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Materials & experimental systems
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Antibodies

Eukaryotic cell lines

Palaeontology and archaeology

Animals and other organisms
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Clinical data

Dual use research of concern

Methods

n/a Involved in the study

ChIP-seq

Flow cytometry

MRI-based neuroimaging

Antibodies
Antibodies used

Data Availability Statement. ImageJ macros and CellProfiler pipelines used for image analysis are available from the corresponding authors upon request. Source
data are provided with this paper.

For each genotype at each embryonic stage, at least 3 animals were checked.

No data exclusions.

All attempts for replication are successful.

Randomization was only applied to experiments only use wild-type embryonic intestines. The intestines were randomly assigned to treated
group or control group.

Blinding was impossible because the mutants can be identified by gross appearances without genotyping. Most of the stained images were
taken and analyzed blindly using numbered sections instead of the IDs or genotypes of the animals, except for WT cut vs no-cut images.

Mouse monoclonal anti-acetylated $-tubulin Sigma Cat# T7451

Goat polyclonal anti-%-tubulin Santa Cruz Cat# sc-7396

Rabbit polyclonal anti-IFT88 Proteintech Cat# 13967-1-AP

Rabbit polyclonal anti-Arl13b Proteintech Cat# 17711-1-AP

Mouse monoclonal anti-$-tubulin Sigma-Aldrich Cat# T5168

Rabbit polyclonal anti- Phospho-Histone H3 (Ser10) Cell Signaling Technology Cat# 9701

Mouse monoclonal FITC conjugated anti-SMA Sigma-Aldrich Cat# F3777

Rabbit monoclonal anti-YAP Cell Signaling Technology Cat# 14074S

Mouse monoclonal anti-DsRed Clontech Cat# 632392
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Validation

Animals and other organisms
Policy information about studies involving animals; ARRIVE guidelines recommended for reporting animal research

Laboratory animals

Goat polyclonal anti-GFP Rockland Cat# 600-101-215

Rabbit polyclonal anti-Myosin light chain (phospho S20) Abcam Cat# ab2480

Rabbit polyclonal anti-Cleaved Caspase-3 (Asp175) Cell Signaling Technology Cat# 9661

Donkey polyclonal anti-rabbit lgG (H+L), Alexa Fluor 568 conjugated Thermo Fisher Scientific Cat# A10042

Donkey polyclonal anti-rabbit lgG (H+L), Alexa Fluor 647 conjugated Thermo Fisher Scientific Cat# A31573

Donkey polyclonal anti-mouse lgG (H+L), Alexa Fluor 488 conjugated Thermo Fisher Scientific Cat# A21202

Donkey polyclonal anti-goat lgG (H+L), Alexa Fluor 647 conjugated Thermo Fisher Scientific Cat# A21447

Validation information in manufacture website. Data provided in the manuscript.

Mouse, male and female, >8 week - 1 year were used to generate embryos of E12.5 - E18.5

GENOTYPE SOURCE IDENTIFIER

Mouse: Cilk1+/- (C57BL/6) This paper N/A

Mouse: Cilk1lox/lox (C57BL/6) This paper N/A

Mouse: Tctn3+/- (C57BL/6) This paper N/A

Mouse: Tg(CAG-Flpe)2Arte (C57BL/6) From TaconicArtemis, 1

MGI:3850329

Mouse: B9d1+/- (C57BL/6) 2

N/A

Mouse: Inpp5e+/& (C57BL/6) From Ste "phane Schurmans, 3

N/A

Mouse: Ift88lox/lox (C57BL/6) From The Jackson Laboratory, 4

JAX: 022409

Mouse: Ift88+/- (C57BL/6) This paper N/A

Mouse: Tg(ACTB-cre)2Mrt (C57BL/6) From The Jackson Laboratory, 5

MGI: 2176050

Mouse: Dermo1Cre (129X1/SvJ) From Pao-Tien Chuang, 6

MGI: 3044412

Mouse: R26Tdtomato/+ (C57BL/6) From Chris Allen, 7

MGI: 3809524; JAX: 007914

Mouse: ShhCre (C57BL/6) From The Jackson Laboratory, 8

MGI: 3053959; JAX: 005622

Mouse: Smolox/lox (CD1) From Ophir D. Klein, 9

MGI: 2176256; JAX: 004526

Mouse: Myh11Cre-EGFP (C57BL/6 x DBA/2)F2

From The Jackson Laboratory, 10

MGI: 2653286; JAX: 007742

Mouse: R26DTA176/+ (129X1/SvJ x 129S1/Sv)F1-Kitl+ From Benoit Bruneau,11

MGI: 3618991; JAX: 010527

Mouse: YAPlox/lox;TAZlox/lox (C57BL/6) From Ophir D. Klein, 12

N/A
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