Taxa

DiseaseState Pre—symptoms
Differential Abundance

Bacteria_Actinobacteria_Coriobacteriia_Coriobacteriales_Eggerthellaceae_Enterorhabdus_uncultured bacterium (OTU3) -
Bacteria_Proteobacteria_Gammaproteobacteria_Betaproteobacteriales_Burkholderiaceae (OTU10) -
Bacteria_Firmicutes_Clostridia_Clostridiales_Peptococcaceae_uncultured_uncultured bacterium (OTU18) -
Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiales vadinBB60 group_uncultured bacterium_uncultured bacterium (OTU24) -
Bacteria_Tenericutes_Mollicutes_Mollicutes RF39 (OTU31) -
Bacteria_Firmicutes_Bacilli_Lactobacillales_Lactobacillaceae_Lactobacillus (OTU37) -
Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Bacteroidaceae_Bacteroides (OTU42) -
Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Muribaculaceae (OTU44
Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Rikenellaceae_Alistipes_uncultured bacterium (OTU46
Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiales vadinBB60 group (OTU47

Bacteria_Firmicutes_Clostridia_Clostridiales_Ruminococcaceae_[Eubacterium] coprostanoligenes group (OTU51
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Bacteria_Firmicutes_Clostridia_Clostridiales_Ruminococcaceae_[Eubacterium] coprostanoligenes group (OTU63) -
Bacteria_Firmicutes_Clostridia_Clostridiales_Ruminococcaceae (OTU65) -
Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae (OTU78) -
Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae (OTU79) -
Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_[Eubacterium] ventriosum group_uncultured Clostridiales bacterium (OTU80) -
Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae (OTU81) -
Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Roseburia_uncultured bacterium (OTU83) -
Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae (OTU87) -
Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae (OTU89) -
Bacteria_Verrucomicrobia_Verrucomicrobiae_Verrucomicrobiales_Akkermansiaceae_Akkermansia_uncultured bacterium (OTU96) -
Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_uncultured_uncultured bacterium (OTU98) -
Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae (OTU101) -
Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae (OTU102) -

Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae (OTU104) -
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DiseaseState Pre—symptoms
Differential Abundance

Bacteria_Actinobacteria_Actinobacteria_Bifidobacteriales_Bifidobacteriaceae_Bifidobacterium (OTU4) -

Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiales vadinBB60 group_uncultured bacterium_uncultured bacterium (OTU24) -

Bacteria_Firmicutes_Bacilli_Lactobacillales_Lactobacillaceae_Lactobacillus (OTU37) -

Taxa

Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae (OTU78) -

Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae (OTU91) -

Bacteria_Verrucomicrobia_Verrucomicrobiae_Verrucomicrobiales_Akkermansiaceae_Akkermansia_uncultured bacterium (OTU96) 4
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Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiales vadinBB60 group_uncultured bacterium_uncultured bacterium (OTU24) 4

Bacteria_Tenericutes_Mollicutes_Mollicutes RF39 (OTU31)

Bacteria_Firmicutes_Bacilli_Lactobacillales_Lactobacillaceae_Lactobacillus (OTU37)

Bacteria_Firmicutes_Clostridia_Clostridiales_Ruminococcaceae_Ruminiclostridium 5 (OTU57)

Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae (OTU76) -

Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae (OTU78) -

Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae (OTU79) -

Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_[Eubacterium] ventriosum group_uncultured Clostridiales bacterium (OTU80) -

Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Roseburia_uncultured bacterium (OTU83) -

Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae (OTU91) -

Bacteria_Verrucomicrobia_Verrucomicrobiae_Verrucomicrobiales_Akkermansiaceae_Akkermansia_uncultured bacterium (OTU96) -

Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_uncultured_uncultured bacterium (OTU98) -

Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae (OTU101) -

Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae (OTU102) -
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Bacteria_Firmicutes_Clostridia_Clostridiales_Family XIII_[Eubacterium] brachy group_uncultured bacterium (OTU32) -

Bacteria_Bacteroidetes_Bacteroidia_Bacteroidales_Rikenellaceae_Alistipes_uncultured bacterium (OTU46) -

Bacteria_Firmicutes_Clostridia_Clostridiales_Ruminococcaceae_Ruminococcaceae UCG-014 (OTU54) -

Taxa

Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae (OTU79) -

Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae (OTU89) -

Bacteria_Verrucomicrobia_Verrucomicrobiae_Verrucomicrobiales_Akkermansiaceae_Akkermansia_uncultured bacterium (OTU96) 4
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Bacteria_Firmicutes_Clostridia_Clostridiales_Ruminococcaceae_Ruminococcus 1 -




