 ‐10.902 ‐9.256 ‐4.571 ‐2.395 ‐4.242 ‐0.226 0.386 ‐5.871 0.209333 0.365030 2.544 0.081564 0.260367 4.517 0.033233 0.153947 ‐3.157
sp|P52823|STC1P52823 STC1_HUMAN STC1 stanniocalcinkidney ‐7.747 ‐5.841 ‐5.071 ‐4.371 ‐3.690 ‐5.905 ‐5.999 ‐2.428 ‐0.809 ‐4.541 ‐2.364 ‐5.113 ‐4.256 ‐7.002 0.210887 0.367086 1.117 0.570379 0.775272 0.763 0.970115 0.983953 0.567
sp|Q8IZA0|K319Q8IZA0 K319L_HUMAN KIAA0319LKIAA0319 like ‐0.676 ‐1.979 ‐6.752 ‐1.637 ‐4.701 ‐1.717 ‐2.519 ‐1.129 ‐6.047 ‐1.582 ‐1.483 ‐6.317 ‐3.743 ‐5.270 0.212746 0.369665 ‐1.435 0.010656 0.080152 ‐2.285 0.364053 0.587242 1.361
sp|Q10589|BST2Q10589 BST2_HUMAN BST2 bone marrow stromal c ‐2.754 ‐0.644 0.537 ‐4.494 ‐3.412 ‐2.740 ‐2.595 ‐0.518 ‐1.488 ‐2.143 ‐1.332 ‐4.807 ‐10.564 ‐5.125 0.214033 0.371244 ‐2.166 0.278774 0.519389 ‐2.292 0.878596 0.938064 0.203
sp|P13284|GILT_P13284 GILT_HUMAN IFI30 IFI30 lysosomal thiol re 2.447 2.080 ‐0.526 1.453 1.060 0.400 0.671 ‐2.756 2.163 1.753 0.176 ‐1.159 ‐3.501 ‐3.712 0.215094 0.372424 ‐1.317 0.941967 0.978847 ‐0.151 0.115269 0.306382 ‐1.865
sp|P68133|ACTSP68133 ACTS_HUMAN ACTA1 actin alpha 1larynx;mus ‐1.302 0.369 ‐1.442 0.496 0.050 ‐0.152 ‐1.009 ‐0.460 2.197 ‐1.238 ‐1.169 0.855 0.172 3.263 0.215577 0.372603 1.111 0.150558 0.364790 1.220 0.807530 0.894161 ‐0.174
sp|Q15904|VAS1Q15904 VAS1_HUMAN ATP6AP1 ATPase H+ transporting ‐0.551 ‐0.441 ‐6.993 ‐0.399 0.894 ‐1.285 ‐0.611 0.023 ‐1.302 ‐0.688 ‐1.439 ‐3.668 ‐0.495 ‐1.441 0.216569 0.373658 ‐0.335 0.368871 0.607612 ‐0.882 0.787237 0.882927 0.874
sp|O60234|GMFO60234 GMFG_HUMAN GMFG glia maturati blood ‐5.246 ‐2.199 ‐2.809 ‐3.547 ‐3.332 ‐2.704 ‐5.239 ‐1.691 ‐1.012 ‐2.372 0.056 ‐3.727 ‐6.918 ‐0.639 0.217014 0.373767 0.910 0.482305 0.704409 0.776 0.754457 0.874991 0.215
sp|P22894|MMPP22894 MMP8_HUMAN MMP8 matrix metallopeptidas ‐7.685 ‐2.616 0.497 ‐3.435 ‐9.473 ‐7.000 ‐1.767 ‐2.142 1.125 ‐3.547 ‐5.242 ‐3.037 ‐3.004 2.943 0.219314 0.377067 2.409 0.372871 0.607612 1.843 0.710019 0.852979 0.906
sp|P07355|ANXAP07355 ANXA2_HUMAN ANXA2 annexin A2 bladder ‐0.115 1.269 1.670 ‐3.148 ‐3.291 2.432 ‐3.499 ‐2.442 ‐1.605 ‐2.944 ‐5.302 ‐1.653 ‐2.148 ‐2.109 0.220900 0.378945 ‐1.736 0.877372 0.942668 ‐1.457 0.843909 0.919946 ‐0.447
sp|P31946|1433P31946 1433B_HUMAN YWHAB tyrosine 3‐monooxygen ‐2.625 ‐3.240 ‐2.765 ‐1.242 ‐1.245 ‐3.246 ‐4.300 ‐3.085 ‐2.379 ‐4.026 ‐7.566 ‐3.380 ‐5.374 0.727 0.221180 0.378945 ‐0.948 0.802612 0.916737 ‐0.123 0.105612 0.293201 ‐1.320
sp|P04216|THY1P04216 THY1_HUMAN THY1 Thy‐1 cell surface antige 2.750 2.345 1.251 1.955 0.542 2.512 2.292 3.258 2.385 2.408 1.726 ‐4.973 0.535 0.815 0.222011 0.379704 ‐1.630 0.088605 0.274857 ‐2.204 0.213926 0.440182 0.919
sp|P08572|CO4AP08572 CO4A2_HUMAN COL4A2 collagen type IV alpha 2 ‐1.017 ‐0.587 ‐2.262 ‐0.369 ‐0.794 ‐3.187 ‐1.424 ‐1.102 ‐1.685 ‐0.468 ‐2.553 ‐7.198 ‐1.466 ‐2.287 0.223014 0.380094 ‐1.267 0.805606 0.918000 ‐0.705 0.234907 0.467904 ‐0.898
sp|P0DP25|CALMP0DP25 CALM3_HUMAN CALM1 calmodulin 1 1.404 0.953 ‐1.024 0.284 ‐0.997 0.130 ‐0.828 ‐0.358 2.406 0.172 1.632 ‐1.456 ‐0.285 2.746 0.222835 0.380094 0.924 0.158463 0.377844 1.221 0.533437 0.745747 ‐0.476
sp|P07357|CO8AP07357 CO8A_HUMAN C8A complement liver ‐2.928 ‐3.932 ‐6.662 ‐1.958 ‐7.879 ‐0.936 ‐3.682 ‐1.818 ‐5.321 ‐1.112 ‐6.324 3.337 3.238 ‐2.979 0.224961 0.381423 2.198 0.948469 0.982700 0.619 0.141584 0.342599 2.526
sp|P0DOY2|IGLCP0DOY2 IGLC2_HUMAN None None None 4.172 7.683 2.482 2.699 3.216 7.018 6.123 6.479 5.655 7.411 8.026 6.662 5.038 5.119 0.224279 0.381423 1.334 0.577633 0.778338 ‐0.222 0.002251 0.038041 2.490
sp|Q9UM47|NOQ9UM47 NOTC3_HUMAN NOTCH3 notch receptor 3 ‐2.734 ‐2.456 ‐2.527 ‐1.163 ‐1.862 ‐2.478 ‐10.236 ‐3.090 0.517 ‐2.353 ‐4.538 ‐4.178 ‐2.987 ‐3.994 0.224855 0.381423 0.396 0.656100 0.833317 2.346 0.142591 0.343340 ‐3.120
sp|Q9HBB8|CDHQ9HBB8 CDHR5_HUMAN CDHR5 cadherin relacolon;kidn ‐8.849 ‐2.640 ‐1.560 0.278 0.140 ‐5.808 ‐0.768 ‐2.552 ‐9.305 ‐4.331 ‐5.714 ‐0.742 ‐2.094 ‐3.913 0.226956 0.384140 ‐1.630 0.568661 0.774010 ‐1.307 0.654781 0.822673 ‐0.517
sp|P14174|MIF_P14174 MIF_HUMAN MIF macrophage migration  ‐1.729 ‐0.625 ‐5.019 ‐0.272 0.015 ‐1.137 ‐1.649 ‐0.943 1.401 ‐3.489 ‐8.081 ‐2.293 ‐1.840 1.907 0.228158 0.384845 ‐0.646 0.248894 0.483201 ‐0.823 0.630306 0.807451 0.283
sp|P19438|TNR1P19438 TNR1A_HUMAN TNFRSF1A TNF receptor superfam ‐0.450 ‐0.693 ‐2.577 ‐6.463 ‐3.359 ‐1.794 ‐0.353 ‐0.825 ‐2.003 0.195 0.315 ‐2.327 0.264 ‐0.516 0.227808 0.384845 1.386 0.739198 0.880321 0.312 0.240136 0.471164 1.718
sp|A0A0A0MT36A0A0A0MT36 KVD21_HUMAN None None None ‐0.726 ‐0.871 ‐2.849 ‐4.940 ‐4.646 ‐0.210 ‐0.665 0.312 ‐3.187 ‐3.776 ‐0.140 ‐0.684 ‐10.478 ‐6.407 0.228765 0.385174 ‐2.288 0.001319 0.032309 ‐3.924 0.050659 0.198862 2.619
sp|Q14624|ITIH4Q14624 ITIH4_HUMAN ITIH4 inter‐alpha‐t liver 7.077 7.763 4.440 6.594 6.464 7.296 7.492 5.283 6.922 8.315 7.555 7.985 7.801 4.680 0.229139 0.385174 0.659 0.381824 0.615095 0.519 0.740062 0.866501 0.223
sp|A8MQ27|NEUA8MQ27 NEU1B_HUMAN NEURL1B neuralized E3 ubiquitin  ‐7.013 ‐5.114 ‐6.039 ‐4.254 ‐4.337 ‐1.965 ‐4.502 ‐2.109 ‐5.205 ‐0.235 0.334 ‐2.466 ‐2.448 ‐5.717 0.229681 0.385424 1.794 0.882065 0.945759 0.236 0.031639 0.151251 2.493
sp|P01709|LV20P01709 LV208_HUMAN None None None ‐1.053 1.799 ‐1.277 ‐3.206 ‐2.929 2.544 0.771 1.447 0.040 2.335 0.977 1.032 0.161 1.425 0.233070 0.390442 1.233 0.510504 0.735726 ‐0.592 0.007484 0.069852 2.921
sp|O00533|NCHO00533 NCHL1_HUMAN CHL1 cell adhesion molecule  ‐1.557 ‐2.068 ‐2.405 ‐1.174 ‐2.449 ‐3.864 ‐2.817 ‐5.771 ‐7.377 ‐3.333 ‐2.080 ‐2.227 ‐3.603 ‐5.521 0.233491 0.390481 ‐1.260 0.905327 0.957492 0.127 0.018106 0.113019 ‐2.220
sp|P02788|TRFL P02788 TRFL_HUMAN LTF lactotransferblood 4.129 4.432 2.306 3.951 ‐2.474 ‐2.862 0.935 1.647 7.436 ‐0.539 0.219 4.217 4.686 7.676 0.236389 0.394653 2.441 0.142874 0.355372 4.043 0.034940 0.158180 ‐2.563
sp|Q14766|LTBPQ14766 LTBP1_HUMAN LTBP1 latent transfobone 1.659 0.861 ‐3.827 ‐1.611 ‐1.081 1.470 2.356 0.657 1.721 1.634 2.688 ‐2.436 1.049 2.927 0.236968 0.394946 1.203 0.849531 0.932736 ‐0.231 0.061107 0.222622 2.294
sp|A0A0B4J1U7 A0A0B4J1U7 HV601_HUMAN None None None ‐0.493 1.099 ‐6.360 ‐2.773 ‐1.316 1.747 1.110 ‐0.001 0.418 0.774 ‐1.616 2.543 1.225 1.090 0.238059 0.396092 1.612 0.887135 0.950155 ‐0.213 0.042624 0.180598 2.920
sp|P02652|APOAP02652 APOA2_HUMAN APOA2 apolipoproteliver;splee 3.451 ‐0.039 ‐0.301 0.775 3.660 3.653 0.811 ‐0.074 1.261 3.410 ‐1.618 7.028 4.417 3.111 0.238603 0.396323 1.443 0.310851 0.553276 1.471 0.977748 0.985795 ‐0.046
sp|P78325|ADAMP78325 ADAM8_HUMAN ADAM8 ADAM metalbone_mar ‐1.622 ‐5.844 ‐7.009 1.429 ‐7.707 ‐2.683 ‐1.072 ‐1.278 ‐2.638 ‐4.120 ‐3.625 ‐3.460 ‐3.480 ‐3.140 0.239376 0.396935 ‐0.187 0.006723 0.069993 ‐1.733 0.112755 0.302739 2.473
sp|P04004|VTNCP04004 VTNC_HUMAN VTN vitronectin liver 6.356 4.824 5.148 3.314 5.117 5.600 3.924 5.260 3.489 4.263 3.920 4.912 5.881 3.963 0.240159 0.397560 ‐0.538 0.417685 0.651801 ‐0.523 0.964603 0.983309 ‐0.024
sp|P29508|SPB3P29508 SPB3_HUMAN SERPINB3 serpin familylarynx;ton 1.324 0.811 4.871 ‐3.896 0.013 3.844 ‐4.756 ‐5.647 ‐3.288 ‐4.553 ‐0.174 ‐8.620 ‐3.213 0.253 0.241577 0.399233 ‐2.836 0.709985 0.866586 ‐1.080 0.005257 0.060362 ‐2.811
sp|P14550|AK1AP14550 AK1A1_HUMAN AKR1A1 aldo‐keto reductase fam ‐3.925 ‐0.089 ‐4.966 ‐1.388 ‐1.191 ‐5.797 ‐6.454 ‐2.996 ‐4.605 ‐4.861 ‐6.147 ‐4.109 ‐6.048 ‐2.697 0.243440 0.401634 ‐1.394 0.794224 0.912473 0.338 0.086538 0.265854 ‐2.771
sp|Q8NDA2|HMQ8NDA2 HMCN2_HUMAN None None None ‐7.813 ‐4.573 ‐3.917 ‐3.751 ‐3.359 ‐4.644 ‐7.208 0.151 ‐2.806 ‐2.789 ‐4.179 ‐5.140 ‐3.495 ‐2.890 0.245266 0.403967 0.839 0.257321 0.491121 0.350 0.673230 0.835147 0.783
sp|P98095|FBLNP98095 FBLN2_HUMAN FBLN2 fibulin 2 soft_tissue 2.854 1.247 1.647 0.685 0.970 ‐1.696 0.756 2.157 1.280 2.589 1.032 ‐2.761 ‐0.171 ‐0.625 0.248644 0.408844 ‐0.853 0.942889 0.978847 ‐0.181 0.391425 0.612464 ‐1.075
sp|Q16610|ECMQ16610 ECM1_HUMAN ECM1 extracellular matrix pro ‐3.053 ‐10.693 ‐1.740 ‐11.008 ‐4.682 ‐8.054 ‐2.205 ‐2.379 ‐1.289 ‐3.155 ‐6.282 ‐0.087 ‐0.663 ‐6.162 0.249586 0.409706 2.537 0.558272 0.766768 1.273 0.548679 0.753803 2.023
sp|P41439|FOLRP41439 FOLR3_HUMAN FOLR3 folate receptkidney 1.089 1.905 ‐5.428 0.726 ‐4.423 ‐1.243 ‐0.106 ‐0.252 1.051 ‐2.309 ‐1.138 ‐0.326 ‐11.146 ‐7.916 0.250087 0.409842 ‐2.664 0.193417 0.420286 ‐3.097 0.737162 0.865172 0.692
sp|O75594|PGR O75594 PGRP1_HUMAN PGLYRP1 peptidoglycan recogniti 5.383 5.075 4.427 4.732 3.886 4.743 5.284 5.922 3.763 4.597 5.755 ‐2.973 3.616 5.023 0.251672 0.411751 ‐1.634 0.180078 0.402917 ‐2.019 0.337099 0.561832 0.616
sp|A0A087WSY4A0A087WSY4 HV432_HUMAN None None None ‐8.128 ‐4.966 ‐4.788 ‐8.253 ‐0.908 ‐1.831 ‐3.733 ‐5.281 ‐8.036 ‐4.270 ‐3.871 0.342 ‐3.838 ‐1.383 0.255424 0.417193 1.227 0.866300 0.936024 0.105 0.245682 0.473953 1.794
sp|P09758|TACDP09758 TACD2_HUMAN TACSTD2 tumor associated calciu ‐1.582 ‐2.569 ‐1.919 ‐0.970 ‐1.118 ‐9.562 ‐3.344 ‐5.572 ‐7.525 ‐4.648 ‐8.040 ‐5.192 ‐1.630 ‐1.100 0.257704 0.420216 ‐1.360 0.583512 0.781205 1.470 0.001080 0.024758 ‐4.528
sp|Q13443|ADAQ13443 ADAM9_HUMAN ADAM9 ADAM metallopeptidas ‐3.627 ‐3.641 ‐3.667 ‐1.354 ‐8.113 ‐10.070 ‐2.393 0.310 ‐3.548 ‐3.142 ‐3.911 ‐5.107 ‐5.214 ‐4.670 0.259821 0.422964 ‐0.196 0.108073 0.309684 ‐0.214 0.358201 0.583117 0.029
sp|P07686|HEXBP07686 HEXB_HUMAN HEXB hexosaminidplacenta ‐0.932 1.229 ‐5.787 0.179 ‐0.301 ‐1.420 ‐0.994 ‐1.041 1.389 1.834 ‐1.426 ‐3.237 ‐6.929 ‐3.394 0.263888 0.428163 ‐0.827 0.739917 0.880321 ‐0.809 0.214252 0.440182 ‐0.029
sp|P12104|FABPP12104 FABPI_HUMAN FABP2 fatty acid binding prote ‐6.796 ‐7.048 ‐2.652 ‐5.426 ‐5.487 ‐7.032 ‐1.722 ‐0.057 ‐0.801 ‐1.654 ‐0.673 ‐4.396 ‐6.078 ‐3.299 0.263630 0.428163 1.711 0.965702 0.986370 0.120 0.058841 0.216783 2.545
sp|Q9UKJ1|PILRAQ9UKJ1 PILRA_HUMAN PILRA paired immumammary ‐6.587 ‐6.452 ‐4.240 ‐5.087 ‐4.297 ‐2.472 ‐2.631 ‐2.613 ‐1.117 ‐1.963 ‐5.685 ‐1.663 ‐4.654 ‐2.099 0.265848 0.430629 1.434 0.346730 0.591717 ‐0.292 0.004598 0.055636 2.761
sp|P01717|LV32P01717 LV325_HUMAN None None None ‐1.324 2.229 ‐6.623 ‐2.909 ‐1.967 3.084 0.601 2.116 ‐0.328 2.657 2.030 3.621 ‐2.253 2.540 0.266461 0.430910 1.977 0.806155 0.918000 ‐0.556 0.004837 0.057177 4.053
sp|P12724|ECP_P12724 ECP_HUMAN RNASE3 ribonucleaseblood ‐9.116 ‐5.682 ‐6.098 ‐1.083 ‐3.452 ‐3.805 ‐1.198 ‐2.921 ‐1.063 ‐7.570 ‐5.273 ‐0.072 ‐1.257 0.519 0.267498 0.431678 1.717 0.612628 0.805873 0.189 0.096521 0.283206 2.445
sp|P17936|IBP3_P17936 IBP3_HUMAN IGFBP3 insulin like growth facto 0.441 ‐0.298 ‐1.032 ‐0.689 ‐0.976 0.662 1.281 0.820 0.061 1.669 1.178 ‐1.083 0.418 2.967 0.267816 0.431678 0.842 0.871859 0.938925 ‐0.053 0.019465 0.116900 1.432
sp|P21709|EPHAP21709 EPHA1_HUMAN EPHA1 EPH receptor A1 ‐7.184 ‐6.407 ‐5.146 ‐4.642 ‐2.793 ‐7.796 ‐7.355 ‐3.212 ‐6.421 ‐0.702 ‐4.564 ‐0.594 ‐4.302 ‐6.777 0.270162 0.434743 1.674 0.360364 0.603513 2.228 0.497764 0.717366 ‐0.887
sp|P01701|LV15P01701 LV151_HUMAN None None None ‐0.099 1.960 ‐3.294 ‐0.758 ‐0.410 2.976 1.971 2.673 ‐0.507 2.524 4.187 3.739 0.450 2.123 0.271034 0.435432 1.459 0.772033 0.902823 ‐0.454 0.000873 0.023856 3.061
sp|A0A0A0MS14A0A0A0MS14 HV145_HUMAN None None None ‐4.268 ‐2.998 ‐2.996 ‐0.241 ‐6.240 ‐5.566 ‐2.872 ‐5.434 ‐4.772 ‐2.570 ‐3.555 ‐1.630 ‐0.307 ‐4.203 0.273459 0.437989 0.987 0.171919 0.397359 1.784 0.240676 0.471164 ‐1.275
sp|P46783|RS10P46783 RS10_HUMAN RPS10 ribosomal pr tongue ‐7.496 ‐1.651 ‐3.340 ‐1.573 ‐3.545 ‐12.118 ‐8.663 ‐5.512 ‐6.759 ‐1.751 ‐2.125 2.468 ‐3.501 ‐6.738 0.273520 0.437989 2.420 0.084650 0.267602 5.697 0.014169 0.098894 ‐5.243
sp|P01859|IGHGP01859 IGHG2_HUMAN None None None 4.249 7.988 3.725 6.141 5.782 9.240 8.501 6.852 5.880 7.977 8.396 8.883 8.127 6.537 0.274723 0.438701 1.074 0.601118 0.795000 ‐0.564 0.050627 0.198862 2.621
sp|Q9Y547|IFT2 Q9Y547 IFT25_HUMAN HSPB11 heat shock protein fam ‐2.459 ‐2.305 ‐4.380 ‐5.856 ‐6.440 ‐2.026 ‐2.207 ‐1.854 ‐2.892 ‐2.238 ‐1.455 1.232 ‐2.989 ‐3.845 0.274860 0.438701 1.410 0.595191 0.788226 ‐0.003 0.044698 0.184828 2.260
sp|B9A064|IGLL5B9A064 IGLL5_HUMAN IGLL5 immunoglobulin lambd 7.860 10.056 5.428 6.673 6.494 9.773 9.378 9.350 8.984 9.880 10.240 9.333 8.930 7.995 0.275568 0.439117 1.101 0.692271 0.858162 ‐0.273 0.001951 0.035991 2.198
sp|P36222|CH3LP36222 CH3L1_HUMAN CHI3L1 chitinase 3 li blood ‐6.456 ‐3.036 ‐0.294 ‐2.649 ‐2.471 ‐3.057 ‐4.674 ‐0.310 ‐0.104 ‐3.548 ‐2.863 ‐4.898 2.440 2.079 0.277148 0.440917 1.720 0.499270 0.724024 1.531 0.981284 0.987329 0.301
sp|P09958|FURI P09958 FURIN_HUMAN FURIN furin, paired small_inte ‐2.956 ‐9.577 ‐7.683 ‐2.524 ‐2.412 ‐2.949 ‐5.510 ‐1.844 ‐2.279 ‐0.705 ‐1.429 ‐7.611 ‐2.204 ‐4.042 0.282392 0.448533 1.387 0.581656 0.780140 0.389 0.475305 0.693153 1.596
sp|P0C0L4|CO4AP0C0L4 CO4A_HUMAN C4B complement liver ‐0.165 ‐0.096 ‐1.272 0.052 ‐0.767 2.056 0.453 0.915 ‐1.207 1.400 0.880 2.354 0.909 0.014 0.283069 0.448880 0.578 0.672375 0.848041 ‐0.416 0.026619 0.135062 1.591
sp|O75071|EFC1O75071 EFC14_HUMAN EFCAB14 EF‐hand calcium bindin ‐2.033 ‐4.717 ‐6.021 ‐4.261 ‐4.836 ‐1.037 ‐0.913 ‐1.945 ‐2.647 ‐0.485 ‐2.150 ‐4.804 ‐1.113 ‐1.088 0.284805 0.450903 1.172 0.559427 0.766768 ‐0.750 0.000331 0.016374 3.075
sp|P01624|KV31P01624 KV315_HUMAN None None None 3.833 5.385 0.799 1.649 1.914 5.284 5.900 6.311 5.419 6.610 6.410 5.449 3.120 3.806 0.285806 0.451757 1.251 0.544157 0.760344 ‐0.696 0.002145 0.037542 3.116
sp|Q92896|GSLGQ92896 GSLG1_HUMAN GLG1 golgi glycoprotein 1 ‐4.715 ‐4.109 ‐7.470 ‐3.447 ‐1.169 ‐4.248 ‐5.424 ‐3.749 ‐3.153 ‐5.533 ‐3.917 ‐2.545 ‐0.521 ‐4.240 0.287506 0.453713 0.973 0.266088 0.503410 1.155 0.642142 0.817271 ‐0.291
sp|P80188|NGA P80188 NGAL_HUMAN LCN2 lipocalin 2 blood;stom 1.228 0.636 2.540 ‐1.888 ‐1.085 2.173 ‐0.634 0.670 1.140 ‐0.386 0.047 2.294 2.231 7.062 0.289420 0.456000 1.610 0.527384 0.748162 1.328 0.741862 0.866984 0.450
sp|Q8NHP8|PLB Q8NHP8 PLBL2_HUMAN PLBD2 phospholipastestis ‐3.364 ‐2.891 ‐2.787 ‐3.795 ‐4.129 ‐3.827 ‐3.577 ‐7.963 ‐1.898 ‐2.873 ‐5.633 ‐7.342 ‐3.567 ‐6.775 0.290479 0.456933 ‐0.640 0.799710 0.916627 0.441 0.264099 0.488182 ‐1.729
sp|Q92954|PRG4Q92954 PRG4_HUMAN PRG4 proteoglycansoft_tissue 2.956 0.002 ‐6.677 0.211 ‐0.046 2.415 2.736 2.254 3.306 2.934 1.716 ‐0.074 1.923 3.298 0.291175 0.457294 1.702 0.957428 0.984554 ‐0.285 0.001157 0.025203 3.179
sp|A0A087WSY6A0A087WSY6 KVD15_HUMAN None None None ‐0.374 2.016 ‐2.734 ‐3.514 ‐3.713 2.228 2.273 2.952 1.476 3.356 3.850 1.263 ‐0.051 ‐0.216 0.292480 0.457877 1.721 0.128449 0.336540 ‐0.871 0.002880 0.041897 4.148
sp|O00499|BIN1O00499 BIN1_HUMAN BIN1 bridging integrator 1 ‐5.540 ‐0.534 ‐5.124 ‐2.014 ‐1.291 ‐2.101 ‐4.435 ‐1.584 1.935 ‐1.935 ‐3.287 ‐5.833 ‐5.686 ‐7.754 0.292406 0.457877 ‐0.932 0.371530 0.607612 ‐1.054 0.905292 0.951917 0.194
sp|P30044|PRDXP30044 PRDX5_HUMAN PRDX5 peroxiredoxin 5 ‐3.534 ‐0.307 ‐2.419 ‐4.733 ‐3.471 ‐3.710 ‐6.880 ‐2.683 ‐1.587 ‐8.916 2.022 ‐4.142 ‐3.370 ‐0.331 0.293727 0.459095 0.747 0.253812 0.486764 1.704 0.278136 0.503238 ‐1.531
sp|P10109|ADX_P10109 ADX_HUMAN FDX1 ferredoxin 1 0.625 ‐7.266 ‐2.974 ‐5.664 ‐1.107 ‐2.706 ‐4.260 ‐3.137 ‐5.877 ‐2.816 ‐2.346 ‐4.193 ‐6.676 ‐7.141 0.294277 0.459222 ‐1.530 0.118389 0.323618 ‐1.474 0.937509 0.970178 ‐0.091
sp|P40121|CAPGP40121 CAPG_HUMAN CAPG capping actinskin ‐4.722 ‐3.003 ‐4.820 ‐2.043 ‐1.969 ‐2.765 ‐2.566 ‐0.985 ‐0.569 ‐0.651 ‐6.843 ‐3.799 ‐2.190 1.934 0.295103 0.459779 0.840 0.800755 0.916737 0.085 0.331324 0.557893 1.207
sp|P01871|IGHMP01871 IGHM_HUMAN None None None 4.076 4.227 ‐0.836 ‐0.181 3.073 5.018 4.129 5.336 3.339 4.743 4.930 8.115 3.550 4.613 0.297783 0.463219 1.777 0.592223 0.787494 0.054 0.089604 0.271279 2.756
sp|O95971|BY55O95971 BY55_HUMAN CD160 CD160 molecule ‐3.856 ‐2.196 ‐3.511 ‐5.606 ‐2.790 ‐3.313 ‐8.760 ‐2.305 ‐0.451 ‐4.225 ‐0.629 ‐2.626 ‐1.937 ‐5.463 0.302727 0.469419 1.487 0.256539 0.491031 2.238 0.794573 0.887892 ‐1.201
sp|P11117|PPALP11117 PPAL_HUMAN ACP2 acid phosphatase 2, lyso ‐0.234 2.865 ‐1.731 2.839 1.981 ‐5.119 0.364 0.035 1.050 ‐0.918 ‐1.607 2.000 ‐4.950 ‐2.436 0.302382 0.469419 ‐1.269 0.816454 0.919426 0.430 0.140489 0.340791 ‐2.718
sp|Q8WZ42|TITIQ8WZ42 TITIN_HUMAN TTN titin heart;laryn ‐9.775 0.572 ‐5.440 ‐4.489 ‐9.687 ‐1.603 ‐2.480 ‐0.886 3.924 ‐1.043 ‐4.023 ‐3.783 0.443 ‐7.453 0.303276 0.469527 2.234 0.789580 0.911411 ‐0.333 0.007769 0.070905 4.107
sp|P15586|GNS_P15586 GNS_HUMAN GNS glucosamine (N‐acetyl)‐ 2.647 4.732 ‐1.936 2.777 1.808 4.130 3.749 2.980 3.536 3.394 3.313 ‐0.340 0.618 ‐0.698 0.303857 0.469685 ‐0.973 0.238331 0.468994 ‐1.982 0.121406 0.315355 1.614
sp|P02452|CO1AP02452 CO1A1_HUMAN COL1A1 collagen typebone 2.891 0.628 2.009 1.959 1.401 ‐0.098 0.780 2.802 0.395 1.337 1.448 ‐1.956 0.415 2.372 0.306443 0.472936 ‐0.878 0.990215 0.995569 ‐0.493 0.417322 0.643043 ‐0.616
sp|Q16832|DDRQ16832 DDR2_HUMAN DDR2 discoidin domheart ‐3.776 ‐1.537 ‐6.005 ‐4.569 ‐7.579 ‐9.459 ‐1.802 ‐4.707 ‐2.387 ‐3.208 ‐3.402 ‐4.413 ‐7.166 ‐3.299 0.310063 0.477770 0.950 0.313937 0.555339 1.344 0.756397 0.875170 ‐0.630
sp|P04075|ALDOP04075 ALDOA_HUMAN ALDOA aldolase, fruclarynx 0.008 ‐0.559 0.210 0.271 0.289 1.025 ‐2.032 ‐1.558 3.957 ‐0.760 ‐4.503 0.980 ‐0.324 5.498 0.310637 0.477904 1.101 0.296492 0.539667 1.663 0.013849 0.098894 ‐0.899
sp|P17213|BPI_ P17213 BPI_HUMAN BPI bactericidal pblood ‐8.329 ‐0.256 ‐5.941 ‐2.143 ‐4.537 ‐1.949 ‐2.832 ‐2.484 ‐3.174 ‐0.842 ‐2.640 ‐4.233 ‐2.872 1.070 0.312407 0.479873 1.444 0.815536 0.919426 0.307 0.153470 0.355974 1.819
sp|A0A0B4J1V6|A0A0B4J1V6 HV373_HUMAN None None None ‐3.467 ‐2.342 ‐3.405 ‐2.300 ‐1.875 ‐1.282 ‐2.937 ‐1.714 ‐4.956 ‐7.865 ‐4.843 1.004 ‐1.717 ‐1.962 0.314093 0.481707 ‐0.975 0.354856 0.598553 ‐1.412 0.391852 0.612464 0.700
sp|Q8WVN6|SCTQ8WVN6 SCTM1_HUMAN SECTM1 secreted and transmem 5.357 4.614 4.599 4.727 3.958 4.248 6.116 6.257 4.137 5.473 5.133 ‐5.022 5.675 0.467 0.318069 0.487043 ‐2.341 0.222690 0.454527 ‐2.896 0.026290 0.134889 0.889
sp|P41271|NBL1P41271 NBL1_HUMAN NBL1 NBL1, DAN family BMP  ‐0.528 ‐4.896 ‐3.215 ‐0.688 ‐2.038 ‐3.107 ‐2.669 ‐2.042 ‐0.736 ‐0.201 ‐5.421 ‐3.828 ‐1.249 1.619 0.319805 0.488937 0.762 0.069796 0.240846 0.970 0.556564 0.756613 ‐0.333



sp|P06733|ENOAP06733 ENOA_HUMAN ENO1 enolase 1 1.563 2.093 0.919 3.279 3.488 1.693 1.147 2.356 4.121 0.292 ‐2.384 1.092 0.420 6.463 0.322101 0.491680 ‐0.400 0.383485 0.616090 ‐0.065 0.485638 0.705075 ‐0.536
sp|P39687|AN32P39687 AN32A_HUMAN ANP32A acidic nuclear phosphop ‐3.703 ‐7.016 ‐6.452 ‐5.820 ‐4.168 0.128 ‐5.273 ‐4.065 ‐0.838 ‐4.294 ‐0.903 ‐7.302 ‐6.468 1.060 0.322624 0.491713 1.422 0.979903 0.990793 ‐0.054 0.153650 0.355974 2.362
sp|P12814|ACTNP12814 ACTN1_HUMAN ACTN1 actinin alpha 1 ‐0.825 ‐1.109 ‐0.304 ‐1.461 ‐1.155 ‐2.781 ‐3.660 ‐1.691 2.361 ‐2.143 ‐2.497 0.450 ‐7.539 5.113 0.327030 0.497655 0.914 0.198691 0.425148 2.001 0.011620 0.091098 ‐1.740
sp|P01009|A1ATP01009 A1AT_HUMAN SERPINA1 serpin familyliver 8.065 8.920 5.223 6.101 6.896 11.350 10.655 6.967 7.512 8.592 11.761 11.585 12.138 4.877 0.335178 0.509262 1.389 0.928298 0.971936 ‐0.246 0.079341 0.253272 2.616
sp|P01721|LV65P01721 LV657_HUMAN None None None ‐9.154 ‐1.646 ‐9.273 ‐2.397 1.316 0.227 0.000 ‐0.967 ‐1.893 1.411 1.338 ‐0.142 ‐1.336 ‐1.861 0.335718 0.509294 2.323 0.863780 0.934391 ‐0.167 0.041607 0.178838 3.984
sp|P04406|G3P_P04406 G3P_HUMAN GAPDH glyceraldehy bone 2.021 2.730 0.930 1.282 1.820 2.439 0.388 2.689 5.186 0.830 0.859 2.200 2.804 5.828 0.338327 0.512459 1.164 0.440771 0.669909 1.113 0.773555 0.881935 0.082
sp|P09237|MMPP09237 MMP7_HUMAN MMP7 matrix metallopeptidas ‐4.681 ‐0.094 ‐0.832 ‐3.003 ‐2.223 0.215 ‐1.500 ‐1.800 ‐0.518 ‐3.412 ‐2.106 ‐5.701 ‐3.904 ‐0.833 0.339968 0.514150 ‐1.006 0.212888 0.445791 ‐1.718 0.359784 0.583756 1.138
sp|Q92820|GGHQ92820 GGH_HUMAN GGH gamma‐glutamyl hydro 2.011 3.664 ‐1.648 2.910 2.012 0.525 2.139 1.096 2.938 1.924 2.268 ‐1.348 ‐1.487 0.440 0.340656 0.514396 ‐0.799 0.689423 0.858162 ‐0.464 0.200369 0.424879 ‐0.536
sp|P19971|TYPHP19971 TYPH_HUMAN TYMP thymidine phosphoryla 0.989 ‐6.245 0.753 ‐9.086 ‐1.348 ‐2.011 ‐0.961 ‐7.747 ‐1.219 ‐4.130 0.991 ‐0.810 ‐1.845 ‐1.091 0.341333 0.514624 1.856 0.323721 0.565366 2.222 0.860294 0.928512 ‐0.585
sp|P00918|CAH2P00918 CAH2_HUMAN CA2 carbonic anhblood ‐1.209 1.690 ‐4.675 0.108 1.427 ‐0.171 ‐1.986 0.447 0.027 1.240 ‐6.992 1.133 ‐6.804 ‐2.296 0.350829 0.527319 ‐1.736 0.572582 0.777189 ‐1.712 0.726517 0.859887 ‐0.038
sp|P01706|LV21P01706 LV211_HUMAN None None None ‐3.127 1.587 ‐10.491 ‐2.483 ‐0.303 1.784 ‐0.414 1.415 ‐1.255 2.313 0.708 2.114 ‐1.022 0.452 0.350440 0.527319 2.056 0.776612 0.902823 ‐0.377 0.050730 0.198862 3.892
sp|Q14894|CRYMQ14894 CRYM_HUMAN CRYM crystallin mu ‐4.523 0.008 ‐3.099 ‐5.311 ‐3.082 ‐1.328 ‐5.749 ‐2.893 ‐3.765 ‐3.769 ‐3.815 ‐3.178 ‐7.459 ‐4.383 0.353239 0.530129 ‐1.148 0.176730 0.400916 ‐1.071 0.940019 0.971119 ‐0.122
sp|P52597|HNR P52597 HNRPF_HUMAN HNRNPF heterogeneous nuclear ‐0.338 ‐7.269 0.468 0.775 1.193 ‐5.284 ‐7.794 ‐1.820 ‐2.157 ‐2.935 ‐2.297 ‐4.216 ‐1.898 ‐2.635 0.359298 0.538398 ‐0.181 0.004749 0.059466 2.276 0.000843 0.023856 ‐3.932
sp|P0DP03|HVC P0DP03 HVC05_HUMAN None None None ‐2.901 ‐0.406 ‐1.770 ‐0.388 ‐0.514 1.620 2.290 0.915 ‐0.557 ‐0.407 1.008 4.009 0.384 1.120 0.360702 0.539130 1.070 0.219082 0.452955 ‐0.682 0.006808 0.066533 2.804
sp|Q9Y5Y7|LYVEQ9Y5Y7 LYVE1_HUMAN LYVE1 lymphatic veplacenta 3.576 4.018 0.222 1.169 0.527 3.912 3.723 3.709 0.937 2.684 3.003 0.139 2.149 1.471 0.360887 0.539130 ‐0.876 0.007349 0.070766 ‐2.051 0.107767 0.295646 1.879
sp|P34096|RNASP34096 RNAS4_HUMAN RNASE4 ribonucleaseliver ‐3.050 ‐4.131 ‐1.493 ‐6.569 ‐3.758 ‐9.447 ‐3.157 ‐0.135 ‐4.978 0.169 ‐4.957 ‐2.441 ‐0.939 ‐1.404 0.362826 0.541201 1.543 0.472602 0.695421 1.821 0.694966 0.844345 ‐0.446
sp|P31948|STIP1P31948 STIP1_HUMAN STIP1 stress induced phospho ‐3.237 ‐5.157 ‐4.425 ‐4.095 ‐2.187 ‐5.803 ‐9.626 ‐5.284 ‐6.157 ‐4.501 ‐1.448 ‐5.884 ‐2.261 ‐1.877 0.364412 0.542741 1.289 0.087934 0.274442 3.216 0.024435 0.130145 ‐3.084
sp|Q01524|DEF6Q01524 DEF6_HUMAN DEFA6 defensin alpha 6 ‐5.415 ‐5.148 ‐0.496 ‐0.032 ‐0.238 ‐5.838 ‐3.008 ‐7.232 ‐11.379 ‐2.790 ‐2.466 ‐7.845 ‐5.246 ‐2.355 0.370469 0.550925 ‐1.921 0.899956 0.955533 0.013 0.157299 0.363536 ‐3.094
sp|P13693|TCTPP13693 TCTP_HUMAN TPT1 tumor protein, translat ‐2.967 ‐2.697 ‐5.282 ‐4.780 ‐3.840 ‐6.099 ‐2.618 ‐7.100 ‐2.977 ‐1.203 ‐6.916 ‐4.182 ‐3.881 ‐2.027 0.372380 0.552927 0.892 0.191175 0.417265 1.741 0.182117 0.393568 ‐1.359
sp|P02749|APOHP02749 APOH_HUMAN APOH apolipoproteliver 4.672 4.969 0.987 4.258 4.241 5.950 4.650 2.937 3.949 3.730 2.737 6.967 7.360 5.477 0.374432 0.553459 0.954 0.710807 0.866586 0.524 0.597200 0.777765 0.687
sp|P07858|CATBP07858 CATB_HUMAN CTSB cathepsin B 3.304 4.637 0.521 3.044 2.570 2.760 4.394 2.590 4.476 2.824 3.175 ‐2.208 2.197 1.832 0.374388 0.553459 ‐0.928 0.367115 0.607612 ‐1.198 0.781524 0.882927 0.433
sp|P62258|1433P62258 1433E_HUMAN YWHAE tyrosine 3‐monooxygen ‐2.542 ‐0.831 ‐1.935 0.424 ‐1.130 ‐1.449 ‐1.282 ‐1.570 ‐1.123 ‐4.269 0.259 ‐2.921 ‐5.092 0.631 0.374337 0.553459 ‐0.796 0.556600 0.766768 ‐0.652 0.780472 0.882927 ‐0.231
sp|P00450|CERUP00450 CERU_HUMAN CP ceruloplasmin 5.346 7.729 2.971 4.224 4.023 8.737 9.083 5.108 5.317 7.002 8.470 9.129 8.957 3.890 0.375727 0.554537 1.225 0.767205 0.901511 ‐0.515 0.008497 0.075252 2.784
sp|O95084|PRS2O95084 PRS23_HUMAN PRSS23 serine protease 23 ‐4.133 ‐5.752 ‐2.512 ‐8.610 ‐3.685 ‐2.384 ‐5.971 ‐1.053 ‐2.277 ‐0.608 ‐4.691 ‐0.510 ‐6.836 ‐3.201 0.376787 0.555266 1.242 0.953419 0.983095 0.116 0.303664 0.525196 1.802
sp|O43493|TGOO43493 TGON2_HUMAN TGOLN2 trans‐golgi network pro ‐3.437 ‐1.765 ‐2.932 ‐2.423 ‐4.301 ‐4.290 0.886 ‐3.371 ‐1.972 ‐4.536 ‐6.099 ‐4.945 ‐3.430 ‐1.327 0.380904 0.560489 ‐1.014 0.394048 0.627380 ‐1.460 0.987026 0.992087 0.713
sp|P09603|CSF1 P09603 CSF1_HUMAN CSF1 colony stimulating facto 4.206 3.208 2.469 2.553 2.056 2.970 3.326 5.068 2.438 4.544 3.952 ‐2.885 2.842 ‐1.523 0.381724 0.560854 ‐1.671 0.232627 0.463362 ‐2.226 0.242781 0.471940 0.889
sp|P04275|VWF P04275 VWF_HUMAN VWF von Willebra soft_tissue ‐3.282 ‐2.863 ‐4.710 ‐4.859 ‐3.721 ‐2.199 ‐2.574 ‐4.309 ‐3.147 ‐0.886 ‐6.334 4.313 ‐2.922 ‐4.058 0.384321 0.563824 1.392 0.834532 0.927258 0.855 0.348137 0.573402 0.859
sp|P63261|ACTGP63261 ACTG_HUMAN ACTG1 actin gamma 1 3.871 4.757 3.656 4.935 5.018 4.214 3.454 4.503 6.092 4.668 3.330 4.835 3.861 7.462 0.385135 0.564174 0.740 0.299671 0.541601 0.985 0.559054 0.756613 ‐0.391
sp|P00995|ISK1_P00995 ISK1_HUMAN SPINK1 serine peptidpancreas;s 3.466 0.614 2.519 3.289 3.173 2.598 2.564 3.101 2.143 3.983 4.235 ‐0.409 2.940 4.994 0.387370 0.566601 0.315 0.476080 0.698441 0.227 0.744301 0.868351 0.142
sp|O94919|END O94919 ENDD1_HUMAN ENDOD1 endonuclease domain c 3.892 4.513 ‐0.090 1.680 1.140 4.020 4.323 4.824 2.437 3.975 3.946 ‐5.894 0.973 1.981 0.390042 0.569658 ‐1.802 0.008460 0.076513 ‐3.153 0.020910 0.119137 2.162
sp|P05109|S10AP05109 S10A8_HUMAN S100A8 S100 calciumblood;bon 0.458 0.206 4.327 ‐1.095 0.771 1.185 ‐4.226 ‐2.301 4.241 ‐2.478 ‐4.846 1.193 3.199 4.116 0.392742 0.572748 0.988 0.345619 0.591717 2.685 0.034212 0.156670 ‐2.714
sp|P18827|SDC1P18827 SDC1_HUMAN SDC1 syndecan 1 ‐1.570 ‐1.011 ‐0.670 0.526 ‐1.127 ‐1.679 0.854 0.000 1.074 1.630 1.436 ‐6.116 0.432 ‐1.625 0.393745 0.573358 0.056 0.828259 0.923558 ‐0.253 0.279100 0.503716 0.495
sp|Q9Y287|ITM2Q9Y287 ITM2B_HUMAN ITM2B integral membrane pro ‐6.253 ‐5.963 ‐6.128 ‐4.847 ‐2.655 ‐9.167 ‐6.155 ‐4.386 ‐7.407 ‐7.400 ‐2.986 1.259 ‐5.935 ‐2.337 0.396675 0.576768 1.560 0.299260 0.541601 2.435 0.432596 0.653689 ‐1.400
sp|Q13510|ASAHQ13510 ASAH1_HUMAN ASAH1 N‐acylsphingosine amid 2.368 3.709 ‐4.755 2.241 1.767 2.737 3.121 0.728 3.164 1.969 2.679 ‐1.978 0.594 0.432 0.397383 0.576941 ‐0.346 0.432314 0.666382 ‐1.052 0.728433 0.860077 1.130
sp|P01127|PDGFP01127 PDGFB_HUMAN PDGFB platelet derivtongue ‐0.078 0.336 ‐0.699 ‐1.872 ‐3.209 ‐2.156 ‐2.047 ‐1.488 ‐1.368 ‐1.321 ‐3.051 ‐1.249 ‐4.860 ‐1.445 0.399243 0.577521 ‐0.814 0.819658 0.919495 ‐0.319 0.190163 0.407788 ‐0.792
sp|Q13228|SBP1Q13228 SBP1_HUMAN SELENBP1 selenium binding prote ‐2.347 ‐2.001 ‐1.983 ‐0.167 ‐2.244 ‐5.468 ‐5.020 ‐3.505 ‐0.353 ‐1.376 ‐2.184 ‐1.793 ‐4.291 ‐3.049 0.398503 0.577521 0.667 0.014954 0.097053 2.490 0.000604 0.019825 ‐2.916
sp|Q7Z4R8|CF12Q7Z4R8 CF120_HUMAN C6orf120 chromosome 6 open re ‐2.103 ‐0.914 ‐6.283 ‐6.899 ‐4.933 ‐0.831 ‐0.430 ‐2.190 ‐2.956 ‐1.556 ‐0.942 ‐1.990 ‐0.696 ‐3.067 0.399550 0.577521 1.205 0.468841 0.693007 ‐0.717 0.059877 0.218952 3.076
sp|Q96DA0|ZG1Q96DA0 ZG16B_HUMAN ZG16B zymogen graprostate ‐0.631 1.259 ‐2.709 0.114 ‐2.665 ‐0.484 2.026 0.497 ‐1.704 ‐1.869 2.066 0.730 ‐1.825 ‐7.337 0.403056 0.581730 ‐1.332 0.149047 0.363349 ‐2.336 0.223668 0.455707 1.606
sp|P01036|CYTSP01036 CYTS_HUMAN CST4 cystatin S 0.439 ‐2.870 ‐4.281 ‐3.142 ‐2.145 ‐4.594 0.561 ‐0.828 ‐1.435 ‐3.636 ‐3.160 ‐3.973 ‐6.482 ‐0.060 0.405653 0.583161 ‐1.017 0.366694 0.607612 ‐1.504 0.359624 0.583756 0.780
sp|P10643|CO7_P10643 CO7_HUMAN C7 complement soft_tissue 2.203 1.522 1.287 1.903 2.073 2.160 2.260 1.665 0.378 2.257 2.038 4.166 4.388 2.101 0.405658 0.583161 0.670 0.622531 0.809125 0.526 0.650742 0.820984 0.231
sp|Q86TD4|SRCAQ86TD4 SRCA_HUMAN SRL sarcalumenin ‐0.259 ‐1.317 ‐9.156 ‐8.898 ‐1.945 ‐8.409 ‐4.298 ‐1.498 ‐3.456 ‐1.275 ‐3.203 ‐3.766 ‐3.091 ‐3.427 0.405833 0.583161 1.436 0.183774 0.406691 1.699 0.898277 0.948611 ‐0.420
sp|Q02383|SEMQ02383 SEMG2_HUMAN SEMG2 semenogelinprostate 9.778 ‐7.232 ‐0.647 ‐6.901 ‐4.448 ‐1.970 ‐0.920 ‐2.859 2.898 ‐3.804 ‐7.350 ‐11.321 ‐4.958 ‐1.697 0.408145 0.585625 ‐2.472 0.048453 0.199556 ‐2.456 0.373949 0.597831 ‐0.026
sp|P07998|RNASP07998 RNAS1_HUMAN RNASE1 ribonuclease A family m 6.502 7.057 7.194 7.543 6.368 7.405 7.762 7.201 5.776 6.733 7.692 2.804 6.426 7.639 0.408840 0.585765 ‐0.950 0.161543 0.381793 ‐1.278 0.315789 0.537280 0.523
sp|P23526|SAHHP23526 SAHH_HUMAN AHCY adenosylhomocysteinas ‐3.319 ‐1.425 ‐1.859 ‐1.607 ‐1.507 ‐3.340 ‐3.003 ‐4.280 ‐1.517 ‐7.681 ‐4.192 ‐5.329 ‐2.129 0.040 0.416917 0.595595 ‐0.926 0.836055 0.927898 0.073 0.010635 0.087591 ‐1.598
sp|Q9BYF1|ACE2Q9BYF1 ACE2_HUMAN ACE2 angiotensin Ikidney;tes ‐4.336 ‐0.974 ‐1.901 ‐3.570 ‐2.310 ‐2.033 ‐1.787 ‐3.386 ‐0.896 ‐2.199 ‐3.880 ‐5.261 ‐5.534 ‐1.623 0.416758 0.595595 ‐0.695 0.443644 0.669909 ‐0.830 0.821870 0.903964 0.216
sp|P21333|FLNAP21333 FLNA_HUMAN FLNA filamin A 2.941 0.556 ‐0.142 1.308 ‐0.759 0.753 0.896 0.189 1.538 1.420 1.212 0.225 ‐0.170 3.972 0.419370 0.598228 0.648 0.442933 0.669909 0.753 0.956420 0.980654 ‐0.168
sp|A0A0C4DH68A0A0C4DH68 KV224_HUMAN None None None ‐0.917 ‐0.180 ‐3.527 ‐5.663 ‐2.842 0.850 1.503 2.416 0.011 1.635 1.423 0.832 ‐2.859 ‐0.200 0.422086 0.598341 1.185 0.195549 0.422106 ‐1.449 0.003432 0.046019 4.215
sp|P09871|C1S_P09871 C1S_HUMAN C1S complement C1s ‐1.954 ‐1.840 ‐1.802 ‐0.824 ‐3.928 ‐3.800 ‐0.634 ‐2.225 ‐2.320 ‐4.106 ‐4.802 3.970 ‐1.970 ‐3.223 0.420201 0.598341 0.051 0.706493 0.866586 0.145 0.664758 0.828564 ‐0.150
sp|P18510|IL1RAP18510 IL1RA_HUMAN IL1RN interleukin 1 larynx;ton 0.488 ‐2.391 ‐1.572 ‐0.415 ‐6.159 ‐0.160 ‐5.689 0.745 ‐0.463 1.021 0.876 ‐0.530 ‐4.920 ‐0.993 0.421414 0.598341 1.059 0.705343 0.866586 0.866 0.889653 0.943571 0.309
sp|Q07075|AMPQ07075 AMPE_HUMAN ENPEP glutamyl am kidney ‐0.010 3.732 ‐3.127 ‐1.084 0.839 1.500 1.584 ‐0.090 3.038 2.996 ‐1.087 ‐2.252 ‐3.028 ‐2.219 0.422881 0.598341 ‐0.844 0.416754 0.651801 ‐1.424 0.314798 0.536525 0.928
sp|Q16378|PRO Q16378 PROL4_HUMAN PRR4 proline rich 4eye;larynx ‐1.578 ‐1.085 ‐1.992 ‐1.834 ‐2.794 ‐3.765 1.591 1.603 0.271 ‐5.806 1.697 ‐1.842 0.481 ‐1.355 0.423112 0.598341 0.139 0.437346 0.668783 ‐0.902 0.000344 0.016374 1.666
sp|Q9H2A7|CXL Q9H2A7 CXL16_HUMAN CXCL16 C‐X‐C motif chemokine  ‐1.415 ‐2.793 ‐1.742 ‐2.086 ‐2.025 ‐3.049 ‐1.741 ‐2.155 ‐2.100 ‐3.287 ‐2.305 ‐3.721 ‐0.576 ‐2.493 0.421040 0.598341 ‐0.288 0.748444 0.885839 ‐0.099 0.610331 0.787005 ‐0.303
sp|P01714|LV31P01714 LV319_HUMAN None None None ‐0.349 1.839 ‐1.027 ‐1.373 ‐0.398 3.939 1.338 3.809 ‐0.529 2.865 3.219 4.205 ‐1.095 3.595 0.425378 0.600678 1.071 0.521253 0.744293 ‐0.985 0.000819 0.023856 3.290
sp|P09525|ANXAP09525 ANXA4_HUMAN ANXA4 annexin A4 ‐2.503 ‐3.930 ‐8.181 ‐0.865 ‐4.289 ‐4.494 ‐1.632 ‐6.816 ‐4.647 ‐7.061 ‐4.609 ‐3.656 ‐1.165 ‐5.300 0.431513 0.608464 ‐0.318 0.954552 0.983095 ‐0.093 0.808394 0.894161 ‐0.360
sp|P35749|MYHP35749 MYH11_HUMAN MYH11 myosin heav prostate ‐3.850 ‐6.334 ‐3.948 ‐3.414 ‐2.041 ‐4.458 ‐4.265 ‐4.726 ‐1.840 ‐7.843 ‐2.881 ‐9.947 ‐2.067 ‐8.022 0.432823 0.609435 ‐1.304 0.693567 0.858162 ‐0.951 0.180366 0.393378 ‐0.565
sp|A0A075B6H9 A0A075B6H9 LV469_HUMAN None None None ‐2.220 3.043 0.380 ‐6.358 ‐4.228 2.103 0.806 0.715 0.052 2.648 2.820 1.043 ‐1.888 ‐0.720 0.439476 0.616821 1.379 0.616234 0.806150 ‐0.549 0.064797 0.226790 3.084
sp|P01611|KVD1P01611 KVD12_HUMAN None None None ‐6.728 ‐5.239 ‐2.660 ‐2.078 ‐3.138 ‐1.722 ‐5.177 ‐2.087 ‐7.663 3.779 ‐0.625 ‐0.808 ‐2.845 ‐7.794 0.440968 0.616821 0.944 0.954766 0.983095 0.336 0.481090 0.700547 0.973
sp|P01833|PIGR P01833 PIGR_HUMAN PIGR polymeric imcolon 5.309 6.177 4.449 6.514 6.372 5.990 6.450 6.657 6.395 5.854 6.019 3.865 6.266 4.529 0.440693 0.616821 ‐0.502 0.328187 0.569244 ‐0.878 0.428904 0.650660 0.602
sp|P33908|MA1 P33908 MA1A1_HUMAN MAN1A1 mannosidasesoft_tissue 0.787 1.043 0.517 0.959 2.170 ‐1.998 0.390 0.602 0.914 1.568 ‐0.526 ‐3.204 1.852 ‐1.381 0.441482 0.616821 ‐0.688 0.827863 0.923558 0.206 0.206136 0.428491 ‐1.430
sp|Q6UY14|ATL4Q6UY14 ATL4_HUMAN ADAMTSL4ADAMTS likeplacenta ‐0.659 ‐1.542 ‐1.122 ‐1.507 ‐3.261 ‐6.253 ‐0.530 ‐0.539 ‐3.780 0.615 ‐2.159 ‐4.718 ‐2.358 ‐1.000 0.439239 0.616821 ‐0.307 0.919539 0.967399 0.207 0.335114 0.560430 ‐0.822
sp|Q9Y2J2|E41L Q9Y2J2 E41L3_HUMAN EPB41L3 erythrocyte membrane ‐6.793 ‐7.090 ‐3.763 ‐2.436 ‐7.978 ‐1.324 ‐2.767 ‐3.684 ‐4.267 ‐2.552 ‐0.764 ‐2.362 ‐5.412 ‐5.055 0.441845 0.616821 1.077 0.443056 0.669909 ‐0.810 0.036192 0.161701 3.020
sp|P16278|BGALP16278 BGAL_HUMAN GLB1 galactosidase beta 1 1.300 3.552 ‐12.720 2.198 1.555 0.624 1.828 ‐0.299 2.946 1.974 2.067 ‐1.857 ‐3.650 ‐2.246 0.446119 0.620122 0.118 0.673619 0.848517 ‐0.845 0.291172 0.514028 1.540
sp|P35613|BASI_P35613 BASI_HUMAN BSG basigin (Ok blood group 1.918 1.582 ‐0.639 0.860 ‐0.230 ‐5.681 ‐3.493 1.413 ‐0.901 0.650 0.309 ‐10.592 ‐1.067 ‐1.776 0.444893 0.620122 ‐1.696 0.199918 0.426839 0.358 0.005918 0.063480 ‐3.285
sp|P61586|RHOAP61586 RHOA_HUMAN RHOA ras homolog family mem ‐0.722 ‐3.265 ‐2.021 ‐1.015 ‐1.622 ‐4.712 ‐11.039 ‐3.051 ‐1.022 ‐4.943 ‐6.044 ‐4.808 ‐4.630 1.031 0.446741 0.620122 0.029 0.223499 0.454527 2.865 0.014256 0.098894 ‐4.538
sp|Q96C23|GAL Q96C23 GALM_HUMAN GALM galactose mukidney ‐3.105 ‐0.908 ‐8.698 ‐1.415 ‐3.349 ‐5.131 ‐8.272 ‐3.644 ‐1.532 ‐4.069 ‐5.733 ‐4.499 ‐8.538 ‐4.119 0.445759 0.620122 ‐0.433 0.453840 0.679028 0.934 0.189847 0.407788 ‐2.187
sp|P11684|UTERP11684 UTER_HUMAN SCGB1A1 secretoglobi lung;prost 5.430 7.066 ‐0.424 2.083 ‐2.171 6.532 6.721 6.880 7.665 6.586 6.588 ‐0.329 6.241 5.274 0.449445 0.622113 1.323 0.447070 0.673009 ‐1.373 0.013254 0.098894 4.314
sp|Q92765|SFRPQ92765 SFRP3_HUMAN FRZB frizzled relat eye ‐3.011 ‐3.408 ‐1.609 ‐1.483 ‐4.347 ‐2.453 ‐2.036 ‐0.993 ‐5.431 ‐0.837 ‐2.795 ‐0.633 ‐1.190 ‐1.629 0.449442 0.622113 0.332 0.932240 0.973982 ‐0.258 0.282973 0.505125 0.944
sp|P11413|G6PDP11413 G6PD_HUMAN G6PD glucose‐6‐phosphate de ‐2.247 ‐1.125 ‐6.947 0.090 ‐5.669 0.284 ‐4.988 ‐7.000 ‐2.155 ‐6.322 ‐1.869 ‐1.100 ‐3.722 2.096 0.450236 0.622329 1.271 0.167309 0.391319 1.722 0.787156 0.882927 ‐0.722
sp|P06310|KV23P06310 KV230_HUMAN None None None ‐5.496 0.763 ‐7.172 ‐1.800 ‐4.425 2.318 2.297 2.589 ‐1.012 0.744 0.784 0.663 0.868 ‐0.335 0.455533 0.628764 1.651 0.005651 0.065148 ‐2.116 0.000039 0.006441 6.028
sp|P29622|KAINP29622 KAIN_HUMAN SERPINA4 serpin familyliver;pancr ‐2.860 ‐2.555 ‐9.952 ‐0.256 ‐0.327 ‐0.708 ‐1.271 ‐1.868 ‐1.182 0.356 ‐6.358 ‐0.376 2.683 ‐2.742 0.459428 0.633086 1.205 0.526492 0.748162 0.013 0.429695 0.650851 1.907
sp|P41222|PTGDP41222 PTGDS_HUMAN PTGDS prostaglandi eye 9.749 9.041 7.352 7.499 6.787 9.473 9.630 9.880 8.056 8.420 9.098 5.218 8.099 8.581 0.459957 0.633086 ‐0.764 0.026489 0.133162 ‐1.749 0.006634 0.066533 1.575
sp|Q9NQ36|SCUQ9NQ36 SCUB2_HUMAN SCUBE2 signal peptidmammary 0.333 0.153 ‐4.017 ‐3.739 ‐2.545 0.306 0.775 ‐0.230 ‐0.827 0.151 ‐1.464 ‐4.550 ‐3.118 ‐1.712 0.465911 0.640382 ‐0.799 0.017562 0.105734 ‐2.203 0.086466 0.265854 2.247
sp|P01614|KVD4P01614 KVD40_HUMAN None None None 4.488 5.734 0.215 1.670 2.055 6.223 6.553 7.418 4.905 6.954 6.750 5.188 4.027 4.008 0.467342 0.641104 1.011 0.081252 0.260367 ‐1.426 0.002404 0.039033 3.899
sp|P50120|RET2P50120 RET2_HUMAN RBP2 retinol binding protein  ‐1.285 ‐8.541 ‐5.416 ‐0.987 ‐2.119 ‐2.092 ‐2.497 ‐3.194 0.258 0.851 ‐5.232 ‐4.686 ‐2.037 ‐1.179 0.467744 0.641104 1.262 0.231698 0.462453 0.590 0.689272 0.844017 1.075
sp|P13798|ACPHP13798 ACPH_HUMAN APEH acylaminoacyl‐peptide  ‐4.509 ‐6.674 ‐7.743 ‐5.658 ‐1.330 ‐1.906 ‐3.943 ‐2.537 ‐4.804 ‐2.287 ‐1.731 ‐5.082 ‐4.894 ‐1.286 0.468582 0.641355 0.940 0.699730 0.861477 ‐0.552 0.032263 0.152548 2.387
sp|P52758|RIDAP52758 RIDA_HUMAN RIDA reactive inte liver ‐1.446 ‐1.121 ‐5.600 ‐1.310 ‐3.385 ‐0.618 ‐2.157 ‐5.945 0.098 ‐2.105 ‐1.021 ‐3.226 0.055 ‐5.002 0.470788 0.643476 0.830 0.574563 0.778338 1.039 0.893629 0.944721 ‐0.334
sp|P04433|KV31P04433 KV311_HUMAN None None None 3.726 4.684 1.283 2.412 1.306 5.886 5.886 6.417 4.499 6.423 6.244 5.519 3.022 3.241 0.471951 0.644167 0.875 0.154221 0.370432 ‐1.238 0.002459 0.039033 3.381
sp|P04118|COL_P04118 COL_HUMAN CLPS colipase pancreas ‐10.769 1.186 ‐2.909 ‐5.659 ‐2.718 ‐3.003 ‐1.902 0.299 ‐1.182 ‐0.199 ‐4.804 ‐4.001 ‐1.004 1.494 0.475743 0.646641 1.569 0.966240 0.986370 ‐0.080 0.206591 0.428491 2.638
sp|Q2WGJ9|FR1Q2WGJ9 FR1L6_HUMAN FER1L6 fer‐1 like family membe 0.574 ‐8.074 ‐4.078 ‐4.109 ‐5.515 ‐1.807 ‐1.198 ‐6.685 ‐3.287 ‐0.400 ‐0.247 ‐4.804 ‐1.067 ‐6.407 0.475622 0.646641 1.159 0.791847 0.911880 0.528 0.200734 0.424879 1.011
sp|Q9Y3B3|TMEQ9Y3B3 TMED7_HUMAN TMED7 transmembrane p24 tra ‐0.022 ‐0.462 ‐8.356 ‐7.173 ‐2.388 ‐1.831 ‐1.631 0.600 ‐1.694 ‐1.198 ‐1.421 ‐6.907 ‐2.894 ‐2.252 0.475575 0.646641 ‐0.070 0.177625 0.402015 ‐1.774 0.253041 0.483955 2.726
sp|P01715|LV30P01715 LV301_HUMAN None None None ‐5.305 0.563 ‐1.857 ‐10.349 ‐3.263 1.618 ‐8.300 ‐1.899 ‐3.125 ‐2.452 ‐1.450 1.660 ‐5.415 ‐1.575 0.477457 0.648072 1.540 0.838942 0.928736 0.801 0.710236 0.852979 1.182
sp|P27824|CALXP27824 CALX_HUMAN CANX calnexin ‐7.289 ‐0.762 ‐3.766 ‐3.071 ‐7.903 ‐2.530 ‐2.358 ‐1.318 ‐0.654 ‐2.187 ‐0.853 ‐5.329 ‐5.081 ‐1.058 0.480002 0.650625 1.098 0.750298 0.886962 ‐0.458 0.062043 0.222626 2.490
sp|Q12805|FBLNQ12805 FBLN3_HUMAN EFEMP1 EGF containi tongue 5.176 4.536 3.276 4.156 3.592 4.843 5.559 5.330 4.997 6.379 5.410 1.737 5.045 4.587 0.484350 0.655612 0.134 0.708518 0.866586 ‐0.551 0.080049 0.253876 1.096
sp|Q9NY33|DPP Q9NY33 DPP3_HUMAN DPP3 dipeptidyl peptidase 3 ‐7.139 ‐6.812 ‐3.124 ‐5.674 ‐2.627 ‐5.037 ‐6.919 ‐3.750 ‐3.241 ‐7.892 ‐1.662 ‐7.587 ‐3.421 ‐1.056 0.485138 0.655773 0.992 0.464782 0.689087 1.092 0.923400 0.960258 ‐0.160
sp|P01011|AACTP01011 AACT_HUMAN SERPINA3 serpin familyliver 6.612 7.378 2.754 4.047 3.667 2.438 8.252 6.466 2.374 7.264 9.540 9.367 9.404 ‐1.664 0.489048 0.659995 0.846 0.815014 0.919426 0.329 0.659744 0.825734 0.827
sp|P01834|IGKC P01834 IGKC_HUMAN None None None 9.459 11.134 7.285 7.842 7.305 10.925 11.216 10.547 10.381 11.134 10.547 9.687 9.626 9.136 0.489709 0.659995 0.621 0.180079 0.402917 ‐0.811 0.017420 0.110947 2.291
sp|Q6ZRS2|SRCAQ6ZRS2 SRCAP_HUMAN SRCAP Snf2 related CREBBP ac ‐7.105 0.119 ‐8.052 ‐3.961 ‐4.837 0.196 ‐1.010 0.998 ‐0.118 3.378 ‐1.531 ‐5.880 ‐4.483 0.176 0.490282 0.659995 1.547 0.290165 0.534458 ‐1.471 0.001983 0.035991 4.828
sp|P01591|IGJ_HP01591 IGJ_HUMAN JCHAIN joining chainbone_mar 3.076 3.412 2.368 3.154 3.050 3.320 2.925 4.352 4.168 3.082 3.388 5.091 3.129 3.409 0.493881 0.662043 0.504 0.869878 0.937822 0.179 0.597663 0.777765 0.521
sp|P01601|KVD1P01601 KVD16_HUMAN None None None ‐9.168 ‐1.644 ‐1.655 ‐4.072 ‐7.511 0.200 0.057 ‐0.247 ‐1.424 0.448 0.405 ‐1.258 ‐8.444 ‐1.752 0.494131 0.662043 1.001 0.043235 0.183421 ‐2.007 0.022117 0.124566 4.813
sp|P01743|HV14P01743 HV146_HUMAN None None None ‐0.226 ‐3.103 ‐5.360 ‐5.165 ‐2.963 ‐0.749 ‐2.711 ‐2.030 ‐2.732 ‐2.323 ‐2.366 1.509 ‐6.254 ‐1.223 0.493249 0.662043 0.557 0.734752 0.880265 ‐0.402 0.105396 0.293201 1.533
sp|P31949|S10AP31949 S10AB_HUMAN S100A11 S100 calciumbladder 1.020 1.182 0.657 0.049 1.117 2.335 ‐1.956 0.454 3.291 0.315 ‐3.202 ‐0.179 ‐0.452 4.688 0.494506 0.662043 0.136 0.811991 0.919426 0.466 0.561805 0.757317 ‐0.528
sp|O95445|APO O95445 APOM_HUMAN APOM apolipoproteliver ‐0.261 ‐0.690 ‐0.547 ‐3.285 ‐5.099 ‐0.578 0.006 ‐0.838 ‐0.734 ‐2.496 ‐2.013 0.514 ‐1.348 ‐1.205 0.499238 0.667467 0.198 0.213720 0.446124 ‐0.743 0.288736 0.512611 1.506
sp|Q96MG2|JSP Q96MG2 JSPR1_HUMAN JSRP1 junctional samuscle ‐2.218 ‐4.265 ‐6.761 ‐2.819 ‐4.193 ‐3.512 1.273 ‐1.844 ‐2.562 ‐1.625 ‐4.649 ‐1.781 ‐8.520 ‐6.091 0.500371 0.668071 ‐1.162 0.185349 0.407269 ‐2.843 0.101441 0.288610 2.690
sp|Q9NUQ9|FA4Q9NUQ9 FA49B_HUMAN CYRIB CYFIP related Rac1 inte ‐2.613 ‐2.840 ‐2.025 ‐2.657 ‐4.012 ‐6.006 ‐3.167 ‐6.477 ‐1.105 ‐1.787 ‐5.478 ‐7.271 ‐3.443 1.107 0.501060 0.668080 0.729 0.223066 0.454527 2.221 0.000607 0.019825 ‐2.387
sp|P07195|LDHBP07195 LDHB_HUMAN LDHB lactate dehydrogenase  1.054 2.443 ‐1.647 1.930 3.045 ‐1.062 0.255 1.949 1.605 0.243 ‐0.786 ‐0.234 ‐0.838 2.354 0.502143 0.668614 ‐0.605 0.993535 0.995569 0.010 0.352108 0.576070 ‐0.984
sp|P01880|IGHDP01880 IGHD_HUMAN None None None ‐1.281 ‐8.846 ‐4.050 ‐5.169 ‐4.304 ‐2.949 ‐1.405 ‐0.274 ‐2.812 ‐3.451 ‐2.457 1.937 ‐6.668 ‐0.730 0.502828 0.668618 1.171 0.531197 0.750105 ‐0.821 0.018687 0.115178 3.188
sp|Q9BXP8|PAP Q9BXP8 PAPP2_HUMAN PAPPA2 pappalysin 2 placenta 1.011 ‐1.627 ‐2.518 ‐2.708 ‐0.747 ‐0.232 3.045 ‐1.285 ‐2.841 ‐5.141 1.983 ‐3.321 0.919 ‐0.915 0.506013 0.671032 ‐0.920 0.248997 0.483201 ‐2.062 0.182326 0.393568 1.827
sp|Q9UHL4|DPPQ9UHL4 DPP2_HUMAN DPP7 dipeptidyl peptidase 7 1.415 3.588 ‐4.438 0.191 2.005 1.451 2.527 0.951 3.839 2.051 3.016 ‐1.776 ‐2.405 ‐3.377 0.505692 0.671032 ‐0.736 0.463484 0.689087 ‐1.418 0.644526 0.818615 1.091
sp|P31151|S10AP31151 S10A7_HUMAN S100A7 S100 calciumlarynx ‐0.471 ‐4.191 5.164 ‐5.747 0.111 4.502 ‐4.054 ‐4.543 ‐8.033 ‐3.493 ‐3.125 ‐2.047 ‐1.952 2.840 0.507870 0.672584 ‐1.481 0.448217 0.673700 ‐1.270 0.910730 0.955584 ‐0.338
sp|P35443|TSP4P35443 TSP4_HUMAN THBS4 thrombospo tongue ‐5.449 ‐6.588 ‐4.269 ‐2.427 ‐2.369 ‐7.527 ‐2.196 ‐4.840 ‐4.698 ‐5.333 ‐5.096 ‐1.500 ‐5.751 ‐6.073 0.513909 0.678748 ‐0.284 0.721841 0.871187 0.112 0.721278 0.859338 ‐0.634
sp|P42785|PCP_P42785 PCP_HUMAN PRCP prolylcarboxypeptidase 1.067 2.335 ‐3.638 2.297 0.917 ‐0.547 0.947 0.418 1.777 1.099 ‐0.269 ‐1.004 ‐1.030 0.569 0.513411 0.678748 ‐0.284 0.926319 0.970901 ‐0.082 0.255605 0.486395 ‐0.323
sp|O95497|VNNO95497 VNN1_HUMAN VNN1 vanin 1 kidney ‐4.276 ‐1.607 ‐4.703 ‐4.379 ‐3.189 ‐0.111 ‐6.719 ‐5.657 ‐7.252 ‐4.131 ‐2.931 ‐4.043 ‐3.366 ‐1.857 0.515167 0.679245 ‐0.100 0.056703 0.212906 0.232 0.113605 0.304188 ‐0.531
sp|P18206|VINCP18206 VINC_HUMAN VCL vinculin ‐3.255 ‐1.209 ‐0.885 ‐1.233 ‐1.229 ‐1.336 ‐0.660 ‐3.197 1.595 ‐3.426 ‐1.958 ‐3.501 ‐7.354 2.502 0.515672 0.679245 ‐0.398 0.862437 0.934391 ‐0.293 0.855612 0.927627 ‐0.169
sp|Q14767|LTBPQ14767 LTBP2_HUMAN LTBP2 latent transfobone 4.296 3.300 1.123 3.230 2.953 1.103 3.026 2.057 2.505 3.179 2.537 ‐9.283 1.774 2.530 0.521916 0.686547 ‐2.096 0.735941 0.880321 ‐1.521 0.149891 0.353959 ‐0.919
sp|P12277|KCRBP12277 KCRB_HUMAN CKB creatine kinase B ‐7.114 ‐6.602 ‐4.025 ‐0.981 ‐0.623 ‐5.399 ‐8.484 ‐4.966 ‐3.261 ‐0.680 ‐6.320 0.480 ‐5.035 ‐6.678 0.522656 0.686599 1.192 0.214664 0.446647 2.701 0.321934 0.546044 ‐2.414
sp|O14773|TPP1O14773 TPP1_HUMAN TPP1 tripeptidyl peptidase 1 2.480 3.472 ‐8.022 1.896 2.125 2.267 2.455 3.081 2.520 3.333 3.465 ‐1.615 1.255 ‐2.867 0.526047 0.688114 ‐0.204 0.381508 0.615095 ‐1.586 0.454368 0.670603 2.211
sp|P12821|ACE_P12821 ACE_HUMAN ACE angiotensin I converting ‐5.493 ‐0.734 ‐9.373 ‐2.231 ‐5.131 ‐3.923 ‐6.458 ‐4.440 ‐1.057 ‐3.369 ‐5.681 ‐7.916 ‐6.566 ‐8.551 0.525105 0.688114 ‐0.800 0.563597 0.770328 ‐0.583 0.641002 0.816882 ‐0.348
sp|Q02487|DSC2Q02487 DSC2_HUMAN DSC2 desmocollin  small_inte 1.977 2.635 1.031 1.835 0.096 1.893 3.160 2.263 2.299 3.477 2.435 ‐2.741 2.737 1.770 0.526079 0.688114 ‐0.198 0.855774 0.933918 ‐0.776 0.238495 0.470485 0.924
sp|Q96AP7|ESAMQ96AP7 ESAM_HUMAN ESAM endothelial cplacenta 1.151 0.475 ‐0.468 0.320 ‐0.578 0.890 1.916 2.035 ‐0.094 1.383 1.833 ‐5.227 ‐0.445 0.183 0.526618 0.688114 ‐1.112 0.123046 0.331445 ‐2.008 0.055632 0.211314 1.433
sp|A0A075B6H7 A0A075B6H7 KV37_HUMAN None None None ‐2.566 ‐2.230 ‐3.425 ‐7.190 ‐6.253 ‐1.846 0.437 ‐2.688 ‐3.489 ‐2.956 1.145 ‐2.931 ‐7.100 ‐3.508 0.531809 0.691670 0.080 0.060840 0.219204 ‐1.774 0.114400 0.305482 2.967
sp|P49913|CAMP49913 CAMP_HUMAN CAMP cathelicidin ablood 1.057 ‐1.905 ‐1.751 ‐2.104 ‐1.360 ‐1.650 ‐0.785 2.842 0.541 ‐0.365 ‐1.137 ‐1.533 ‐1.561 3.821 0.531216 0.691670 0.668 0.802138 0.916737 ‐0.175 0.267596 0.492015 1.348
sp|Q8WU39|MZQ8WU39 MZB1_HUMAN MZB1 marginal zonlymph_no ‐3.019 0.942 ‐4.783 ‐1.764 ‐1.780 ‐4.655 ‐3.017 ‐3.144 ‐1.488 0.587 ‐0.428 ‐11.118 ‐2.539 ‐3.925 0.530052 0.691670 ‐0.499 0.195116 0.422106 0.454 0.116237 0.307871 ‐1.525
sp|Q96IU4|ABHEQ96IU4 ABHEB_HUMAN ABHD14B abhydrolase cervix 1.589 2.666 ‐3.151 ‐0.958 ‐0.345 3.381 2.300 3.022 1.993 2.020 2.861 ‐5.456 0.214 ‐2.073 0.532162 0.691670 ‐1.136 0.136347 0.348876 ‐2.974 0.013320 0.098894 2.941
sp|Q969H8|MYDQ969H8 MYDGF_HUMAN MYDGF myeloid derived growth 0.619 0.574 ‐7.336 ‐3.182 ‐3.213 ‐0.824 ‐1.244 1.210 1.141 1.884 ‐1.874 ‐9.909 ‐1.861 2.058 0.533524 0.692521 0.248 0.972537 0.988216 ‐1.141 0.240871 0.471164 2.222
sp|P10768|ESTDP10768 ESTD_HUMAN ESD esterase D ‐3.860 ‐4.139 ‐5.908 ‐2.940 ‐2.463 ‐2.459 ‐5.953 ‐3.350 ‐0.782 ‐5.466 ‐1.132 ‐4.957 ‐5.412 ‐0.224 0.534735 0.692623 0.888 0.634625 0.821575 0.925 0.960317 0.980654 ‐0.059
sp|P24666|PPACP24666 PPAC_HUMAN ACP1 acid phosphatase 1 ‐5.759 ‐7.039 ‐9.186 ‐4.709 ‐5.846 ‐3.150 ‐1.840 ‐2.036 ‐0.733 ‐2.835 ‐3.159 ‐5.815 ‐10.441 ‐3.934 0.535016 0.692623 0.460 0.128188 0.336540 ‐2.144 0.000760 0.023277 4.166
sp|Q14914|PTGRQ14914 PTGR1_HUMAN PTGR1 prostaglandin reductase ‐1.873 ‐0.455 ‐3.834 ‐0.831 ‐4.799 ‐1.640 0.980 ‐0.322 1.874 ‐0.962 ‐0.857 ‐3.004 ‐3.603 ‐4.776 0.537113 0.694420 ‐0.291 0.194879 0.422106 ‐1.561 0.166954 0.374406 2.031
sp|Q9UQV4|LAMQ9UQV4 LAMP3_HUMAN LAMP3 lysosomal as lung;testis ‐1.843 ‐12.179 ‐5.394 ‐1.060 ‐10.410 ‐4.731 ‐8.006 ‐2.107 ‐6.106 ‐2.821 ‐1.727 ‐5.631 ‐4.827 ‐4.716 0.540217 0.697513 1.412 0.684786 0.857076 0.643 0.723423 0.859338 1.229
sp|P63104|1433P63104 1433Z_HUMAN YWHAZ tyrosine 3‐monooxygen ‐0.152 ‐0.264 ‐1.400 ‐0.409 0.598 ‐0.393 ‐5.589 ‐1.857 ‐0.286 ‐4.793 ‐1.609 ‐1.051 ‐1.675 2.518 0.544189 0.701717 0.034 0.422616 0.656360 1.463 0.072412 0.240556 ‐2.287
sp|P68104|EF1AP68104 EF1A1_HUMAN EEF1A1 eukaryotic trbladder;bo ‐1.775 0.146 ‐0.575 ‐0.853 ‐0.782 ‐0.904 ‐1.119 ‐0.294 0.516 0.272 ‐0.307 ‐2.848 ‐0.397 ‐2.383 0.548150 0.705896 ‐0.088 0.645728 0.827339 ‐0.086 0.945318 0.973122 ‐0.004
sp|Q96KN2|CNDQ96KN2 CNDP1_HUMAN CNDP1 carnosine dipbrain ‐3.635 ‐1.167 ‐5.538 ‐5.733 ‐3.669 0.775 ‐3.949 ‐2.518 ‐2.218 ‐4.290 ‐0.133 0.396 ‐1.150 ‐7.121 0.551876 0.709762 0.760 0.838651 0.928736 ‐0.522 0.233760 0.467521 2.051
sp|O75339|CILP O75339 CILP1_HUMAN CILP cartilage inteovary ‐1.308 ‐1.184 ‐5.683 ‐1.257 ‐1.928 ‐3.026 ‐3.084 ‐0.490 ‐1.897 ‐1.996 ‐4.233 ‐6.306 0.145 ‐1.880 0.557650 0.716247 ‐0.449 0.756635 0.892301 ‐0.494 0.116894 0.308059 0.072
sp|P01764|HV32P01764 HV323_HUMAN None None None ‐2.963 ‐2.030 ‐6.723 0.031 ‐6.545 ‐1.187 ‐1.897 ‐2.653 ‐6.799 ‐3.769 ‐1.055 0.572 ‐1.570 ‐1.749 0.559167 0.716319 0.601 0.964650 0.986370 ‐0.483 0.178332 0.392731 1.734
sp|P07339|CATDP07339 CATD_HUMAN CTSD cathepsin D bone 3.410 5.205 0.811 4.132 2.646 4.498 4.250 2.599 5.265 4.819 4.256 2.615 3.837 3.297 0.559159 0.716319 0.571 0.775241 0.902823 0.233 0.649708 0.820984 0.542
sp|O75503|CLN5O75503 CLN5_HUMAN CLN5 CLN5 intracellular traffi ‐3.422 ‐0.726 ‐2.494 ‐0.888 ‐1.559 ‐2.842 ‐1.575 ‐0.654 ‐1.811 ‐2.109 ‐1.619 ‐5.647 ‐3.084 ‐0.736 0.560396 0.716955 ‐0.731 0.579546 0.779087 ‐0.810 0.900762 0.949191 0.128
sp|P02745|C1QAP02745 C1QA_HUMAN C1QA complement spleen ‐0.008 ‐1.984 ‐0.979 ‐1.402 ‐2.950 ‐5.512 ‐7.552 ‐1.092 ‐3.196 ‐2.177 ‐4.065 3.012 ‐2.205 ‐2.915 0.561863 0.717895 0.761 0.007071 0.069993 2.795 0.004901 0.057177 ‐3.254
sp|P01037|CYTNP01037 CYTN_HUMAN CST1 cystatin SN bladder;co 1.070 ‐1.517 1.315 ‐6.011 ‐3.692 ‐1.637 1.813 ‐0.117 2.094 1.292 ‐1.682 ‐4.148 ‐0.534 2.414 0.567200 0.722842 1.003 0.994000 0.995569 ‐0.114 0.378620 0.601374 1.787
sp|P06312|KV40P06312 KV401_HUMAN None None None 2.300 5.039 ‐7.401 ‐0.093 0.591 6.607 5.545 4.636 4.280 7.143 ‐7.271 5.071 3.662 3.616 0.567985 0.722842 0.597 0.174877 0.398557 ‐2.846 0.002329 0.038691 5.509
sp|P06702|S10AP06702 S10A9_HUMAN S100A9 S100 calciumblood;bon 1.925 0.250 5.846 ‐0.056 1.163 2.753 ‐2.932 ‐10.965 4.437 ‐2.780 ‐2.565 2.413 3.537 4.540 0.568685 0.722842 1.849 0.127714 0.336540 5.312 0.024995 0.131561 ‐5.541



sp|Q9H299|SH3 Q9H299 SH3L3_HUMAN SH3BGRL3SH3 domain binding glu 7.046 5.183 2.585 3.004 2.764 5.451 5.357 5.411 4.241 5.678 5.202 ‐0.295 3.365 3.793 0.567726 0.722842 ‐0.936 0.033804 0.154804 ‐1.742 0.171187 0.379765 1.290
sp|P04211|LV74P04211 LV743_HUMAN None None None ‐1.430 1.031 ‐5.531 ‐3.993 ‐2.606 1.315 1.709 1.962 0.695 2.344 ‐1.295 0.972 ‐4.075 1.329 0.570734 0.723171 0.938 0.170408 0.395734 ‐1.667 0.000998 0.024758 4.168
sp|P24387|CRHBP24387 CRHBP_HUMAN CRHBP corticotropin releasing  ‐7.352 ‐1.729 ‐7.242 ‐4.750 ‐8.849 ‐1.364 ‐11.060 1.674 ‐4.662 ‐0.121 ‐5.722 ‐7.358 ‐3.635 ‐3.012 0.571158 0.723171 0.999 0.093420 0.283617 ‐0.501 0.086853 0.265988 2.401
sp|Q08334|I10RQ08334 I10R2_HUMAN IL10RB interleukin 10 receptor  ‐3.433 ‐3.244 ‐2.345 ‐0.909 ‐2.853 ‐3.025 ‐3.334 ‐2.972 ‐0.086 ‐4.057 ‐2.812 ‐0.508 ‐6.590 ‐3.954 0.569808 0.723171 ‐0.237 0.862819 0.934391 0.109 0.580898 0.768386 ‐0.553
sp|P05543|THBGP05543 THBG_HUMAN SERPINA7 serpin familyliver 2.165 4.810 0.556 2.472 0.555 5.691 5.816 2.988 1.589 2.551 4.264 2.901 4.104 ‐1.086 0.572119 0.723453 ‐0.744 0.072553 0.243500 ‐2.444 0.050337 0.198862 2.720
sp|P11021|BIP_ P11021 BIP_HUMAN HSPA5 heat shock protein fam ‐0.797 ‐2.143 ‐2.207 ‐1.558 ‐0.762 ‐0.346 ‐3.597 ‐2.066 ‐2.925 ‐1.722 ‐2.048 ‐1.390 ‐8.277 0.818 0.576439 0.727978 ‐0.906 0.985282 0.993392 ‐0.588 0.490441 0.709944 ‐0.510
sp|P07478|TRY2P07478 TRY2_HUMAN PRSS2 serine proteapancreas 6.719 3.326 6.608 4.283 3.266 1.898 1.729 0.284 1.562 ‐0.797 3.010 5.504 2.568 4.737 0.578664 0.729847 ‐0.750 0.144095 0.356598 1.460 0.019801 0.116900 ‐3.536
sp|O43505|B4GAO43505 B4GA1_HUMAN B4GAT1 beta‐1,4‐glucuronyltran ‐4.334 0.337 ‐2.779 0.509 0.699 ‐1.177 ‐0.825 ‐3.161 ‐1.603 ‐1.085 ‐0.174 ‐4.022 ‐0.503 ‐5.019 0.581600 0.732607 ‐0.727 0.814943 0.919426 ‐0.347 0.657432 0.823892 ‐0.608
sp|A0A0C4DH34A0A0C4DH34 HV428_HUMAN None None None ‐5.024 ‐1.599 ‐1.850 ‐0.552 ‐3.956 1.020 ‐0.212 ‐0.367 ‐3.552 ‐1.372 ‐1.040 2.841 ‐1.197 0.268 0.583475 0.733104 0.892 0.173326 0.397423 ‐0.822 0.020297 0.118329 2.743
sp|P14207|FOLRP14207 FOLR2_HUMAN FOLR2 folate receptheart ‐7.581 ‐1.880 ‐4.771 ‐1.875 ‐5.136 ‐0.595 ‐6.635 ‐1.091 ‐1.981 ‐2.623 ‐2.107 ‐2.608 ‐4.816 ‐3.402 0.583491 0.733104 0.773 0.184256 0.406691 ‐0.149 0.505366 0.724063 1.475
sp|P02765|FETUP02765 FETUA_HUMAN AHSG alpha 2‐HS g liver 6.570 6.444 2.840 4.517 5.018 7.708 6.697 7.097 5.992 6.997 6.956 5.933 8.337 3.718 0.585292 0.734426 0.461 0.332484 0.575679 ‐0.845 0.037382 0.165415 2.090
sp|P08575|PTPRP08575 PTPRC_HUMAN PTPRC protein tyrosblood;lym ‐2.091 ‐1.131 ‐10.867 ‐4.575 ‐0.269 ‐1.770 ‐1.632 ‐4.968 ‐2.963 ‐2.088 ‐5.400 ‐2.663 ‐3.694 ‐2.173 0.586737 0.735297 0.249 0.634596 0.821575 ‐0.374 0.960531 0.980654 0.997
sp|P07288|KLK3P07288 KLK3_HUMAN KLK3 kallikrein relamammary 4.766 4.388 ‐2.995 5.620 1.024 ‐3.429 0.644 4.209 3.989 ‐2.925 3.988 ‐1.005 ‐3.236 2.268 0.587566 0.735395 ‐1.265 0.990509 0.995569 0.039 0.361182 0.585055 ‐2.086
sp|P05976|MYL1P05976 MYL1_HUMAN MYL1 myosin light muscle ‐9.313 3.438 5.271 ‐4.276 ‐3.762 4.255 3.944 ‐2.464 ‐1.668 3.515 ‐3.164 3.417 4.007 1.740 0.588402 0.735503 1.671 0.785446 0.908780 ‐0.604 0.313029 0.534982 3.640
sp|P36639|8ODPP36639 8ODP_HUMAN NUDT1 nudix hydrolase 1 ‐0.524 ‐2.472 ‐4.283 ‐2.703 ‐6.235 ‐3.419 ‐1.750 ‐3.019 ‐1.904 ‐3.888 ‐3.173 ‐2.797 ‐5.274 ‐3.116 0.591123 0.737963 ‐0.308 0.508517 0.733942 ‐0.630 0.650923 0.820984 0.515
sp|P18065|IBP2_P18065 IBP2_HUMAN IGFBP2 insulin like g ovary 0.652 0.683 ‐2.683 0.725 1.638 ‐1.915 ‐0.744 1.500 0.458 ‐0.082 ‐0.384 ‐6.800 ‐0.871 4.050 0.592350 0.738554 ‐0.587 0.615416 0.806150 ‐0.218 0.077370 0.251068 ‐0.589
sp|Q9BVK6|TMEQ9BVK6 TMED9_HUMAN TMED9 transmembrane p24 tra ‐0.456 ‐2.108 ‐5.672 ‐3.344 ‐3.255 ‐3.016 ‐6.125 ‐2.043 ‐4.874 ‐3.079 ‐6.057 ‐0.157 ‐1.974 ‐6.519 0.600832 0.748177 ‐0.524 0.976010 0.988216 ‐0.048 0.520081 0.733970 ‐0.761
sp|Q09666|AHNQ09666 AHNK_HUMAN AHNAK AHNAK nucleoprotein ‐0.765 1.116 1.272 ‐3.097 ‐2.676 0.564 ‐5.997 ‐0.368 1.327 0.991 ‐8.975 ‐3.038 ‐5.656 0.288 0.602773 0.749642 ‐1.267 0.853298 0.933295 ‐0.577 0.581053 0.768386 ‐1.104
sp|O00244|ATO O00244 ATOX1_HUMAN ATOX1 antioxidant 1 copper ch 0.052 0.963 ‐8.742 ‐6.327 ‐5.883 1.419 1.037 2.396 1.234 1.852 2.306 ‐5.695 ‐0.959 ‐2.599 0.606943 0.753137 1.242 0.221613 0.454527 ‐2.261 0.000234 0.015604 5.605
sp|P05023|AT1AP05023 AT1A1_HUMAN ATP1A1 ATPase Na+/K+ transpo ‐0.942 ‐3.859 ‐0.444 ‐5.052 ‐5.025 ‐4.529 ‐0.597 ‐0.801 ‐2.764 ‐0.253 ‐0.535 ‐1.143 ‐3.009 ‐4.095 0.607120 0.753137 0.690 0.994553 0.995569 0.009 0.572246 0.766122 1.089
sp|Q15274|NADQ15274 NADC_HUMAN QPRT quinolinate phosphorib ‐3.947 0.946 ‐7.087 ‐3.470 ‐1.897 1.233 ‐0.935 ‐4.525 ‐2.091 0.679 ‐11.411 ‐2.130 ‐1.259 ‐7.026 0.607904 0.753156 ‐1.413 0.430812 0.665924 ‐2.464 0.376334 0.598713 1.682
sp|P50395|GDIBP50395 GDIB_HUMAN GDI2 GDP dissociation inhibit ‐0.928 ‐1.177 ‐8.817 ‐1.979 ‐1.668 ‐1.723 ‐1.502 ‐0.652 0.088 ‐2.856 ‐3.596 ‐4.429 ‐1.217 3.148 0.609111 0.753698 0.829 0.502093 0.726016 ‐0.185 0.560511 0.756613 1.622
sp|Q99574|NEUQ99574 NEUS_HUMAN SERPINI1 serpin family I member  ‐3.254 ‐4.266 ‐0.428 ‐4.641 ‐0.583 ‐3.935 ‐2.101 ‐2.304 ‐1.154 ‐3.412 ‐2.736 ‐1.846 ‐4.411 ‐5.692 0.611083 0.755185 ‐0.520 0.737757 0.880321 ‐0.429 0.916182 0.957686 ‐0.146
sp|O94772|LY6HO94772 LY6H_HUMAN LY6H lymphocyte abrain ‐0.946 ‐0.547 ‐5.268 ‐2.505 ‐2.686 ‐6.063 ‐0.939 0.052 ‐3.125 ‐0.505 ‐3.720 ‐5.000 ‐4.059 ‐0.773 0.612542 0.756034 ‐0.501 0.783488 0.907586 ‐0.547 0.851204 0.925837 0.074
sp|P30041|PRDXP30041 PRDX6_HUMAN PRDX6 peroxiredoxi bone_mar ‐6.577 ‐1.650 ‐2.943 ‐1.450 ‐0.869 ‐1.239 ‐1.448 ‐1.210 ‐0.259 ‐2.843 ‐3.449 ‐1.747 ‐3.757 1.041 0.613733 0.756551 0.338 0.191752 0.417593 ‐0.537 0.376126 0.598713 1.399
sp|P02763|A1AGP02763 A1AG1_HUMAN ORM1 orosomucoidliver 9.842 11.172 6.717 6.935 5.205 11.144 9.890 11.091 9.296 10.122 11.479 9.885 10.292 7.207 0.617370 0.757825 0.714 0.227239 0.459164 ‐0.994 0.015680 0.103915 2.734
sp|P40925|MDHP40925 MDHC_HUMAN MDH1 malate dehydrogenase  ‐2.991 ‐0.382 ‐4.869 ‐1.815 ‐0.584 ‐2.673 ‐3.484 ‐1.765 ‐1.659 ‐6.922 ‐2.476 ‐7.626 ‐1.900 0.193 0.617859 0.757825 ‐1.078 0.962555 0.986370 ‐0.758 0.493006 0.712604 ‐0.512
sp|P53634|CATCP53634 CATC_HUMAN CTSC cathepsin C 2.410 3.095 ‐2.966 2.764 1.746 2.321 3.909 1.801 5.378 4.828 3.832 ‐1.745 1.588 0.690 0.616450 0.757825 0.543 0.963528 0.986370 ‐0.249 0.527242 0.740853 1.267
sp|P62987|RL40P62987 RL40_HUMAN UBA52 ubiquitin A‐52 residue r 5.599 1.987 3.717 2.803 1.709 2.130 2.395 3.557 3.865 3.632 3.236 ‐1.084 0.944 2.412 0.616880 0.757825 ‐0.819 0.815114 0.919426 ‐0.526 0.767730 0.878944 ‐0.469
sp|O00468|AGR O00468 AGRIN_HUMAN AGRN agrin 2.806 3.635 ‐1.933 ‐0.829 0.206 3.533 3.725 5.002 3.265 4.534 3.957 ‐5.036 2.196 2.826 0.623299 0.759743 ‐0.061 0.265692 0.503410 ‐2.130 0.023501 0.128630 3.309
sp|P04233|HG2AP04233 HG2A_HUMAN CD74 CD74 moleculymph_no 3.529 1.356 ‐2.752 ‐6.745 ‐1.645 ‐5.360 1.642 1.104 0.936 1.287 1.525 ‐7.650 0.453 ‐0.797 0.621625 0.759743 0.401 0.959972 0.986135 0.164 0.916642 0.957686 0.380
sp|Q13790|APO Q13790 APOF_HUMAN APOF apolipoprotein F ‐0.788 ‐6.999 ‐1.723 ‐1.750 ‐2.019 ‐3.792 ‐1.290 ‐3.831 ‐4.272 1.174 ‐3.684 ‐0.139 ‐1.765 ‐2.836 0.622875 0.759743 0.854 0.521765 0.744293 1.051 0.011107 0.089219 ‐0.315
sp|Q5KU26|COL Q5KU26 COL12_HUMAN COLEC12 collectin sub soft_tissue 2.215 3.032 ‐4.198 ‐0.113 ‐2.584 3.199 4.043 4.007 0.753 2.617 2.130 ‐3.315 1.459 2.220 0.621093 0.759743 ‐0.223 0.012286 0.086621 ‐2.772 0.023986 0.129157 4.079
sp|Q9P121|NTR Q9P121 NTRI_HUMAN NTM neurotrimin ‐3.548 ‐2.605 ‐7.809 ‐2.296 ‐2.119 ‐8.661 ‐3.075 ‐1.962 ‐4.792 ‐3.713 ‐3.286 ‐7.192 ‐3.125 ‐0.544 0.622146 0.759743 0.234 0.899688 0.955533 0.791 0.764595 0.876790 ‐0.890
sp|Q99988|GDF Q99988 GDF15_HUMAN GDF15 growth diffe placenta ‐1.450 0.465 ‐2.830 ‐4.109 0.828 ‐0.271 0.354 0.741 0.171 1.155 1.381 ‐4.125 ‐5.626 ‐2.141 0.628245 0.764204 ‐0.747 0.292690 0.534458 ‐1.805 0.181324 0.393568 1.693
sp|Q9Y4L1|HYO Q9Y4L1 HYOU1_HUMAN HYOU1 hypoxia up‐r mammary ‐1.771 ‐3.071 ‐1.977 ‐2.673 ‐1.377 ‐1.926 ‐3.068 ‐1.814 ‐1.266 ‐0.850 ‐2.429 ‐7.277 ‐4.075 ‐2.607 0.628519 0.764204 ‐0.874 0.717969 0.869890 ‐0.815 0.878717 0.938064 ‐0.096
sp|P01762|HV31P01762 HV311_HUMAN None None None ‐0.279 0.262 ‐9.272 ‐2.679 ‐4.617 ‐2.022 ‐2.901 ‐4.331 ‐2.693 ‐4.206 ‐2.868 ‐1.590 ‐8.293 ‐2.842 0.630392 0.765052 ‐0.519 0.889012 0.951126 ‐0.664 0.780552 0.882927 0.232
sp|P08185|CBG_P08185 CBG_HUMAN SERPINA6 serpin familyliver 1.075 4.347 0.172 ‐0.359 0.863 6.313 5.481 3.472 1.977 2.878 5.789 3.824 4.740 0.457 0.631157 0.765052 0.607 0.198245 0.425121 ‐1.811 0.003160 0.044238 3.869
sp|Q9Y2E5|MA2Q9Y2E5 MA2B2_HUMAN MAN2B2 mannosidase alpha clas ‐1.815 1.797 ‐6.974 ‐6.252 ‐2.835 ‐3.396 0.901 ‐5.195 1.011 ‐0.373 ‐2.613 ‐2.911 ‐6.754 ‐2.718 0.631558 0.765052 0.578 0.878220 0.942668 0.170 0.809633 0.894521 0.652
sp|O75874|IDHCO75874 IDHC_HUMAN IDH1 isocitrate dehydrogena ‐1.213 ‐2.863 ‐3.553 ‐0.193 ‐0.175 ‐2.154 ‐3.229 ‐0.369 ‐1.233 ‐1.004 ‐5.274 ‐2.159 ‐0.549 1.635 0.633272 0.766181 0.288 0.502285 0.726016 0.486 0.814492 0.898303 ‐0.318
sp|O76076|WISPO76076 WISP2_HUMAN CCN5 cellular commmammary 3.254 2.091 1.442 3.339 1.389 2.196 2.381 2.918 2.747 4.147 2.485 ‐6.170 2.915 2.489 0.639869 0.767530 ‐0.941 0.774451 0.902823 ‐1.063 0.793150 0.887314 0.195
sp|P05156|CFAI_P05156 CFAI_HUMAN CFI complement factor I 2.117 1.729 ‐1.415 2.061 2.873 2.662 1.403 2.285 0.788 1.369 0.657 4.450 4.443 1.355 0.638145 0.767530 0.463 0.665690 0.841776 0.061 0.804751 0.894161 0.643
sp|P09668|CATHP09668 CATH_HUMAN CTSH cathepsin H 1.403 3.265 ‐3.968 1.862 0.000 1.539 2.527 0.244 4.340 3.655 3.196 ‐1.742 0.382 ‐0.310 0.638547 0.767530 0.728 0.901014 0.955621 0.150 0.760894 0.876790 0.924
sp|P27487|DPP4P27487 DPP4_HUMAN DPP4 dipeptidyl pekidney 1.531 4.419 ‐0.043 2.523 2.334 2.754 2.757 1.396 4.137 4.293 2.031 0.163 ‐0.006 0.070 0.639340 0.767530 ‐0.427 0.740092 0.880321 ‐0.521 0.802338 0.894161 0.150
sp|P29966|MARP29966 MARCS_HUMAN MARCKS myristoylated alanine r ‐0.719 ‐3.048 ‐3.997 ‐5.014 ‐4.734 ‐2.726 ‐2.827 ‐1.355 ‐3.652 0.448 0.291 ‐3.780 ‐4.072 ‐4.094 0.637214 0.767530 0.576 0.527816 0.748162 ‐0.174 0.134643 0.333723 1.200
sp|Q15517|CDSNQ15517 CDSN_HUMAN CDSN corneodesm larynx 0.118 ‐0.852 ‐7.701 ‐1.175 ‐2.277 ‐0.419 ‐0.007 1.957 ‐1.372 1.484 1.198 ‐7.683 ‐0.173 ‐1.085 0.636960 0.767530 0.023 0.403770 0.639248 ‐1.782 0.061985 0.222626 2.888
sp|Q8TDQ1|CLMQ8TDQ1 CLM1_HUMAN CD300LF CD300 molecule like fam 0.295 ‐1.697 ‐4.694 ‐7.668 ‐6.884 ‐0.748 ‐1.431 ‐0.504 ‐7.569 ‐1.538 ‐1.935 ‐4.518 ‐2.622 ‐2.695 0.635542 0.767530 ‐0.563 0.023270 0.126703 ‐2.585 0.040373 0.175848 3.236
sp|A0A0C4DH35A0A0C4DH35 HV335_HUMAN None None None ‐1.203 ‐1.574 ‐1.908 ‐0.907 ‐2.200 0.429 ‐0.213 ‐1.205 ‐1.908 ‐0.748 ‐0.318 0.672 ‐1.430 ‐1.129 0.644817 0.771827 0.288 0.443499 0.669909 ‐0.480 0.081734 0.258384 1.228
sp|P19652|A1AGP19652 A1AG2_HUMAN ORM2 orosomucoidliver 6.857 8.746 5.219 4.690 2.746 9.465 8.617 8.823 7.284 7.977 9.542 7.424 7.993 5.348 0.647576 0.771827 0.699 0.051542 0.204176 ‐1.374 0.002646 0.039895 3.317
sp|Q6UX73|CP0 Q6UX73 CP089_HUMAN C16orf89 chromosome 16 open r ‐2.960 ‐2.521 ‐3.276 ‐0.367 ‐2.981 ‐4.204 ‐4.495 ‐4.107 ‐5.068 ‐3.481 ‐4.409 1.930 ‐2.302 ‐4.629 0.648371 0.771827 0.121 0.493771 0.719012 1.275 0.015551 0.103915 ‐1.847
sp|Q8IV08|PLD3Q8IV08 PLD3_HUMAN PLD3 phospholipase D family ‐8.324 0.362 ‐6.822 ‐1.350 ‐0.742 ‐7.313 ‐4.839 ‐2.688 ‐3.782 ‐2.084 ‐2.628 ‐2.671 ‐4.160 ‐4.537 0.648965 0.771827 0.654 0.141175 0.354854 1.636 0.517054 0.733873 ‐1.571
sp|Q9NQ76|ME Q9NQ76 MEPE_HUMAN MEPE matrix extracellular pho ‐1.145 ‐7.589 ‐2.927 ‐2.280 ‐3.228 ‐4.315 ‐2.402 ‐9.024 ‐3.816 ‐5.100 ‐5.679 ‐0.828 ‐3.804 ‐0.299 0.646696 0.771827 0.859 0.393203 0.627380 1.993 0.270031 0.495563 ‐1.813
sp|Q9UBW5|BINQ9UBW5 BIN2_HUMAN BIN2 bridging inte blood;plac ‐2.783 ‐1.139 ‐2.605 ‐4.744 ‐5.515 ‐5.526 ‐2.856 ‐5.753 ‐0.989 ‐0.118 ‐5.323 ‐5.321 ‐8.131 ‐0.107 0.648672 0.771827 0.534 0.462890 0.689087 1.380 0.285275 0.508308 ‐1.355
sp|Q9Y624|JAM Q9Y624 JAM1_HUMAN F11R F11 receptor 0.257 ‐1.479 ‐2.215 ‐1.509 ‐0.739 ‐1.402 ‐2.806 ‐1.240 ‐0.394 0.476 ‐5.163 ‐5.802 ‐1.747 1.432 0.645394 0.771827 ‐0.474 0.578194 0.778338 ‐0.050 0.385831 0.608879 ‐0.679
sp|P19320|VCAMP19320 VCAM1_HUMAN VCAM1 vascular cell kidney;spl 4.233 3.494 ‐0.552 ‐0.775 0.525 3.559 4.749 4.533 3.023 3.352 4.766 ‐2.901 2.009 ‐0.195 0.652183 0.773776 ‐0.796 0.042608 0.182293 ‐2.605 0.056499 0.211570 2.895
sp|Q86T13|CLC1Q86T13 CLC14_HUMAN CLEC14A C‐type lectin domain co ‐2.546 ‐0.629 ‐3.126 ‐3.099 ‐2.569 ‐3.085 ‐1.150 ‐0.948 ‐3.176 ‐1.562 ‐1.124 ‐3.085 ‐1.846 1.257 0.651793 0.773776 0.555 0.890679 0.951871 0.138 0.200186 0.424879 0.666
sp|P02655|APOCP02655 APOC2_HUMAN APOC2 apolipoproteliver ‐0.555 ‐1.402 ‐3.298 ‐1.033 ‐1.380 ‐0.137 ‐1.300 ‐0.345 ‐3.323 ‐1.162 ‐1.594 5.189 1.030 ‐0.689 0.653705 0.774644 1.090 0.920016 0.967399 0.502 0.238603 0.470485 0.940
sp|P07359|GP1BP07359 GP1BA_HUMAN GP1BA glycoprotein Ib platelet ‐0.113 1.163 ‐4.949 ‐3.921 ‐7.749 0.625 0.311 ‐0.061 ‐1.521 ‐2.173 1.812 ‐1.204 ‐6.154 ‐5.080 0.657746 0.775092 ‐0.550 0.006259 0.067845 ‐2.679 0.003877 0.049992 3.406
sp|P20929|NEBUP20929 NEBU_HUMAN NEB nebulin heart;laryn ‐4.160 ‐0.797 ‐6.148 ‐2.166 ‐2.492 ‐0.557 ‐5.843 ‐2.010 ‐2.641 ‐0.841 ‐1.845 ‐7.678 ‐3.272 ‐0.940 0.656786 0.775092 0.152 0.872831 0.938940 ‐0.067 0.826390 0.907918 0.350
sp|P23142|FBLNP23142 FBLN1_HUMAN FBLN1 fibulin 1 placenta 3.335 1.022 2.171 0.574 0.305 1.630 2.397 2.528 1.464 2.623 2.733 2.309 2.146 0.771 0.658038 0.775092 0.262 0.828744 0.923558 ‐0.177 0.296378 0.520521 0.704
sp|Q8WUM4|PDQ8WUM4 PDC6I_HUMAN PDCD6IP programmed cell death ‐2.380 ‐5.921 ‐0.321 ‐0.385 ‐1.574 ‐3.415 ‐2.798 ‐9.995 ‐4.523 ‐2.425 ‐6.032 ‐1.637 ‐5.204 ‐1.248 0.656302 0.775092 ‐0.163 0.435948 0.668590 1.891 0.126175 0.317871 ‐3.287
sp|Q9UJW2|TIN Q9UJW2 TINAG_HUMAN TINAG tubulointerstkidney ‐5.653 ‐2.492 ‐2.404 ‐1.946 ‐6.817 ‐1.822 ‐0.931 ‐1.787 ‐3.319 ‐1.964 ‐1.766 ‐5.784 ‐5.029 ‐1.871 0.655065 0.775092 ‐0.307 0.195978 0.422106 ‐1.775 0.117251 0.308059 2.349
sp|O00115|DNS O00115 DNS2A_HUMAN DNASE2 deoxyribonuclease 2, ly ‐1.804 ‐0.439 ‐5.228 ‐1.274 ‐4.000 ‐1.456 ‐7.443 ‐2.072 ‐1.424 ‐1.802 ‐9.323 ‐0.805 ‐1.961 ‐2.623 0.662863 0.776950 ‐0.025 0.621100 0.808337 0.667 0.580412 0.768386 ‐1.108
sp|P10321|HLACP10321 HLAC_HUMAN HLA‐C major histoc spleen ‐7.399 1.705 ‐3.714 ‐3.928 ‐6.314 1.419 1.125 2.374 0.564 2.478 1.966 ‐5.824 ‐2.523 ‐1.773 0.661454 0.776950 0.989 0.143595 0.356262 ‐2.492 0.000104 0.009278 5.570
sp|P17050|NAGAP17050 NAGAB_HUMAN NAGA alpha‐N‐acetylgalactosa ‐0.358 2.655 ‐7.708 ‐0.291 ‐1.345 ‐0.450 1.661 ‐0.069 2.155 0.713 0.860 ‐1.100 ‐3.270 ‐3.144 0.663673 0.776950 0.107 0.451143 0.677060 ‐1.012 0.258535 0.486907 1.790
sp|P33151|CADHP33151 CADH5_HUMAN CDH5 cadherin 5 placenta ‐2.377 ‐6.854 ‐5.536 ‐2.283 ‐8.148 ‐2.420 ‐1.884 ‐2.340 ‐2.921 ‐3.684 ‐3.236 ‐2.318 ‐2.604 ‐4.477 0.661385 0.776950 0.774 0.141390 0.354854 ‐0.992 0.019422 0.116900 2.825
sp|Q06141|REG3Q06141 REG3A_HUMAN REG3A regeneratingstomach ‐2.528 ‐1.380 ‐1.621 ‐3.918 ‐10.400 ‐0.721 ‐2.331 ‐8.428 ‐3.724 ‐7.055 ‐6.630 ‐0.489 ‐0.958 4.926 0.664371 0.776950 1.594 0.659305 0.834779 1.505 0.990866 0.994927 0.143
sp|Q6UX06|OLF Q6UX06 OLFM4_HUMAN OLFM4 olfactomedincolon 2.260 1.367 ‐8.034 2.515 ‐0.114 ‐1.899 0.477 ‐9.493 2.992 ‐7.976 ‐3.026 ‐0.440 2.004 3.168 0.663374 0.776950 1.069 0.327102 0.568368 3.092 0.122147 0.315355 ‐3.237
sp|P08571|CD14P08571 CD14_HUMAN CD14 CD14 molecule 6.061 7.393 1.455 3.809 4.313 7.228 6.526 8.090 6.305 7.229 8.076 1.039 5.349 2.144 0.666016 0.777944 ‐0.586 0.125457 0.336540 ‐2.258 0.023824 0.128995 2.675
sp|Q5VWT5|FYBQ5VWT5 FYB2_HUMAN FYB2 FYN binding protein 2 ‐3.601 ‐1.775 ‐5.431 ‐5.743 ‐4.194 ‐1.671 ‐2.446 ‐2.311 ‐2.733 ‐3.273 ‐1.332 ‐4.177 ‐6.783 ‐4.444 0.671284 0.783058 ‐0.394 0.052298 0.204176 ‐1.647 0.014446 0.098894 2.006
sp|Q8NHJ6|LIRBQ8NHJ6 LIRB4_HUMAN LILRB4 leukocyte immunoglobu ‐4.104 ‐0.627 ‐7.596 ‐3.983 ‐3.644 ‐2.089 ‐0.546 0.656 ‐2.104 0.678 0.930 ‐8.277 ‐3.485 ‐2.412 0.671992 0.783058 0.297 0.412756 0.649280 ‐1.785 0.005591 0.062418 3.331
sp|A6NI73|LIRA5A6NI73 LIRA5_HUMAN LILRA5 leukocyte immunoglobu ‐3.040 ‐2.309 ‐2.192 ‐5.823 ‐5.077 ‐4.505 ‐3.668 ‐0.308 0.246 ‐2.670 ‐2.493 ‐4.605 ‐5.738 ‐9.614 0.678172 0.786519 ‐0.781 0.528900 0.748162 ‐1.319 0.550385 0.753803 0.861
sp|P15814|IGLL1P15814 IGLL1_HUMAN IGLL1 immunoglobbone_mar 1.243 0.134 ‐5.155 ‐2.164 ‐4.871 ‐0.008 ‐0.359 0.234 6.552 0.759 0.667 ‐2.887 ‐2.263 ‐2.572 0.677385 0.786519 1.411 0.658480 0.834779 0.087 0.128721 0.321832 2.118
sp|P55957|BID_ P55957 BID_HUMAN BID BH3 interacting domain ‐2.441 ‐2.899 ‐6.862 ‐2.345 ‐2.877 ‐3.110 ‐3.910 ‐3.442 ‐1.925 ‐0.345 ‐2.771 ‐7.556 ‐7.089 ‐2.533 0.677795 0.786519 ‐0.217 0.252677 0.486764 ‐0.216 0.280990 0.503986 ‐0.002
sp|Q9H4A3|WN Q9H4A3 WNK1_HUMAN WNK1 WNK lysine deficient pr 1.978 2.261 ‐6.391 ‐2.093 ‐0.169 0.760 ‐0.263 3.036 0.574 0.317 2.132 ‐1.446 0.744 ‐2.994 0.675960 0.786519 ‐0.002 0.361714 0.603513 ‐1.290 0.383437 0.607881 2.061
sp|A0A0C4DH25A0A0C4DH25 KVD20_HUMAN None None None 4.720 6.119 3.141 2.799 3.464 6.959 6.807 7.632 5.534 7.416 6.955 6.095 4.381 3.922 0.681889 0.788033 0.512 0.079283 0.258132 ‐1.416 0.001306 0.027236 3.084
sp|Q92484|ASMQ92484 ASM3A_HUMAN SMPDL3A sphingomyelin phospho 0.366 ‐3.502 ‐6.076 ‐5.817 ‐6.049 ‐2.513 ‐0.804 ‐5.469 ‐0.577 ‐1.167 ‐2.148 ‐3.709 ‐6.609 ‐4.562 0.681424 0.788033 0.604 0.914900 0.966166 ‐0.200 0.239926 0.471164 1.287
sp|Q9UBR2|CATQ9UBR2 CATZ_HUMAN CTSZ cathepsin Z 1.695 4.035 ‐4.454 ‐0.514 0.487 3.421 3.962 4.879 4.195 4.538 4.965 ‐4.582 2.234 1.054 0.680950 0.788033 0.378 0.372966 0.607612 ‐2.020 0.007054 0.067705 3.838
sp|Q9BTY2|FUCOQ9BTY2 FUCO2_HUMAN FUCA2 alpha‐L‐fucosidase 2 ‐4.248 ‐1.294 ‐5.064 ‐6.438 ‐10.695 ‐2.610 ‐1.081 ‐6.250 ‐0.669 ‐3.176 ‐3.027 ‐6.021 ‐4.351 ‐5.616 0.683099 0.788501 0.900 0.774827 0.902823 ‐0.497 0.273635 0.497519 2.234
sp|Q13421|MSL Q13421 MSLN_HUMAN MSLN mesothelin cervix;ova 1.593 0.756 ‐1.563 ‐1.134 ‐0.513 2.256 2.267 0.827 0.498 2.234 1.704 ‐5.810 0.981 1.314 0.684807 0.789542 ‐0.407 0.374889 0.609272 ‐1.629 0.074079 0.244436 1.955
sp|Q8NCC3|PAGQ8NCC3 PAG15_HUMAN PLA2G15 phospholipase A2 group ‐2.875 1.349 ‐3.867 ‐4.329 ‐2.258 ‐1.606 ‐0.254 0.623 ‐0.706 0.553 ‐0.991 ‐2.059 ‐1.217 ‐3.335 0.687410 0.791612 0.360 0.365200 0.607612 ‐0.880 0.053040 0.204642 1.984
sp|Q02818|NUCQ02818 NUCB1_HUMAN NUCB1 nucleobindin 1 ‐0.557 ‐2.096 ‐0.669 1.184 2.084 ‐1.920 ‐2.742 2.076 ‐1.569 1.217 1.440 ‐5.811 ‐1.925 ‐0.029 0.690660 0.794421 ‐0.783 0.973039 0.988216 ‐0.251 0.577025 0.768386 ‐0.851
sp|P14314|GLU2P14314 GLU2B_HUMAN PRKCSH protein kinase C substra ‐5.248 ‐3.784 ‐4.375 ‐2.616 ‐2.523 ‐1.529 ‐2.933 ‐5.074 ‐5.124 ‐5.178 ‐4.016 0.784 ‐2.713 ‐4.386 0.696662 0.800385 0.071 0.695286 0.858162 ‐0.260 0.648963 0.820984 0.530
sp|Q14210|LY6DQ14210 LY6D_HUMAN LY6D lymphocyte apancreas ‐0.112 ‐2.508 ‐0.936 ‐3.052 ‐0.101 0.161 0.436 2.530 ‐1.306 1.457 0.023 ‐7.031 ‐2.397 0.266 0.701003 0.804429 ‐1.050 0.125744 0.336540 ‐2.540 0.074935 0.246430 2.384
sp|P07306|ASGRP07306 ASGR1_HUMAN ASGR1 asialoglycoprliver ‐2.376 ‐4.839 ‐2.814 ‐1.989 ‐2.920 ‐6.545 ‐7.734 ‐1.884 ‐7.840 ‐1.374 ‐4.533 ‐0.702 ‐3.658 ‐3.122 0.703108 0.804960 0.349 0.377779 0.612952 1.849 0.002246 0.038041 ‐2.400
sp|P21817|RYR1P21817 RYR1_HUMAN RYR1 ryanodine re larynx;mus ‐2.211 ‐1.739 ‐3.657 ‐6.390 ‐2.821 ‐1.623 ‐7.752 ‐0.760 ‐2.689 ‐2.307 ‐3.043 ‐2.034 ‐1.345 ‐3.369 0.702299 0.804960 0.905 0.391131 0.626321 0.914 0.565383 0.761092 ‐0.015
sp|P04066|FUCOP04066 FUCO_HUMAN FUCA1 alpha‐L‐fucosidase 1 ‐3.289 0.048 ‐4.276 ‐2.022 ‐5.795 ‐1.171 ‐1.296 ‐6.902 0.785 1.626 ‐1.188 ‐10.457 ‐1.737 ‐7.017 0.704110 0.805167 0.090 0.971674 0.988216 0.125 0.582291 0.768386 ‐0.056
sp|P07711|CATLP07711 CATL1_HUMAN CTSL cathepsin L 0.123 0.777 ‐0.374 0.840 ‐0.161 0.501 ‐0.220 ‐2.079 0.837 0.652 ‐0.015 ‐2.119 ‐1.874 0.129 0.705549 0.805796 ‐0.324 0.857802 0.934051 0.201 0.363202 0.587242 ‐0.840
sp|P20142|PEPCP20142 PEPC_HUMAN PGC progastricsinstomach ‐1.483 ‐1.734 ‐5.035 ‐3.263 ‐3.921 ‐0.043 0.084 0.574 ‐3.439 ‐0.316 0.921 ‐3.363 ‐8.914 ‐1.994 0.709317 0.805796 ‐0.998 0.051125 0.204176 ‐3.056 0.002538 0.039033 3.292
sp|P20827|EFNAP20827 EFNA1_HUMAN EFNA1 ephrin A1 ‐0.129 ‐1.694 ‐2.166 0.982 1.025 ‐0.586 ‐3.346 0.112 ‐2.757 ‐2.697 ‐1.996 1.338 ‐2.613 1.796 0.708461 0.805796 ‐0.429 0.936825 0.976689 0.119 0.527668 0.740853 ‐0.877
sp|P49747|COMP49747 COMP_HUMAN COMP cartilage oligbone ‐1.372 ‐1.450 0.623 ‐2.421 1.314 ‐5.249 1.648 ‐0.528 ‐0.090 ‐0.028 0.185 ‐7.892 0.026 ‐0.689 0.708835 0.805796 ‐0.485 0.753725 0.889940 ‐0.038 0.848300 0.923704 ‐0.715
sp|Q5T2W1|NHRQ5T2W1 NHRF3_HUMAN PDZK1 PDZ domain  kidney 1.558 2.586 ‐4.726 0.151 0.137 ‐2.876 3.360 ‐2.185 2.573 2.899 4.171 ‐9.450 1.173 ‐3.472 0.709594 0.805796 ‐0.102 0.636117 0.822348 0.216 0.437902 0.659207 ‐0.508
sp|Q9HAT2|SIAEQ9HAT2 SIAE_HUMAN SIAE sialic acid acetylesteras 0.140 2.625 ‐2.779 1.662 ‐0.135 0.503 1.077 0.865 3.269 2.194 1.654 ‐4.829 ‐1.499 ‐2.133 0.707340 0.805796 ‐0.719 0.629359 0.816917 ‐1.039 0.580264 0.768386 0.513
sp|Q9NP80|PLPLQ9NP80 PLPL8_HUMAN PNPLA8 patatin like phospholipa ‐1.439 ‐0.193 ‐4.818 ‐5.675 ‐2.544 ‐1.024 0.610 1.132 ‐1.782 0.079 0.771 ‐0.600 ‐7.506 ‐1.239 0.713298 0.809064 0.031 0.253762 0.486764 ‐1.952 0.042618 0.180598 3.173
sp|P10909|CLUSP10909 CLUS_HUMAN CLU clusterin 5.417 4.721 3.435 4.621 5.818 4.953 5.032 5.856 4.788 4.497 4.223 6.264 5.851 2.665 0.717859 0.812476 ‐0.267 0.547328 0.762989 ‐0.566 0.549410 0.753803 0.478
sp|Q99538|LGMQ99538 LGMN_HUMAN LGMN legumain placenta ‐2.956 ‐2.447 ‐6.844 ‐3.024 ‐5.306 ‐2.199 ‐5.695 ‐3.620 ‐2.910 ‐3.203 ‐3.301 ‐5.219 ‐9.351 ‐4.509 0.717963 0.812476 ‐0.737 0.710954 0.866586 ‐0.911 0.843373 0.919946 0.277
sp|O60279|SUSDO60279 SUSD5_HUMAN SUSD5 sushi domain containin ‐0.731 ‐2.131 ‐3.279 ‐1.012 ‐1.020 ‐1.219 ‐3.265 ‐0.608 0.216 0.467 ‐3.656 ‐6.020 ‐1.157 ‐1.001 0.721123 0.815110 ‐0.200 0.976115 0.988216 ‐0.161 0.960640 0.980654 ‐0.063
sp|Q12860|CNT Q12860 CNTN1_HUMAN CNTN1 contactin 1 ‐2.496 ‐3.815 ‐4.957 ‐0.770 ‐1.103 ‐2.145 ‐1.484 ‐2.674 ‐0.656 ‐12.175 ‐6.292 ‐1.721 0.747 ‐3.398 0.724456 0.817935 ‐1.485 0.641450 0.824962 ‐1.815 0.677510 0.837276 0.527
sp|P35052|GPC1P35052 GPC1_HUMAN GPC1 glypican 1 ‐0.832 ‐2.509 ‐2.155 ‐8.576 ‐3.511 0.599 ‐7.864 ‐5.244 ‐4.565 ‐1.186 ‐1.325 ‐4.456 ‐1.797 ‐5.117 0.725993 0.818726 0.687 0.335350 0.578744 1.095 0.223499 0.455707 ‐0.653
sp|P06703|S10AP06703 S10A6_HUMAN S100A6 S100 calciumstomach 0.738 ‐6.096 ‐4.503 0.794 1.878 ‐0.759 ‐2.039 ‐2.841 ‐0.722 ‐1.136 ‐4.232 0.643 ‐3.331 2.678 0.731433 0.823913 0.587 0.526862 0.748162 0.863 0.776087 0.882927 ‐0.442
sp|Q96S96|PEBPQ96S96 PEBP4_HUMAN PEBP4 phosphatidy muscle 0.890 0.348 ‐6.725 ‐3.799 0.381 1.125 0.657 ‐2.547 ‐2.688 0.752 ‐4.181 ‐5.920 0.067 4.560 0.732330 0.823977 ‐0.026 0.566030 0.771501 ‐0.980 0.517321 0.733873 1.526
sp|P14151|LYAMP14151 LYAM1_HUMAN SELL selectin L blood;lym 0.787 ‐5.459 ‐4.395 ‐3.056 ‐5.224 0.301 0.695 ‐4.642 ‐2.945 ‐4.311 ‐0.452 ‐2.410 ‐4.956 ‐3.594 0.734780 0.825784 ‐0.487 0.052167 0.204176 ‐1.896 0.130362 0.325077 2.254
sp|P02750|A2GLP02750 A2GL_HUMAN LRG1 leucine rich aliver 9.452 8.979 2.876 1.756 3.265 8.811 8.411 9.845 6.669 7.988 9.758 6.544 8.319 4.428 0.737641 0.826237 0.610 0.096785 0.290079 ‐1.738 0.102432 0.288610 3.757
sp|P52565|GDIRP52565 GDIR1_HUMAN ARHGDIA Rho GDP dissociation in 0.398 ‐1.428 ‐2.506 ‐0.276 ‐0.748 ‐2.890 ‐7.220 ‐3.966 0.117 ‐0.324 ‐8.382 ‐3.635 ‐2.868 1.974 0.737738 0.826237 0.143 0.109690 0.311583 2.505 0.008438 0.075252 ‐3.780
sp|P61916|NPC2P61916 NPC2_HUMAN NPC2 NPC intracellular choles 2.470 1.753 1.119 2.697 2.807 2.576 2.017 1.358 2.584 2.487 1.269 0.385 1.206 3.415 0.736360 0.826237 ‐0.209 0.897332 0.955533 ‐0.093 0.786591 0.882927 ‐0.186
sp|Q92673|SOR Q92673 SORL_HUMAN SORL1 sortilin relateblood ‐3.625 ‐2.680 ‐3.295 ‐6.611 ‐5.103 ‐0.372 ‐1.978 ‐3.329 ‐2.783 ‐7.958 ‐2.374 ‐0.791 ‐6.040 ‐3.575 0.738555 0.826237 ‐0.546 0.224128 0.454527 ‐2.027 0.077145 0.251068 2.370
sp|P35318|ADMP35318 ADML_HUMAN ADM adrenomeduplacenta ‐1.404 ‐5.380 ‐2.153 ‐1.141 0.099 ‐2.356 ‐6.314 ‐2.495 ‐6.060 0.031 ‐4.089 ‐4.440 ‐0.450 ‐2.663 0.740094 0.827015 ‐0.302 0.593031 0.787494 0.776 0.098340 0.285491 ‐1.726
sp|P20333|TNR1P20333 TNR1B_HUMAN TNFRSF1B TNF receptorspleen 0.311 0.306 ‐3.573 ‐1.923 ‐2.114 ‐0.110 ‐0.463 0.894 ‐1.819 0.565 0.906 ‐5.462 ‐0.979 ‐1.782 0.741024 0.827112 ‐0.595 0.229704 0.460355 ‐1.536 0.151712 0.354840 1.506
sp|O00754|MA2O00754 MA2B1_HUMAN MAN2B1 mannosidasebone_mar ‐0.931 ‐1.579 ‐6.166 ‐2.219 ‐4.944 0.012 ‐2.307 ‐5.143 0.444 ‐0.077 ‐2.241 ‐7.464 ‐6.993 ‐4.183 0.746660 0.830245 ‐0.509 0.708463 0.866586 ‐0.940 0.723416 0.859338 0.689
sp|P04217|A1BGP04217 A1BG_HUMAN A1BG alpha‐1‐B glyliver 5.636 8.067 1.122 4.055 4.354 8.736 8.934 6.523 5.154 6.482 8.464 6.918 8.469 3.725 0.744921 0.830245 0.607 0.281370 0.522239 ‐1.529 0.007814 0.070905 3.417
sp|P17174|AATCP17174 AATC_HUMAN GOT1 glutamic‐oxaloacetic tra ‐6.006 ‐2.962 ‐5.626 ‐3.378 ‐2.775 ‐2.313 ‐8.097 ‐3.974 ‐3.392 ‐2.535 ‐3.049 ‐5.097 ‐7.712 ‐2.791 0.748068 0.830245 0.295 0.696219 0.858233 0.699 0.773943 0.881935 ‐0.645
sp|P35326|SPR2P35326 SPR2A_HUMAN SPRR2A small prolinelarynx;ton ‐1.794 ‐2.427 4.601 ‐3.372 ‐4.102 0.591 ‐10.795 ‐9.126 ‐3.909 ‐3.507 ‐1.471 ‐3.205 ‐7.308 ‐1.554 0.747676 0.830245 ‐0.189 0.042069 0.181772 2.951 0.005781 0.062950 ‐5.024
sp|P62937|PPIA_P62937 PPIA_HUMAN PPIA peptidylprolyl isomeras 1.318 1.033 1.036 2.448 1.553 0.070 ‐0.210 0.711 3.709 0.652 ‐1.602 1.260 0.284 4.815 0.748014 0.830245 0.525 0.238586 0.468994 1.330 0.056463 0.211570 ‐1.287
sp|P36871|PGMP36871 PGM1_HUMAN PGM1 phosphoglucomutase 1 ‐4.621 ‐4.472 ‐4.824 ‐4.372 0.828 ‐5.284 ‐2.710 ‐2.927 ‐5.176 ‐4.570 ‐5.435 ‐3.137 ‐1.712 1.175 0.750831 0.832369 0.405 0.857011 0.934051 0.498 0.049415 0.196856 ‐0.148
sp|P03973|SLPI_P03973 SLPI_HUMAN SLPI secretory leularynx ‐1.027 ‐1.911 ‐0.696 ‐2.551 ‐2.157 ‐2.421 ‐2.277 ‐2.302 ‐1.903 ‐4.971 ‐1.568 ‐0.149 0.050 ‐3.747 0.755407 0.836496 ‐0.130 0.324532 0.565366 0.286 0.337896 0.562203 ‐0.665
sp|P06396|GELSP06396 GELS_HUMAN GSN gelsolin soft_tissue 5.914 6.438 3.072 3.703 4.345 6.947 7.217 7.288 5.753 6.319 7.390 3.532 6.154 6.428 0.757701 0.838090 0.314 0.089911 0.276280 ‐1.222 0.004077 0.051624 2.456
sp|Q15113|PCO Q15113 PCOC1_HUMAN PCOLCE procollagen Cbone;hear 0.887 2.185 ‐1.121 1.369 1.616 2.179 2.266 2.297 2.399 2.487 2.297 0.165 0.449 0.540 0.760137 0.839836 ‐0.070 0.382238 0.615095 ‐0.858 0.089220 0.271279 1.260
sp|P48551|INARP48551 INAR2_HUMAN IFNAR2 interferon alpha and be ‐2.309 0.321 ‐7.394 ‐3.989 ‐5.522 ‐5.894 ‐2.147 ‐0.917 ‐3.394 ‐1.419 ‐1.267 ‐5.013 ‐6.559 ‐6.382 0.765032 0.844293 ‐0.525 0.651185 0.830939 ‐1.020 0.624651 0.801253 0.793
sp|O43405|COC O43405 COCH_HUMAN COCH cochlin 1.197 0.407 ‐1.181 ‐0.111 ‐0.859 ‐4.205 0.765 0.916 ‐0.735 0.855 0.905 ‐0.297 ‐0.443 0.599 0.769518 0.846383 0.531 0.988564 0.995569 0.989 0.892316 0.944352 ‐0.732
sp|P00558|PGK1P00558 PGK1_HUMAN PGK1 phosphoglycerate kinas 0.897 1.700 ‐2.561 1.416 1.520 ‐0.202 ‐1.118 0.843 2.485 ‐1.082 ‐5.470 0.182 ‐1.331 4.519 0.768493 0.846383 ‐0.428 0.938232 0.977117 0.043 0.057989 0.215262 ‐0.754
sp|Q9Y6Q6|TNRQ9Y6Q6 TNR11_HUMAN TNFRSF11ATNF receptor superfam ‐3.692 ‐3.737 ‐5.859 ‐5.996 ‐3.755 ‐3.239 ‐2.732 ‐4.400 ‐2.889 ‐6.784 ‐2.659 ‐3.838 ‐5.919 ‐4.635 0.768948 0.846383 ‐0.278 0.373113 0.607612 ‐0.997 0.244307 0.472230 1.151
sp|P00338|LDHAP00338 LDHA_HUMAN LDHA lactate dehydrogenase  ‐0.207 ‐0.034 ‐2.660 0.044 0.670 ‐0.499 0.095 ‐0.484 3.450 ‐0.965 ‐2.701 ‐0.773 ‐0.055 4.569 0.772088 0.848258 0.972 0.948606 0.982700 0.884 0.588053 0.771470 0.141
sp|Q96SN8|CK5 Q96SN8 CK5P2_HUMAN CDK5RAP2CDK5 regulatory subuni 3.622 3.048 ‐7.171 ‐3.404 ‐4.861 2.439 1.668 3.574 0.682 ‐0.111 3.235 0.656 1.396 ‐1.166 0.777278 0.853004 0.917 0.048667 0.199556 ‐1.779 0.019627 0.116900 4.313
sp|P26447|S10AP26447 S10A4_HUMAN S100A4 S100 calciumheart ‐6.328 ‐3.101 ‐4.648 ‐2.457 0.530 ‐2.059 ‐0.982 ‐6.227 0.915 ‐2.790 ‐8.397 ‐1.922 ‐5.745 1.606 0.784343 0.859794 0.437 0.896866 0.955533 0.367 0.918960 0.958065 0.112
sp|P01766|HV31P01766 HV313_HUMAN None None None ‐7.439 ‐2.695 ‐4.278 ‐1.003 ‐4.215 ‐1.370 ‐0.602 ‐3.026 ‐5.744 ‐2.380 ‐1.976 0.084 ‐6.163 ‐2.607 0.787137 0.859968 ‐0.052 0.241487 0.472369 ‐1.465 0.090087 0.271647 2.260
sp|P18669|PGAMP18669 PGAM1_HUMAN PGAM1 phosphoglycerate muta ‐1.641 ‐0.135 ‐5.512 ‐1.100 ‐1.703 ‐2.240 ‐2.989 ‐2.032 ‐1.674 ‐3.940 ‐0.674 ‐2.478 ‐8.383 2.514 0.788560 0.859968 ‐0.270 0.656450 0.833317 ‐0.019 0.143961 0.344173 ‐0.402
sp|P32119|PRDXP32119 PRDX2_HUMAN PRDX2 peroxiredoxi blood;tong ‐0.625 ‐0.784 ‐0.145 ‐0.143 0.761 ‐5.158 ‐2.379 ‐0.205 0.845 3.066 ‐3.382 2.379 ‐5.991 ‐2.315 0.787763 0.859968 0.185 0.477044 0.698809 1.681 0.017961 0.112834 ‐2.393
sp|Q14515|SPRLQ14515 SPRL1_HUMAN SPARCL1 SPARC like 1 soft_tissue 1.944 1.196 ‐1.151 2.673 1.965 1.329 1.108 1.008 1.140 2.670 2.231 ‐1.471 1.463 ‐0.805 0.788889 0.859968 ‐0.388 0.792793 0.911899 ‐0.277 0.253336 0.483955 ‐0.177
sp|Q9HC38|GLOQ9HC38 GLOD4_HUMAN GLOD4 glyoxalase domain cont ‐3.810 0.840 ‐6.460 ‐2.839 ‐3.623 ‐6.708 ‐3.155 ‐1.124 ‐3.192 ‐3.391 ‐2.385 ‐7.851 ‐5.873 ‐0.800 0.785472 0.859968 ‐0.556 0.894392 0.954798 ‐0.253 0.869438 0.934312 ‐0.484



sp|P61224|RAP1P61224 RAP1B_HUMAN RAP1B RAP1B, member of RAS ‐3.379 ‐4.160 ‐3.072 ‐2.384 ‐3.682 ‐4.563 ‐8.681 ‐1.932 ‐1.706 ‐3.030 ‐4.730 ‐8.609 ‐3.943 ‐1.316 0.793911 0.864481 0.092 0.516538 0.741525 1.170 0.172735 0.382122 ‐1.723
sp|P01619|KV32P01619 KV320_HUMAN None None None 4.218 5.183 1.289 1.139 1.956 6.366 6.480 6.524 4.475 6.741 6.493 5.427 0.828 3.372 0.798476 0.866563 0.411 0.052364 0.204176 ‐1.901 0.006680 0.066533 3.699
sp|Q6PL18|ATADQ6PL18 ATAD2_HUMAN ATAD2 ATPase family AAA dom ‐1.403 ‐0.417 ‐1.796 ‐3.752 ‐7.152 ‐0.421 0.539 0.582 ‐0.927 0.944 1.430 ‐1.012 ‐4.866 ‐2.551 0.798460 0.866563 0.564 0.160737 0.381793 ‐1.397 0.017348 0.110947 3.137
sp|Q9BXX0|EMI Q9BXX0 EMIL2_HUMAN EMILIN2 elastin microprostate ‐1.482 ‐0.898 ‐2.047 ‐3.445 ‐5.750 ‐8.055 ‐3.940 ‐6.875 ‐2.894 ‐5.006 ‐5.650 ‐4.094 ‐3.927 ‐0.406 0.797398 0.866563 0.399 0.058992 0.218984 2.627 0.036088 0.161701 ‐3.565
sp|O00584|RNT O00584 RNT2_HUMAN RNASET2 ribonucleasespleen 0.496 3.311 ‐3.225 ‐0.879 ‐0.283 1.514 2.661 1.685 3.074 3.446 3.212 ‐4.053 ‐1.054 0.549 0.800916 0.868250 0.202 0.639028 0.823477 ‐1.091 0.024417 0.130145 2.069
sp|A0A075B6I1| A0A075B6I1 LV460_HUMAN None None None ‐3.248 ‐4.008 ‐3.528 ‐2.324 ‐0.699 ‐0.275 ‐5.273 ‐3.078 ‐3.852 ‐1.078 ‐1.455 ‐4.481 ‐1.813 ‐8.931 0.805066 0.871785 ‐0.797 0.828836 0.923558 ‐0.726 0.788091 0.882927 ‐0.114
sp|O00264|PGR O00264 PGRC1_HUMAN PGRMC1 progesteroneperipheral ‐2.715 ‐1.593 ‐8.315 ‐4.777 ‐3.642 0.432 ‐0.486 ‐2.001 ‐2.512 ‐4.526 0.285 ‐9.052 1.878 ‐2.489 0.805990 0.871821 0.151 0.244296 0.476912 ‐2.051 0.023626 0.128630 3.524
sp|P04083|ANXAP04083 ANXA1_HUMAN ANXA1 annexin A1 2.112 2.462 3.542 ‐6.119 ‐4.685 4.024 ‐2.243 ‐3.064 1.832 ‐2.987 ‐5.762 0.102 ‐1.460 2.294 0.811683 0.876045 ‐0.501 0.818703 0.919495 ‐0.569 0.973990 0.984094 0.110
sp|P98172|EFNBP98172 EFNB1_HUMAN EFNB1 ephrin B1 1.392 0.908 ‐1.340 ‐0.870 ‐4.253 2.408 2.154 2.523 0.727 2.144 1.951 ‐2.205 0.788 1.595 0.811218 0.876045 0.468 0.114271 0.317924 ‐1.528 0.001302 0.027236 3.195
sp|P31025|LCN1P31025 LCN1_HUMAN LCN1 lipocalin 1 eye ‐0.217 0.796 ‐8.663 ‐2.789 ‐1.849 0.403 2.090 2.206 1.301 ‐1.091 2.567 ‐3.616 ‐1.429 1.268 0.815728 0.879443 0.837 0.236850 0.468915 ‐1.733 0.026101 0.134625 4.111
sp|P22792|CPN2P22792 CPN2_HUMAN CPN2 carboxypeptidase N sub 1.124 1.711 ‐2.470 2.850 1.034 1.010 1.619 0.430 0.304 1.597 1.930 3.246 1.382 ‐3.907 0.819268 0.880988 ‐0.155 0.708656 0.866586 ‐0.261 0.692243 0.844017 0.170
sp|Q00796|DHS Q00796 DHSO_HUMAN SORD sorbitol dehydrogenase ‐3.799 ‐2.209 ‐5.960 ‐2.443 ‐1.481 ‐7.162 ‐2.902 ‐4.987 0.757 ‐6.459 ‐5.760 ‐2.079 ‐3.897 ‐6.488 0.820757 0.880988 ‐0.120 0.648542 0.829727 1.029 0.162900 0.369541 ‐1.839
sp|Q10588|BST1Q10588 BST1_HUMAN BST1 bone marrowblood ‐1.679 ‐2.244 0.668 ‐4.747 ‐4.884 ‐3.599 ‐1.060 ‐2.473 ‐1.782 ‐3.361 ‐1.998 ‐3.632 ‐2.668 ‐1.025 0.818851 0.880988 0.091 0.973295 0.988216 ‐0.033 0.769088 0.879470 0.200
sp|Q8NBS9|TXNQ8NBS9 TXND5_HUMAN TXNDC5 thioredoxin domain con ‐0.134 ‐0.972 ‐1.678 ‐3.667 ‐0.859 ‐11.252 ‐1.166 1.182 ‐1.934 1.059 1.021 ‐6.118 ‐0.802 ‐2.560 0.820367 0.880988 0.762 0.694539 0.858162 2.190 0.882065 0.939476 ‐2.283
sp|P00167|CYB5P00167 CYB5_HUMAN CYB5A cytochrome  liver ‐1.276 ‐2.875 ‐7.132 ‐1.276 ‐5.321 0.786 ‐3.402 ‐2.562 0.092 ‐1.222 ‐2.775 ‐4.778 ‐5.071 ‐4.641 0.823191 0.882447 ‐0.183 0.424852 0.658790 ‐1.339 0.356469 0.581344 1.850
sp|P07900|HS90P07900 HS90A_HUMAN HSP90AA1heat shock protein 90 a ‐1.562 ‐1.101 ‐6.483 ‐1.363 ‐2.644 ‐2.177 ‐0.486 0.150 ‐3.677 ‐4.384 0.429 0.222 ‐3.258 1.580 0.823918 0.882447 0.444 0.687741 0.857604 ‐0.677 0.204811 0.427963 1.793
sp|P17066|HSP7P17066 HSP76_HUMAN HSPA6 heat shock protein fam ‐1.774 ‐1.771 ‐5.786 ‐1.178 ‐0.601 ‐5.657 ‐5.632 ‐1.191 ‐2.265 ‐3.714 ‐5.366 ‐2.366 ‐3.102 1.289 0.827461 0.884310 0.361 0.078222 0.257150 1.573 0.000394 0.016374 ‐1.938
sp|P81172|HEPCP81172 HEPC_HUMAN HAMP hepcidin antimicrobial p 5.678 3.183 2.350 ‐0.496 ‐2.067 2.772 2.603 5.885 1.013 4.443 5.826 ‐3.051 4.601 2.339 0.827199 0.884310 0.040 0.636900 0.822348 ‐1.224 0.261340 0.486907 2.023
sp|P11142|HSP7P11142 HSP7C_HUMAN HSPA8 heat shock protein fam ‐1.156 ‐0.520 ‐0.722 0.669 ‐0.148 ‐2.807 ‐3.256 ‐0.493 1.023 ‐2.059 ‐2.633 ‐1.364 ‐10.524 3.577 0.831915 0.888101 ‐0.942 0.514215 0.739987 0.189 0.016326 0.106664 ‐1.810
sp|P09211|GSTPP09211 GSTP1_HUMAN GSTP1 glutathione S‐transfera 0.581 0.525 ‐1.138 1.243 0.226 0.342 ‐1.185 ‐0.869 2.893 ‐0.102 ‐3.276 ‐0.472 ‐0.743 3.596 0.838362 0.893646 0.351 0.470412 0.694283 0.887 0.089688 0.271279 ‐0.858
sp|Q9HB40|RISCQ9HB40 RISC_HUMAN SCPEP1 serine carboxsoft_tissue ‐1.708 0.285 ‐6.559 ‐0.845 ‐0.721 ‐4.027 ‐2.359 ‐4.329 ‐0.217 ‐2.342 ‐3.208 0.027 ‐4.426 ‐10.294 0.838933 0.893646 ‐0.877 0.418651 0.652269 0.162 0.012271 0.094689 ‐1.662
sp|P37173|TGFRP37173 TGFR2_HUMAN TGFBR2 transforming growth fa ‐1.557 ‐1.900 ‐3.713 ‐7.198 ‐8.248 ‐1.275 ‐1.663 ‐0.748 ‐2.550 ‐1.317 ‐1.348 ‐2.919 ‐2.221 ‐2.926 0.841214 0.895103 1.074 0.151127 0.364790 ‐0.985 0.068239 0.234647 3.295
sp|P02760|AMBP02760 AMBP_HUMAN AMBP alpha‐1‐micr liver 11.979 11.244 8.610 9.505 9.609 11.024 10.768 11.365 11.312 11.025 11.118 8.416 11.192 10.165 0.843354 0.896406 0.025 0.722890 0.871381 ‐0.514 0.085163 0.264951 0.863
sp|A0A075B6S2 A0A075B6S2 KVD29_HUMAN None None None ‐0.141 1.359 ‐3.315 ‐0.533 0.303 2.036 2.128 4.558 0.691 0.218 2.311 3.631 ‐0.948 0.555 0.845257 0.896484 0.277 0.059975 0.219204 ‐1.831 0.003631 0.047450 3.373
sp|P25311|ZA2GP25311 ZA2G_HUMAN AZGP1 alpha‐2‐glycoliver;prost 9.890 10.703 4.445 6.605 5.106 10.965 10.438 10.328 9.128 8.839 11.007 6.643 9.690 7.981 0.844965 0.896484 0.321 0.025009 0.130590 ‐1.696 0.013603 0.098894 3.227
sp|Q99878|H2A Q99878 H2A1J_HUMAN H2AC14 H2A clustered histone 1 ‐3.142 ‐5.958 ‐6.398 ‐4.635 ‐0.482 ‐5.443 0.795 ‐8.340 ‐5.018 ‐5.385 ‐3.658 ‐5.612 ‐3.575 ‐5.694 0.848597 0.899055 ‐0.623 0.577816 0.778338 ‐0.495 0.725958 0.859887 ‐0.206
sp|P06865|HEXAP06865 HEXA_HUMAN HEXA hexosaminidase subuni ‐1.289 0.459 ‐3.324 ‐0.373 ‐0.549 ‐0.744 0.054 ‐0.511 1.037 1.350 0.044 ‐5.892 ‐1.681 ‐1.466 0.852554 0.901525 ‐0.317 0.905709 0.957492 ‐0.701 0.583346 0.768386 0.615
sp|Q9NWV4|CZIQ9NWV4 CZIB_HUMAN CZIB CXXC motif containing z ‐4.844 0.039 ‐5.279 ‐5.940 ‐5.743 ‐0.187 0.537 ‐0.434 0.336 ‐1.081 ‐0.228 ‐9.008 ‐1.209 ‐4.654 0.852769 0.901525 0.091 0.137713 0.349859 ‐2.613 0.000023 0.006441 4.326
sp|P27105|STOMP27105 STOM_HUMAN STOM stomatin ‐2.408 ‐4.843 ‐5.793 ‐3.012 ‐3.056 ‐5.344 ‐4.316 ‐5.876 ‐1.859 ‐5.237 ‐6.940 ‐2.447 ‐7.459 ‐0.959 0.855633 0.903578 0.181 0.535216 0.752969 1.029 0.119851 0.312378 ‐1.356
sp|P04439|HLAAP04439 HLAA_HUMAN HLA‐A major histocompatibilit ‐2.905 0.721 ‐2.266 ‐4.365 ‐6.109 1.219 ‐0.187 0.875 ‐5.167 0.260 0.272 ‐5.990 0.491 ‐1.398 0.865621 0.912160 ‐0.295 0.234398 0.465943 ‐2.558 0.003232 0.044617 3.620
sp|P06454|PTMAP06454 PTMA_HUMAN PTMA prothymosin alpha 1.382 ‐2.680 ‐4.809 ‐2.807 ‐2.390 ‐0.303 ‐3.957 1.303 ‐2.621 ‐0.636 0.128 ‐3.741 0.300 ‐2.892 0.864794 0.912160 0.206 0.719879 0.869890 ‐0.591 0.093626 0.277200 1.275
sp|P10599|THIOP10599 THIO_HUMAN TXN thioredoxin 0.829 0.671 1.798 1.433 1.091 1.454 ‐1.165 0.256 3.015 ‐0.246 ‐0.038 ‐0.118 1.208 3.343 0.873683 0.919162 0.398 0.443463 0.669909 1.012 0.180174 0.393378 ‐0.982
sp|Q9H6X2|ANTQ9H6X2 ANTR1_HUMAN ANTXR1 ANTXR cell adhesion mo ‐0.181 0.988 ‐7.737 ‐5.249 ‐5.660 1.370 2.333 0.752 ‐2.008 0.785 1.652 ‐8.694 ‐2.725 ‐1.768 0.874142 0.919162 ‐0.453 0.008772 0.076513 ‐3.611 0.000685 0.021666 5.053
sp|Q96PD5|PGRQ96PD5 PGRP2_HUMAN PGLYRP2 peptidoglycan recogniti 2.211 2.763 ‐4.114 ‐1.294 0.926 4.660 3.779 2.544 1.996 2.564 2.881 1.056 4.320 0.098 0.875651 0.919762 0.718 0.161510 0.381793 ‐1.508 0.047702 0.191591 3.563
sp|P19957|ELAF P19957 ELAF_HUMAN PI3 peptidase in larynx;ton ‐0.302 1.080 3.920 ‐3.142 ‐8.483 3.564 ‐1.136 ‐0.600 ‐1.664 1.306 0.664 ‐7.250 ‐0.029 0.277 0.880353 0.921737 ‐0.479 0.551125 0.764952 ‐1.725 0.507892 0.726620 1.995
sp|P50995|ANX1P50995 ANX11_HUMAN ANXA11 annexin A11 ‐3.862 ‐3.080 0.435 ‐0.854 ‐2.228 ‐5.083 ‐6.180 ‐2.336 ‐1.338 ‐5.411 1.561 ‐3.716 ‐6.468 ‐2.455 0.879814 0.921737 ‐0.073 0.438709 0.669680 1.562 0.087263 0.266409 ‐2.615
sp|Q14134|TRI2Q14134 TRI29_HUMAN TRIM29 tripartite mobladder;ce ‐2.375 ‐5.161 ‐4.822 ‐0.703 ‐3.606 ‐4.776 ‐4.404 ‐3.004 ‐7.646 ‐6.693 ‐2.039 ‐0.395 ‐5.658 ‐0.804 0.878877 0.921737 ‐0.266 0.899905 0.955533 0.189 0.588836 0.771470 ‐0.728
sp|P08493|MGPP08493 MGP_HUMAN MGP matrix Gla protein ‐12.036 ‐5.341 ‐5.226 ‐0.705 ‐5.878 ‐5.353 ‐5.136 ‐8.227 ‐7.651 ‐4.867 ‐6.066 ‐6.094 ‐5.452 ‐4.857 0.889669 0.930497 0.157 0.712322 0.867174 0.407 0.722621 0.859338 ‐0.402
sp|A0A0C4DH24A0A0C4DH24 KV621_HUMAN None None None ‐3.747 ‐2.038 ‐5.735 ‐7.305 ‐2.634 ‐1.190 ‐2.104 ‐1.607 ‐3.406 ‐0.684 ‐0.638 ‐1.264 ‐8.163 ‐5.518 0.892925 0.932906 0.016 0.426864 0.660863 ‐1.645 0.037472 0.165415 2.658
sp|Q6PCB0|VWAQ6PCB0 VWA1_HUMAN VWA1 von Willebrapancreas ‐1.421 ‐7.023 ‐5.106 ‐3.827 ‐4.029 ‐3.833 ‐0.356 ‐6.903 ‐3.828 ‐2.020 ‐3.370 ‐9.182 0.527 ‐7.929 0.894768 0.933837 ‐0.238 0.840601 0.928736 ‐0.603 0.737063 0.865172 0.584
sp|P0DMV9|HS7P0DMV9 HS71B_HUMAN HSPA1A heat shock p peripheral 0.537 ‐0.305 ‐0.683 0.097 0.781 ‐1.881 ‐3.002 ‐0.247 2.201 ‐0.849 ‐3.779 ‐0.660 ‐2.288 5.349 0.900782 0.938633 0.584 0.378849 0.613674 1.706 0.021768 0.123310 ‐1.795
sp|P15291|B4GTP15291 B4GT1_HUMAN B4GALT1 beta‐1,4‐galactosyltran ‐3.193 ‐2.479 ‐4.424 ‐2.913 ‐0.649 ‐4.482 ‐0.871 ‐1.660 ‐4.547 ‐0.424 ‐3.959 ‐1.240 ‐2.626 ‐1.933 0.902583 0.938633 0.129 0.934724 0.975537 ‐0.117 0.370067 0.594534 0.394
sp|P25325|THTMP25325 THTM_HUMAN MPST mercaptopyruvate sulfu 0.276 ‐6.080 ‐1.743 ‐5.183 ‐7.477 0.793 ‐2.764 ‐1.328 ‐0.355 ‐1.409 ‐1.936 ‐5.560 ‐5.782 ‐3.821 0.904295 0.938633 ‐0.205 0.238804 0.468994 ‐2.044 0.123737 0.315572 2.941
sp|Q03405|UPA Q03405 UPAR_HUMAN PLAUR plasminogen activator,  0.204 ‐1.664 ‐0.438 ‐3.589 ‐4.579 ‐0.311 0.465 0.519 ‐0.913 ‐0.228 0.363 ‐8.481 ‐1.037 ‐0.947 0.904773 0.938633 ‐0.700 0.102695 0.299526 ‐2.098 0.068821 0.235808 2.238
sp|Q12841|FSTLQ12841 FSTL1_HUMAN FSTL1 follistatin likeheart;laryn ‐1.877 ‐3.078 ‐3.193 ‐0.785 ‐5.098 ‐1.787 ‐3.802 ‐3.300 ‐2.471 ‐3.224 ‐7.591 0.185 ‐3.532 ‐1.726 0.905007 0.938633 ‐0.195 0.811122 0.919426 ‐0.097 0.788328 0.882927 ‐0.157
sp|Q92496|FHR4Q92496 FHR4_HUMAN CFHR4 complement factor H re ‐2.172 ‐1.703 ‐2.569 ‐0.582 ‐5.326 ‐6.871 ‐1.578 ‐3.032 ‐1.243 ‐0.502 0.635 ‐5.692 ‐6.100 ‐3.910 0.905110 0.938633 0.177 0.639455 0.823477 1.025 0.376229 0.598713 ‐1.356
sp|Q8WW52|F1 Q8WW52 F151A_HUMAN FAM151A family with sequence si ‐7.914 ‐1.676 ‐9.778 ‐2.047 ‐1.071 ‐2.469 ‐3.167 ‐5.207 ‐4.905 ‐3.729 ‐1.527 ‐3.551 ‐4.613 ‐3.521 0.906892 0.939486 0.525 0.930572 0.973277 ‐0.026 0.729622 0.860444 0.883
sp|P15153|RAC2P15153 RAC2_HUMAN RAC2 Rac family smblood;lym ‐2.488 ‐4.827 ‐2.509 ‐2.546 ‐2.906 ‐4.537 ‐9.669 ‐4.344 ‐3.260 ‐5.423 ‐2.394 ‐4.631 ‐5.374 0.283 0.910945 0.942689 0.762 0.148515 0.362955 2.717 0.006795 0.066533 ‐3.128
sp|A0A075B6J9|A0A075B6J9 LV218_HUMAN None None None ‐3.005 1.883 ‐4.500 ‐1.999 ‐3.864 1.888 0.791 1.824 ‐1.841 1.700 1.118 ‐0.287 ‐1.615 ‐5.475 0.913483 0.943319 ‐0.194 0.058049 0.217131 ‐2.567 0.000891 0.023856 3.798
sp|P39060|COIAP39060 COIA1_HUMAN COL18A1 collagen type XVIII alph 1.093 1.144 0.639 2.012 1.353 0.651 0.449 1.065 ‐1.632 1.911 0.575 ‐3.659 1.344 5.082 0.915405 0.943319 ‐0.447 0.719548 0.869890 ‐0.118 0.350063 0.574462 ‐0.526
sp|P46940|IQGAP46940 IQGA1_HUMAN IQGAP1 IQ motif containing GTP ‐1.641 ‐9.908 ‐4.197 ‐3.411 ‐3.604 ‐6.364 ‐6.000 ‐6.737 ‐3.967 ‐7.052 ‐8.177 ‐2.892 ‐5.794 1.589 0.914611 0.943319 0.851 0.165045 0.387876 1.985 0.001739 0.033469 ‐1.815
sp|Q14847|LASPQ14847 LASP1_HUMAN LASP1 LIM and SH3 protein 1 0.219 ‐1.619 ‐5.702 ‐1.702 ‐7.820 ‐1.320 ‐1.879 ‐1.530 ‐1.415 ‐0.527 ‐1.330 ‐2.471 ‐1.702 ‐2.510 0.913489 0.943319 1.010 0.850079 0.932736 ‐0.083 0.503567 0.722541 1.748
sp|P00734|THRBP00734 THRB_HUMAN F2 coagulation fliver 6.092 5.539 4.114 5.975 5.104 6.227 5.489 4.548 5.133 5.026 4.951 6.219 6.558 3.050 0.916526 0.943483 ‐0.230 0.852737 0.933295 ‐0.265 0.941391 0.971119 0.056
sp|P10619|PPGBP10619 PPGB_HUMAN CTSA cathepsin A 0.510 3.097 ‐7.951 0.838 ‐0.273 0.629 1.404 ‐2.427 3.538 3.453 2.936 ‐6.989 ‐0.642 ‐4.132 0.918759 0.943798 0.216 0.972395 0.988216 ‐0.175 0.752028 0.874337 0.625
sp|Q6UXB4|CLC4Q6UXB4 CLC4G_HUMAN CLEC4G C‐type lectin domain fa ‐2.484 ‐4.099 ‐2.851 ‐0.805 ‐6.288 ‐2.001 ‐2.519 ‐3.389 ‐2.323 ‐3.262 ‐1.909 ‐6.372 ‐1.307 ‐3.593 0.918000 0.943798 ‐0.073 0.867322 0.936096 ‐0.491 0.544493 0.753803 0.669
sp|P55268|LAM P55268 LAMB2_HUMAN LAMB2 laminin subunit beta 2 ‐1.295 ‐1.533 ‐2.099 ‐1.982 ‐7.002 ‐4.013 ‐2.838 ‐1.635 ‐0.588 ‐2.514 ‐4.694 ‐3.324 ‐3.995 ‐0.475 0.923678 0.946866 0.201 0.847772 0.932710 0.230 0.311629 0.533910 ‐0.046
sp|Q9HD89|RET Q9HD89 RETN_HUMAN RETN resistin 2.031 ‐0.326 1.542 0.247 1.515 0.339 ‐0.622 1.607 2.323 2.217 0.781 ‐5.035 ‐4.584 1.370 0.923566 0.946866 ‐1.280 0.955006 0.983095 ‐0.930 0.557757 0.756613 ‐0.561
sp|P55210|CASPP55210 CASP7_HUMAN CASP7 caspase 7 ‐5.507 ‐4.093 ‐4.524 ‐1.703 ‐5.763 ‐2.617 ‐8.607 ‐0.085 ‐5.493 ‐3.240 ‐3.660 ‐3.118 ‐6.363 ‐2.916 0.929227 0.951559 ‐0.019 0.268320 0.504266 ‐0.362 0.258152 0.486907 0.548
sp|P01033|TIMPP01033 TIMP1_HUMAN TIMP1 TIMP metallopeptidase ‐1.912 ‐0.669 ‐7.213 0.086 ‐2.485 ‐1.395 ‐4.041 ‐2.127 ‐2.362 ‐5.386 ‐8.230 ‐0.755 0.113 0.946 0.932434 0.953847 ‐0.143 0.745372 0.884340 ‐0.091 0.551443 0.753803 ‐0.083
sp|Q9HC84|MUCQ9HC84 MUC5B_HUMAN MUC5B mucin 5B, oligomeric m ‐4.244 ‐8.409 ‐1.809 0.252 ‐0.228 ‐4.903 ‐3.406 ‐1.082 ‐2.131 ‐0.648 ‐4.147 ‐2.969 ‐4.862 ‐1.731 0.937835 0.958372 0.231 0.781284 0.907178 0.383 0.723379 0.859338 ‐0.243
sp|P02751|FINC P02751 FINC_HUMAN FN1 fibronectin 1bone_mar 4.115 3.216 2.224 4.336 3.996 2.248 3.696 2.923 3.608 3.531 2.192 6.754 0.981 3.834 0.939081 0.958645 0.139 0.687833 0.857604 0.528 0.371921 0.596534 ‐0.622
sp|Q9UK55|ZPI_Q9UK55 ZPI_HUMAN SERPINA10serpin familyliver ‐1.878 ‐7.083 ‐0.820 ‐5.306 1.935 ‐2.400 ‐2.586 ‐6.550 ‐2.204 ‐5.578 ‐5.749 0.996 ‐3.467 ‐3.766 0.941335 0.959946 ‐0.208 0.850884 0.932736 0.551 0.584372 0.768704 ‐1.215
sp|P30043|BLVRP30043 BLVRB_HUMAN BLVRB biliverdin reductase B ‐1.855 ‐1.856 ‐3.132 ‐2.060 ‐2.043 ‐7.712 ‐1.950 ‐2.211 ‐0.633 ‐0.452 ‐9.327 ‐1.766 ‐3.572 ‐3.308 0.943217 0.960075 ‐0.324 0.535530 0.752969 0.781 0.682295 0.841068 ‐1.769
sp|P51888|PRELP51888 PRELP_HUMAN PRELP proline and arginine ric ‐0.767 ‐5.501 ‐4.122 ‐4.727 ‐2.918 ‐10.033 ‐5.777 ‐4.462 ‐0.434 ‐6.491 ‐7.144 ‐2.710 ‐4.002 ‐6.182 0.943421 0.960075 0.294 0.251604 0.486764 2.263 0.070925 0.237561 ‐3.150
sp|P31947|1433P31947 1433S_HUMAN SFN stratifin ‐1.726 ‐4.662 ‐2.268 ‐2.628 ‐1.594 ‐2.221 ‐4.659 ‐6.284 ‐2.777 ‐3.399 ‐4.633 ‐1.688 ‐4.499 ‐2.582 0.945680 0.961375 ‐0.008 0.372750 0.607612 1.125 0.034946 0.158180 ‐1.812
sp|P01594|KV13P01594 KV133_HUMAN None None None 2.961 4.283 1.110 0.966 ‐0.165 5.507 4.751 5.158 2.304 4.695 4.256 2.996 2.910 0.819 0.953303 0.968121 ‐0.074 0.006039 0.067256 ‐2.142 0.000384 0.016374 3.307
sp|O15230|LAMO15230 LAMA5_HUMAN LAMA5 laminin subunit alpha 5 0.343 0.380 ‐2.308 ‐1.085 ‐1.174 ‐5.236 ‐2.753 ‐0.569 0.052 4.298 3.159 ‐7.668 ‐5.938 ‐2.888 0.955052 0.968894 0.053 0.529057 0.748162 1.355 0.108722 0.295966 ‐2.084
sp|P58062|ISK7_P58062 ISK7_HUMAN SPINK7 serine peptidlarynx ‐5.472 ‐7.033 1.932 ‐5.580 ‐4.000 ‐1.617 ‐4.331 ‐4.833 ‐8.099 ‐0.324 ‐4.553 ‐7.438 ‐3.124 ‐1.753 0.958598 0.971015 ‐0.348 0.742232 0.881681 ‐0.622 0.254686 0.485588 0.437
sp|Q14314|FGL2Q14314 FGL2_HUMAN FGL2 fibrinogen likkidney ‐3.001 ‐3.957 ‐6.358 ‐4.471 ‐1.041 ‐6.011 ‐3.735 ‐3.431 ‐1.836 ‐4.056 ‐2.664 ‐6.324 ‐8.675 ‐2.053 0.959125 0.971015 ‐0.267 0.820039 0.919495 0.124 0.551507 0.753803 ‐0.627
sp|Q9NRW1|RA Q9NRW1 RAB6B_HUMAN RAB6B RAB6B, memperipheral ‐7.325 ‐5.786 ‐4.719 ‐2.204 ‐5.440 ‐2.700 ‐2.959 ‐2.276 ‐2.915 ‐3.438 ‐3.392 ‐5.595 ‐5.946 ‐3.719 0.961637 0.972553 0.008 0.091371 0.279823 ‐1.523 0.002040 0.036347 2.450
sp|Q8N126|CADQ8N126 CADM3_HUMAN CADM3 cell adhesionbrain ‐0.911 ‐1.195 ‐5.281 ‐5.809 ‐3.355 0.188 0.190 0.441 ‐2.308 ‐1.307 ‐0.352 ‐1.648 ‐1.778 ‐0.952 0.968795 0.978782 0.576 0.008572 0.076513 ‐1.664 0.010725 0.087591 3.583
sp|P00491|PNPHP00491 PNPH_HUMAN PNP purine nucleoside phos ‐2.844 ‐2.144 0.112 ‐3.769 ‐1.858 ‐2.362 ‐3.682 ‐0.381 1.795 ‐2.134 ‐6.212 ‐2.184 ‐5.653 2.625 0.973346 0.982368 0.155 0.994520 0.995569 0.181 0.971905 0.983953 ‐0.041
sp|P08253|MMPP08253 MMP2_HUMAN MMP2 matrix metalbone ‐4.052 2.952 ‐1.574 ‐1.269 ‐4.292 ‐0.012 ‐1.591 ‐7.730 ‐3.004 ‐1.465 ‐1.876 ‐2.347 ‐1.709 ‐1.186 0.975354 0.983382 0.265 0.694354 0.858162 1.180 0.549214 0.753803 ‐1.464
sp|Q99519|NEUQ99519 NEUR1_HUMAN NEU1 neuraminidase 1 ‐1.320 0.961 ‐8.273 ‐0.218 ‐1.734 ‐3.817 ‐1.375 ‐0.364 ‐2.214 ‐1.808 ‐1.455 ‐0.028 ‐3.769 0.279 0.976628 0.983655 0.518 0.806529 0.918000 0.353 0.606541 0.784182 0.265
sp|P17900|SAP3P17900 SAP3_HUMAN GM2A GM2 ganglioside activa 4.868 6.876 ‐3.721 2.072 3.397 5.099 5.767 5.797 5.707 6.681 5.476 0.870 4.180 2.786 0.982515 0.988568 0.514 0.324797 0.565366 ‐1.271 0.064344 0.226011 2.856
sp|O00299|CLIC O00299 CLIC1_HUMAN CLIC1 chloride intracellular ch ‐6.595 ‐3.918 ‐3.810 ‐2.510 ‐2.717 ‐2.240 ‐3.905 ‐5.202 ‐2.358 ‐1.327 ‐5.844 ‐6.422 ‐6.362 0.528 0.987328 0.991375 0.231 0.942478 0.978847 0.151 0.950344 0.977269 0.128
sp|P07307|ASGRP07307 ASGR2_HUMAN ASGR2 asialoglycoprliver ‐2.104 0.903 ‐1.429 ‐1.377 ‐0.720 0.083 ‐3.242 ‐1.893 ‐2.556 1.548 ‐1.967 ‐6.514 ‐1.278 1.134 0.986759 0.991375 ‐0.383 0.775043 0.902823 0.078 0.349113 0.574045 ‐0.739
sp|O96009|NAP O96009 NAPSA_HUMAN NAPSA napsin A asp lung ‐2.208 2.839 ‐3.992 0.344 0.672 0.443 2.548 2.180 2.249 2.311 1.455 0.253 ‐0.457 ‐3.721 0.993883 0.994387 ‐0.005 0.397293 0.631032 ‐1.375 0.109303 0.296723 2.192
sp|P32926|DSG3P32926 DSG3_HUMAN DSG3 desmoglein 3larynx;ton ‐1.746 ‐3.587 ‐4.197 ‐10.544 ‐6.240 ‐2.309 ‐1.604 ‐2.916 ‐5.676 ‐1.553 ‐0.693 ‐7.579 ‐0.926 ‐6.781 0.992935 0.994387 0.275 0.473324 0.695439 ‐1.592 0.035025 0.158180 2.987
sp|Q07507|DER Q07507 DERM_HUMAN DPT dermatopon heart;ovar 3.409 2.498 ‐0.463 1.527 0.785 3.487 2.267 1.308 1.735 4.177 2.051 ‐5.201 2.841 1.077 0.994160 0.994387 ‐0.739 0.669240 0.845175 ‐1.241 0.449747 0.667806 0.803
sp|Q8N2S1|LTBPQ8N2S1 LTBP4_HUMAN LTBP4 latent transforming gro ‐0.328 ‐2.560 ‐0.815 1.013 0.094 ‐2.848 0.023 ‐0.028 ‐0.427 0.566 ‐2.198 ‐4.189 ‐0.574 1.853 0.994387 0.994387 ‐0.147 0.813076 0.919426 0.123 0.841066 0.919916 ‐0.432



Sample ID: 077_D0
Peptide Protein Charge PrecursorMZ DelM DelM_PPM MH Scan DeNovoScore MSGFScore MSGFDB_SpecEValue PepQValue
K.DGIIWVATEGALNTPK.D sp|P0DTC9|NCAP_SARS2 2 842.95288 0.00793 4.70644 1684.89038 59204 109 90 8.74E‐16 0
R.NPANNAAIVLQLPQGTTLPK.G sp|P0DTC9|NCAP_SARS2 3 687.39325 0.01536 7.4586 2060.14976 53326 78 53 1.79E‐12 0

Sample ID: 093_D7
Peptide Protein Charge PrecursorMZ DelM DelM_PPM MH Scan DeNovoScore MSGFScore MSGFDB_SpecEValue PepQValue
K.GFYAEGSR.G sp|P0DTC9|NCAP_SARS2 2 443.70663 0.00067 0.75657 886.405316 19245 85 81 5.31E‐11 0.001006
K.QQTVTLLPAADLDDFSK.Q sp|P0DTC9|NCAP_SARS2 3 621.32495 0.00603 3.24173 1861.95409 58671 87 58 1.06E‐11 0
Y.YLGTGPEAGLPYGANK.D sp|P0DTC9|NCAP_SARS2 2 803.9093 0.00823 5.12032 1607.80632 37358 86 61 1.79E‐13 0
R.RPQGLPNNTASWFTALTQHGK.E sp|P0DTC9|NCAP_SARS2 4 581.80493 0.00853 3.67174 2324.18932 56923 114 62 2.43E‐14 0
R.NPANNAAIVLQLPQGTTLPK.G sp|P0DTC9|NCAP_SARS2 2 1030.58716 0.01707 8.29138 2060.14976 53580 165 129 3.10E‐16 0
K.DGIIWVATEGALNTPKDHIGTR.N sp|P0DTC9|NCAP_SARS2 4 591.81689 0.01511 6.39421 2364.23052 54928 103 82 9.82E‐17 0
K.DGIIWVATEGALNTPK.D sp|P0DTC9|NCAP_SARS2 2 842.95294 0.00805 4.77884 1684.89038 59532 140 127 1.41E‐17 0
K.KQQTVTLLPAADLDDFSK.Q sp|P0DTC9|NCAP_SARS2 3 664.02356 0.00695 3.49286 1990.04905 54662 109 101 1.60E‐18 0
K.QQTVTLLPAADLDDFSK.Q sp|P0DTC9|NCAP_SARS2 2 931.98657 0.00823 4.42406 1861.95409 58631 131 122 1.70E‐19 0
R.GQGVPINTNSSPDDQIGYYR.R sp|P0DTC9|NCAP_SARS2 3 727.68188 0.01042 4.78096 2181.0206 37129 128 119 1.09E‐21 0
R.RPQGLPNNTASWFTALTQHGK.E sp|P0DTC9|NCAP_SARS2 3 775.40594 0.0139 5.98229 2324.18932 56965 127 117 5.32E‐22 0
R.GQGVPINTNSSPDDQIGYYR.R sp|P0DTC9|NCAP_SARS2 2 1091.01917 0.01024 4.69925 2181.0206 37104 255 251 9.00E‐25 0
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