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Clinical information Cellular senescence-related genes

LUAD dataset collection TCGA-LUAD cohort 
Validation I:   GSE30219
Validation II:  GSE31210
Validation III: GSE37745
Validation IV: GSE50081

NMF clustering

Intersection of DEGs

Univariate Cox regression analysis
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Random Survival Forest analysis
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Kaplan–Meier analysis of 
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Univariate Cox regression analysis
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Biological Processes Immune Landscape Immunotherapy
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Anti-PD1/PD-L1 therapy
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P = 0.0617
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Immunomodulators


