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Strain accession coordinate
- Acidithiobacillus_caldus_SM-1 CP002573.1 1237105-12
- Acidithiobacillus caldus strain MTH-04 CP026328.2 1188918-11
- Acidithiobacillus caldus strain MTH-04 CP043926.1 2163143-21
- Acidithiobacillus_ACA BC13 1843-4293
- Acidithiobacillus_ACA F 3477-1027
- Acidithiobacillus_ACA DSM8584 3549-1099
- Acidithiobacillus ACA KU 3491-1041
- Acidithiobacillus caldus _ATCC_51756 CP005986.1 1830631-18
- Acidithiobacillus ] _ACA 1 MELC-5 24529-2162
- Acidithiobacillus ACA I17-1 854456:115
- Ac1d1thlobac111us_ACA_G26 1 11494-1316
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—————————— GCTATACCAATGCGCAAGGGGCGGACC
—————————— GCTATACCAATGCGCAAGGGGCGGACC

GTCGTCCCCGCGTGCGCGGGGGAAAACC—
GTCGTCCCCGCGTGCGCGGGGGAAAACC—
GTCGTCCCCGCGTGCGCGGGGGAAAACC—
GGCGTCCCCGCGTGCGCGGGGGAAAACCC
GGCGTCCCCGCGTGCGCGGGGGAAAACCC
GGCGTCCCCGCGTGCGCGGGGGAAAACCC
GCTATACCAATGCGCAAGGGGCGGACC GGCGTCCCCGCGTGCGCGGGGGAAAACCC
********** GCTATACCAATGCGCAAGGGGCGGACC GGCGTCCCCGCGTGCGCGGGGGAAAACCC
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GCCTTGAGCTCCCTGTTCCGCCATGTGGAGGA-———————————————| GTCGTCCCCGCGTGCGCGGGGGARAACCGTACGCGGCTCATGCACACCATTC

CTTGAGCCGTCAGTCCCCGCGTATGC!
CTTGAGCCGTCAGTCCCCGCGTATGC!
CTTGAGCCGTCAGTCCCCGCGTATGCGGGGGAGAACC-C

GAACC-C TTCCGACGTAAGCCGGTCAATCATC-
TTCCGACGTAAGCCGGTCAATCATC-

GTTCCGACGTAAGCCGGTCAATCATC-

GAACC-C

TTCCCAAAAGTCGTCCCCGCGTACGCGGGGGAAAACC GTACGCGGCTCATGCACAC
TTCCCAAAAGTCGTCCCCGCGTACGC! AAACC GTACGCGGCTCATGCACAC
TTCCCAAAAGTCGTCCCCGCGTACGCGGGGGAAAACC GTACGCGGCTCATGCACAC
TTCCCAAAAGTCGTCCCCGCGTACGCGGGGGAAAACC GTACGCGGCTCATGCACAC
TTCCCAAAAGTCGTCCCCGCGTACGC! AAACC GTACGCGGCTCATGCACAC

CAGCGATGGGTCGTCCCCGCGTGCGCGGGGGAAAACCTCCAAGGCATCACGAGAGAACARATCGAGCATTGTTGTCCCCGCGTACGCGGGGGARACCCTT

IC-GCCTTG---AGCTCCCTGGATTCCG—

CATTCCAGCGATGG-———=————————
CATTCCAGCGATGG-
CATTCCAGCGATGG-
CATTCCAGCGATGG-
CATTCCAGCGATGG-
TGTAGGAGTGATGGCCGGTGCCGTCTAGGT]

TGGGGGTGTATAGCGACCAGACTATGGGTATAGTCGTCCCCG

DD QDD DD Y D D

G
-CCATGTGGAGGAGTCGTCCCCGC] G CC
-CCATGTGGAGGAGTCGTCCCCGC] el CC
——————— CCATGTGGAGGAGTCGTCCCCGC] el CC
---GAGAGCGTTCTCTATTGTCGTCCCCGT] G CC
---GAGAGCGTTCTCTATTGTCGTCCCCGT] G CC
——-GAGAGCGTTCTCTATTGTCGTCCCCGT] el CC
~GAGAGCGTTCTCTATTGTCGTCCCCGT] G CC
---GAGAGCGTTCTCTATTGTCGTCCCCGT] G CC
CGTGCGCGGGGGCCTATTCGTCATCCCCGC] el CCTTCTTTGCATTTCGCATTTCGCATTTGCTGCGCTTTCGTCCCCGTAATGTGCGG
TA
TA]
G TACGCGGCTCATGCACACCATTCCAGCGAT
G TACGCGGCTCATGCACACCATTCCAGCGAT

TACGCGGCTCATGCACACCATTCCAGCGAT

1715
1715
1715
1841
1537
1537
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——————— CCGAGCCAG ACCCGACTCTTGATAGCG-——————— 2156
——————— CCGAGCCAG ACCCGACTCTTGATAGCG-——————— 2156
—CCGAGCCAG ACCCGACTCTTGATAGCG— 2156
—CCGAGCCAG ACCCGACTCTTGATAGCG- 2156
——————— CCGAGCCAG ACCCGACTCTTGATAGCG-——————— 2156
GGGAAAACCGGGCCAGGTTGGGCCGTTCTCACTACGAGATACGTCATCCCCGCATGTGCGGGGAAAACCAAGCACGGTTGCGCGTAATGGCAAAGTTGTG 2614
1598

1598

GGGTCGTCCCCGCGTGCGCGGGGGAAACTTTTTGC--~AATCCGCATTTCGCATTTGCTGCGCT-TTCGTCCCCGCAATGTGCGGGGGAGAACCTTGCGG 2798
GGGTCGTCCCCGCGTGCGC AACTTTTTGC---AATCCGCATTTCGCATTTGCTGCGCT-TTCGTCCCCGCAATGTGC! GAACCTTGCGG 3337
GGGTCGTCCCCGCGTGCGCGGGGGAAACTTTTTGC--~AATCCGCATTTCGCATTTGCTGCGCT-TTCGTCCCCGCAATGTGCGGGGGAGAACCTTGCGG 3337
CTGTAGTCCCCGCGTATGCGGGGGAGAACCGCAACC--GTACCGGACCCCGCGCCGCCCACGCTAGTAGTCCCCGC-GTATGCGGGGGAGAACCAGTCG- 2252
CTGTAGTCCCCGCGTATGCGGGGGAGAACCGCAACC--GTACCGGACCCCGCGCCGCCCACGCTAGTAGTCCCCGC-GTATGC! GAACCAGTCG- 2252
CTGTAGTCCCCGCGTATGCGGGGGAGAACCGCAACC--GTACCGGACCCCGCGCCGCCCACGCTAGTAGTCCCCGC-GTATGCGGGGGAGAACCAGTCG- 2252
CTGTAGTCCCCGCGTATGCGGGGGAGAACCGCAACC--GTACCGGACCCCGCGCCGCCCACGCTAGTAGTCCCCGC-GTATGCGGGGGAGAACCAGTCG- 2252
CTGTAGTCCCCGCGTATGCGGGGGAGAACCGCAACC--GTACCGGACCCCGCGCCGCCCACGCTAGTAGTCCCCGC-GTATGC! GAACCAGTCG- 2252
CTGTCGTCCCCGTGTACGCGGGGGAAAACCCCGAGCCAGCACCTGACTCTTGATAG--CGAATCTGTAGTCCCCGC-GTATGCGGGGGAGAACCAGTCG- 2710
1598

1598

GGTTGTCTCTGTTGGAGATTTTGGGAA-———— [CCCCGCGTGTGCGGGGGARAACTATGCAGTGGCTCGGTGGTTCG-CGGGCCAATAGGGTCGTC 2892
GGTTGTCTCTGTTGGAGATTTTGGGAA-————| ICCCCGCGTGTGCGGGGGARAACTATGCAGTGGCTCGGTGGTTCG-CGGGCCAATAGGGTCGTC 3431
GGTTGTCTCTGTTGGAGATTTTGGGAA-————| ICCCCGCGTGTGCGGGGGARAACTATGCAGTGGCTCGGTGGTTCG-CGGGCCAATAGGGTCGTC 3431
ICCCCGCGTATGCGGAGGAGAACCACA-AGCGGCCAGGTCTCCCGTCATGCTCAAGAAGTCGTC 2347
[CCCCGCGTATGCGGAGGAGAACCACA-AGCGGCCAGGTCTCCCGTCATGCTCAAGAAGTCGTC 2347
[CCCCGCGTATGCGGAGGAGAACCACA-AGCGGCCAGGTCTCCCGTCATGCTCAAGAAGTCGTC 2347

——-—-ATATCAGCGGAAACGCTTCGGACATTGC] [CCCCGCGTATGCGGAGGAGAACCACA-AGCGGCCAGGTCTCCCGTCATGCTCAAGAAGTCGTC 2347
———-ATATCAGCGGAAACGCTTCGGACATTGC] [CCCCGCGTATGCGGAGGAGAACCACA-AGCGGCCAGGTCTCCCGTCATGCTCAAGAAGTCGTC 2347
———-ATATCAGCGGAAACGCTTCGGACATTGC] [CCCCGCGTATGCGGAGGAGAACCACA-AGCGGCCAGGTCTCCCGTCATGCTCAAGAAGTCGTC 2805
GClecEG] 1605

CleCeG 1605
CCCGCGTACGCGGGGGAGAACCCGATTTGGTAGCAGACCATCTGGTGGATA) 2981
CCCGCGTACGCGGGGGAGAACCCGATTTGGTAGCAGACCATCTGGTGGATA) 3520
CCCGCGTACGCGGGGGAGAACCCGATTTGGTAGCAGACCATCTGGTGGATALNKE ——————————— 3520

CCCGCGTACGCGGGGGAAAACC-—————————
CCCGCGTACGCGGGGGAAAACC
CCCGCGTACGC AAACC
CCCGCGTACGCGGGGGAAAACC
CCCGCGTACGCGGGGGAAAACC
CCCGCGTACGC AAACC

IACTTTCTGGCCGTC]
IACTTTCTGGCCGTC]
ACTTTCTGGCCGTC]

2437
2437
2437
2437
2437
2895
1653
1653

TACACCATGGCGCAAATA

2995
3534
3534
2451
2451
2451
2451
2451
2909
1667
1667



