Figure S$2. Maximum likelihood phylogenetic tree of the SARS-CoV-2 Delta variant sequences sampled in June-July in Ukraine. Red circles indicate

the SARS-CQV-2 Delta genomes from Ukraine. The colors of the arrows indicate countries from which the Delta lineages were introduced. Baltic countries
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Figure S2. Maximum likelihood phylogenetic tree of the SARS-CoV-2 Delta variant sequences sampled in June-July in Ukraine. Red circles indicate the SARS-C0V-2 Delta genomes from Ukraine. The colors of the arrows indicate countries from which the Delta lineages were introduced.


