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Fig. S4. Correlation of FAIRE signal between EWS894 FFPE tissue replicates. Correlation of
genome-wide FAIRE signal, in 300 bp bins, among EWS894 FFPE FAIRE replicates (n = 3) within
each block (block 1 replicates, yellow; block 2 replicates, maroon). Correlation of genome wide
signal between the two FFPE blocks also shown in black. Correlation coefficient, R, depicted for
each comparison.



