
 
 

 

 

 

 

 

 

Fig. S7. Correlation of genome wide signal in MCF-7 ER+ breast carcinoma xenograft. 
Correlation of mean signal in 300 bp bins genome wide, with 100 bp shifts between replicates within 
each xenograft. Spearman’s correlation coefficient for each replicate pair comparison shown.  

 

 


