
 
 

 

 
Fig. S2. Principle component analysis of genome wide signal in EWS894 cell FAIRE with and 
without nanodroplets. Principle components of PCA analysis of mean FAIRE-seq signal in 300 
bp windows genome wide across EWS894 (purple) and HUVEC cell lines (blue) identified by 
traditional FAIRE and nanodroplet FAIRE. Each symbol represents a FAIRE-seq data replicate; 
circles denote signal identified by traditional FAIRE, inverted triangles by nanodroplet FAIRE. PCs 
2 – 6 are shown complementary to components 1 and 2 shown in Figure 2B. 


