Clonal evolution in multiple myeloma
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Supplementary Figure 1. (A-E) Clonal evolution in each case of MM. Representation of clonal evolution through (a)
Density, (b) Evolution and (c) Fish plots across individual MM patients with branching, linear and stable with loss of
clone patterns of clonal evolution. Supplementary Note 1 (Casewise clonal evolution).
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Supplementary Figure 2. (A-E) Clonal evolution in each case of MM. Representation of clonal evolution through (a)
Density, (b) Evolution and (c) Fish plots across individual MM patients with branching, linear and stable with loss of

clone patterns of clonal evolution. Supplementary Note 1 (Casewise clonal evolution).
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Supplementary Figure 3. (A-E) Clonal evolution in each case of MM. Representation of clonal evolution through (a)
Density, (b) Evolution and (c) Fish plots across individual MM patients with branching, linear and stable with loss of
clone patterns of clonal evolution. Supplementary Note 1 (Casewise clonal evolution).


http://www.ajcr.us/files/ajcr0137108supplmaterial.pdf

Clonal evolution in multiple myeloma

A 20% Cluster
a iz e b
00 c2e4
00 03 06 09
1.00
100
o 075
075
i z
k- 3
] ¢ 050 L 050
050 2"
g 3
2 [} ©
80:5 1] 025 025
000 . e me o | oo 0.00
000 B3 050 o7s o0 ommmmm ™ P2
Cellularky diag density Sample
B 215 Cluster
210
a i =—=| . .: b
ool =
000 3 0% ors 00 = 08
100]
06
06
0751
] 2
£
s 04 <
3 J 804
Zoso 2
5; [, 8
02
a2s-| 0.2 X
owl - e o | oof 00
000 025 050 o7s 0 IR P TP
Cellularity diag density Sample
C 5'31 l\/\ Cluster
a &
b c1eses
303 c2e4 b
00 05 o
1.00
1.00: . \
= o 075
078 .
% 2
. 086 o
Fool | i N 0.50
2 o
3 .
025{ o . o8 0.25
000 . mmmosm oo 0.00
000 05 050 o7s W cosoEEs ™ P2
Cellulariy diag density Sample
D 23T Cluster
a g b
o c204
000 025 050 o7s
100{ o 12 ]
. . | 06
' . |
. e ol 100 |
ors 1
% . . . " 075 ] '€04
€ T i -
Zow ' | 2
H 0s0 i 8
8 i 02
ozs1§ - j‘
000 .. wm—tensee e o . 000 | 00
000 Toz  o%0  oms 100 00051015 1 P2
Cellularity diag ity Sample
E Z10 Cluster
a § rres 1B
00 .2
00 03 ) 09 2
100
0.75
. 09
075
g 2
s . S 050
] . 08 >
goo1e * Q ]
3 H o
-4 .. " 025
H .
000 T A — . . 0.00
000 oz 0% o7 10 IBRE] i3] P2
Cellularity diag density Sample

c SM0294 - Branching

Fraction of mutations
- 0.10
-—0.15
- 020
- 025
- 030

c SM0299 - Branching

Fraction of mutations
-02

c SM0311 - Branching

Fraction of mutations
-—0.1
-02
- 03
- 04

c SM0329 - Branching

Fraction of mutations
-02
- 03
- 04

SMO0339 - Branching

" " TP2
Fraction of mutations

—-—02
- 03
- 04
- 05

Supplementary Figure 4. (A-E) Clonal evolution in each case of MM. Representation of clonal evolution through (a)
Density, (b) Evolution and (c) Fish plots across individual MM patients with branching, linear and stable with loss of
clone patterns of clonal evolution. Supplementary Note 1 (Casewise clonal evolution).
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Supplementary Figure 5. (A-E) Clonal evolution in each case of MM. Representation of clonal evolution through (a)
Density, (b) Evolution and (c) Fish plots across individual MM patients with branching, linear and stable with loss of
clone patterns of clonal evolution. Supplementary Note 1 (Casewise clonal evolution).
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Supplementary Figure 6. (A-E) Clonal evolution in each case of MM. Representation of clonal evolution through (a)
Density, (b) Evolution and (c) Fish plots across individual MM patients with branching, linear and stable with loss of
clone patterns of clonal evolution. Supplementary Note 1 (Casewise clonal evolution).
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Supplementary Figure 7. (A-E) Clonal evolution in each case of MM. Representation of clonal evolution through (a)
Density, (b) Evolution and (c) Fish plots across individual MM patients with branching, linear and stable with loss of
clone patterns of clonal evolution. Supplementary Note 1 (Casewise clonal evolution).
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Supplementary Figure 8. (A-E) Clonal evolution in each case of MM. Representation of clonal evolution through (a)
Density, (b) Evolution and (c) Fish plots across individual MM patients with branching, linear and stable with loss of
clone patterns of clonal evolution. Supplementary Note 1 (Casewise clonal evolution).
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Supplementary Figure 9. (A-E) Clonal evolution in each case of MM. Representation of clonal evolution through (a)
Density, (b) Evolution and (c) Fish plots across individual MM patients with branching, linear and stable with loss of
clone patterns of clonal evolution. Supplementary Note 1 (Casewise clonal evolution).
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Supplementary Figure 10. (A-E) Clonal evolution in each case of MM. Representation of clonal evolution through (a)
Density, (b) Evolution and (c) Fish plots across individual MM patients with branching, linear and stable with loss of
clone patterns of clonal evolution. Supplementary Note 1 (Casewise clonal evolution).
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Supplementary Figure 11. (A-D) Clonal evolution in each case of MM. Representation of clonal evolution through (a)
Density, (b) Evolution and (c) Fish plots across individual MM patients with branching, linear and stable with loss of
clone patterns of clonal evolution. Supplementary Note 1 (Casewise clonal evolution).
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Supplementary Figure 12. (A-E) Clonal evolution in each case of MM. Representation of clonal evolution through (a)
Density, (b) Evolution and (c) Fish plots across individual MM patients with branching, linear and stable with loss of
clone patterns of clonal evolution. Supplementary Note 1 (Casewise clonal evolution).
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Supplementary Figure 13. (A-C) Clonal evolution in each case of MM. Representation of clonal evolution through (a)
Density, (b) Evolution and (c) Fish plots across individual MM patients with branching, linear and stable with loss of
clone patterns of clonal evolution. Supplementary Note 1 (Casewise clonal evolution).
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